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AAGCCATCGA AACAACAGAA TTACATCAAC GTATCTTAGA AAGTATCACA ACATCATACG 840 

CTTCCTTATT ATCTAATGAT ATGAATACGA TTATGAAGAC ATTAACACTT TTCACGGTAC 900 

5 TATTAACgTT ACCAAyACtC GTATTTAGTT TCTTCGGTAT GAATGTGTCG 950 

(2) INFORMATION FOR SEQ ID NO: 1021: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 528 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1021: 
AATATATAAA ATGAATACAT TGTGAGGCAA TTATCAAATG AAATTTAATA AAGTAAAACT 60 

20 AGTTATACAT GCGTGTGTAC TATTATTTAT CATTATTTCT ATAGCGTTAA TTTTTCATCG 120 
ATTACAGACG AAGACACATT CTATAGACCC AATACATAAG GAAACAAAAT TATCAGACAA 180 
TGAAAAATAT TTAGTGGATC GTAATAAGGA AAAGGTTGCG CCGTCTAAAC TAAAAGAGGT 240 

25 ATATAATAGC AAGGATCCTA AATATAAGAA AATTGACAAG TATTTACAAA GTTCATTATT 3 00 

TAACGGTTCA GTAGCTATAT ATGAAAATGG CAAATTGAAA aTGAGTAAaG GTtATGGaTA 360 
TCAAGaTTTT GAAAAAGGTa TTAAAAaCAC ACCGAaTACG aTGTTTTtAA TnGGTTCAGC 420 

30 

TCAAAAATTT TCAACAGGGT TACTGTTAAA ACAGTTAGAA GAAGAACATA AAATAAATAT 4 80 

CAATGATCCA GTAAGTAAAT ACCTTCCATG GTTTAAAACA TCTAAGCC 528 
(2) INFORMATION FOR SEQ ID NO: 1022: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 713 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1022: 



45 



50 



GCATTnCGGT TAAAgTAkGt 


TTCAGCTTCT 


CTCaTTTTAG 


AAGTACCGaA AAtTGGTTGG 


60 


TTAtCTGGAT 


TTAATrtCAC 


GATAAATATT 


GCTTACTTTG 


TTACTTTGTr AAATGTACCC 


120 


ATTACGAGTC 


TCAATGTTAT 


TCCAATAAAT 


ATCACTTGTT 


GGTGCATGGT TTGGATATGC 


180 


ACAATGATTT 


CTTGAAATTG 


TTTGAACGAT 


TTCTAATGGA 


TCACAGCCAA ATGTACTGTT 


240 


TAATACTTCA 


GAGTCTCTGA ATAATGCACA 


AAnTGAAATA 


CAAGTTGTCC AGTTTGGTAA 


300 
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TCAGAATTAT TAACACTATA TTTCCCTTTA AATAATGGTG ATTCGrAATA ATGCTTATCT 180 

TTATCTGCAG CTAACTGGAA TTkCCCTAAT GCAGAGTCTG CGATTGTTGG TTCAAGATTA 240 

ATCATTGATT TCT CTTTTTT AGGATCATGT CCATATGACA tGTaATTTTC GATGCATTAA 300 

CAACAGATTT AkGAATGCCA AGCCCTTTAA CAATTTCATC TGATGCATCT GCGCTTAATn 360 

CTAATGAAGA TAAAAACGAt TAtCTTTCAT CkkTTCTTGG AACTTCACTT CATTTTCAAA 420 

ACGGTCATTA AAATAATCTT TATACATTTT TGCTGTTTGT TGTTCACTTT TTAGGTATGT 480 

ATTTTTC 487 
(2) INFORMATION FOR SEQ ID NO: 1025: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 364 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1025: 

ATATGTTATA AACAATTTTA CAGTTGTATC ATCTACTCGT TCTATTCTCA TATCATCTCA 60 

CTCCTTACAG TCGATGAATA GTATCCACAT TGTATTAAAG CATCAAACAA AATACAATTT 120 

ATTTGTTTGA TTTCTTTCTC TAAAmTATTT TGGTAACTTA TAATAACATA TTCGTTGTAG 180 

CAAAACTATT TAAATGATTT ATACAGTTAA AGCATTAAAG CACTTTCTTA ATTTAATTTT 240 

ACCTTATCAT AGCAAATGTT TCATCCAAAA CACTCTAATA TAGAGCTATA TTAACAATTG 300 

CAdKTTTGaT TTAAAAGATA CTAAGCAATT ATTGtAAAAT TAAAACCAAA AAaGCAACAC 360 

TATA 364 
(2) INFORMATION FOR SEQ ID NO: 1026: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 333 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1026: 
TGCCCCAGGG GAGTACnAAA AAAAAGnGGG GTGGGGAATT GGAAACCGGA ATTAGTGGTT 60 

50 

AAAGGGGTTT ATTGGATGTT GGGTCTAAAG TATTCCCAGA AATTTATCCA TCnATGATTG 120 
CTTTAGCCAA GTTTTTTTCC AACCCATCTT TATGGAATTT AGTTATCTCA ATTACATTAA 180 

55 
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CTTATATAAA AATGGCACAA TTATTTCATG TACCAACAAG AACAATATTA ATACGTCATT 300 
TAACACCTAA AATTATACCG GCTATTATCG TTG 333 
5 (2) INFORMATION FOR SEQ ID NO: 1027: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 50 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



J5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1027: 

TGTTCCATTC GTTTTAATAA TGGTGATACT GTACCAGTAT CGAGTGCTAA TTCAGTTACG 60 

ACTTTCTTGA CGTTTACAGG AGATTCATCC CATAAAATTG TTAAGACAAG AAATTGTGGG 120 

20 TATGTTAGAT TGTACTTCTT AAAAACTTTG TTAGAGTAGT AGCGATTAAC TTGTCTTTGA 1BO 

GCATTGTACA AACTAAAGCA TAGCTGTTCT TTTAAATTAT GTTGATCAGA CATTAAAGTT 240 

CTCCTCCAGA CATACTATCC GTTTTTnTCT CTTTTCGGAT TGGTAATCAT TAAAAAGTTG 300 

25 ATTGTTTATT AATTCACAAC TTTCTTTGAT TCAATGCCAT GCnAAAATTA AAGTATGTTT 360 

AAAGTTTAGA AGATATTTTT GATTAAATCA AGCAAAAAGA TAATTTAATA TATATGTGAT 420 

CATTTTTAAA AATAACTGTn ATAGAAAAGA 4 50 



(2) INFORMATION FOR SEQ ID NO: 1028: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 535 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1028: 

TGCATCTATA CCTAGAACTT TAATTTCGGA TTTTATTGCG TCTGTAATAT CTTTAATACC 60 

ACTTTCGATA GGGAAACTTT CGTCACCTTC AACATATTTA ATACCAAAGC CACCACCAAG 120 

GTTTAATAAT TCAACTTGAA TGCCTTGctC TTTaAGCCAA CGTAAAmCAA TTTTAGCaGT 180 

TTCAATAAAt GCTTCTGTAC CTTCAAtCTG TGrACCaATA TGACAATGTA CACCTTTTAA 240 

TTTTAAGTGT TTAGATTGTT GGACTTTGTC AATTGCTTTT TTAGCTAAGC CATATTGaAT 300 

TGaTAATCCA AACTTACTAT CTTCTTGCCC AGTTTGaATA AATTCgTGTG TATGTGCTTC 3 60 

aACACCTGGa TTAACTCGTA AtACAACTTG aACCGTATCA TTAGCATAGC GGTCTATTAA 420 

55 
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AATTTCATGT TTCGTTTTAT TGTTACCATG GAAATGGATG CGACTCGGTT CAAAA 535 
(2) INFORMATION FOR SEQ ID NO: 1029: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 359 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1029: 



75 



GAAGATGATT 


GAATTATGGA 


ATTTTTTTCG 


AGATATGTTA 


TTTCGGGGAT 


CAGATTTTGC 


60 


GATTTTGCCT 


TGGATAGAGT 


AGTTGCGATT 


TGTAAATACG 


TTTTTCAGGT 


TCGATTCAAT 


120 


TTCGTTGTTA 


AGATAATATG 


GATTAGTTTC 


ACTGACATGT 


TGATGCATGT 




180 


CTGATAAAGT 


ATAAAATGTT 


TACTTAACAT 


TACTTAGTAT 


GACACCTGCT 


AATTCAAACA 


240 


TTATTTGAGA 


CATTCTTTTC 


AAATTAATTA TAAATTTTTA 


CCtATAGACT 


AGTTTGATAT 


300 


TTATCTACAT 


CTCAAAATTC 


TCATCAACAA 


TCTGTCACAT 


CCAACATTTT 


TACTTnAGT 


359 



(2) INFORMATION FOR SEQ ID NO: 1030: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 341 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1030: 

35 





TACATTGGTA 


AATAATTCTC 


ATAGTTTATG TCTCGTTGAT 


TAATCCAATC 


ATTGTTTTTA 


60 




TCGGGTAAAA 


CATTCAAACT 


TTTCAAATTC ACAATTGATT 


GATGTTTCAT 


TAAAGTATCT 


120 


40 


AATTTTTGCT 


CTCTAGTTAA 


ATATTCACCA ATGTCATTAT 


AATAGATATC 


GTGATTGTAA 


180 




CTTCCATCTT 


TAACTAAAAT 


AGATATAGCT ATCGGTGCTC 


TACTTCCTGA 


TCCAAATATT 


240 




TTTCCACCTT 


CTTTTCTTGa 


TTTTTCACCC TGTGTTCGTT 


GGTCGCCTCT 


CAAATTAATT 


300 


45 


ATG t ACAGaT 


AGTTAAATTC 


ATCGaTAAAA CTTTTCTAAA 


T 




341 



(2) INFORMATION FOR SEQ ID NO: 1031: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 326 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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w 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1031: 

GTCTAACTTT AATGTTTAAA AAnCTTAGAA ATTTTCTACT CATAAATGGA TGCTTTATGG 60 

AATATTATTA ACAGGCCCAG CTTCAATGCT AGCTATAGAA TTTGGATGGT TCTTAACAGA 120 

GATGGGTAGA CAGCCTTGGA TTGTTCGTGG TTATATGCGC GTGGCAGAAG CAGCAACACA 180 

GCAGCGGAAT AACCTTCGTT ACAATTTTAT TTGGCATATG TACATCATTT AAGTATACAG 240 

TGCAACGTAT ATCGTAGTTA AAATAACCGC GTAGAGAGTA ACGTAGCAGA GCAGAGGAAT 300 

GAAAnATTAG CTTATGnAAC GGTAGG 326 
(2) INFORMATION FOR SEQ ID NO: 1032: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1032: 
25 ACAATCAGGC TTGTGAAGAA TGAATTGCAT GACGTTTGTG TAATTGAACT GCGAGGTTTA 60 
ATTTCTAAAA TGCTCCAGnC CTCCAATGTA ATCGCATCTT GATATAACAT AGCGATCGCT 120 
TGATTTGTCG TTGTATCAAC ACCTCTAAAC AACGTTTCAC CTATTCGGCA ATTCATTTAT 180 

30 

TTTACCCAAA TCATTATATA AAAGTTGTGG TAACATGCTC GAAATACCAC CTGAAATAAT 240 
nTCAATCGAT ATCCTATTTC TCT 263 
(2) INFORMATION FOR SEQ ID NO: 1033: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 514 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1033: 



45 



TTTCTATAGA 


GGATCCTGTA 


GAGATGCAAA 


TTCCTGGTAT CGTCCAAATT AATGTGAATG 


60 


ATAAAGCTGG 


CATAAACTAT 


GTAAATTCGT 


TTAAAGCTAT TTTAAGATGT GATCCTGATG 


120 


TTATTTTAAT 


AGGTGAAATC 


AGAGATAAAG 


ATGTTGCCAA GTGTGTTATA CAGGCTAGTT 


180 


TAAGTGGTCA 


CCTTGTTCTG 


ACTACATTGC 


ATGCAACTGA TTGTAAAGGT GCTATTTTAA 


240 


GGCTATTAGA AATGGGCATT 


TCTGTACAAG 


AATTGATACA GGCAACTAAC TTAATTATAA 


300 
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AGCAACAACT CCGATATTTC TTTTCCCaTA ATCATt CATT ACCATCATCA TTTAAGAACT 420 
TAGAAGATAA ACTTGATGAT ATGACAAAAG CAGGTGTCAT TTGTGAAACT ACAATGCATA 480 
5 AATACATTTA AACTACATTC TAAGAAGCGA CAAT 514 
(2) INFORMATION FOR SEQ ID NO: 1034: 
(i) SEQUENCE CHARACTERISTICS: 

10 (A) LENGTH: 598 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1034: 
TTTTTCACGA ACATTTTTGT TTAAAATTTT CTTTCTTAAA CGTATACTTT CTGGTGTAAC 60 

20 CTCAACAAGT TCATCATCAT TAATGAATTG TAACGCTTCT TCCAATGTTA GAATACGCGG 120 
TCTATTCATT GTTTGTGTTT GGTCTTTCGT TGCAGAACGT ACGTTAGTTT GATGTTTTGT 180 
TTTAGTGATG TTAACAGTTA AATCATTTTC ACGATTATGT TCACCAACAA TCATACCTTC 240 

25 ATAAACTTCA GTACCAGGTT CCATGAAGTT TACACCTCTA TCTTCAAGTC CCAAAATGGc 300 
ATAAGTACTT GCAGAACCTT GATCCATTGA AATTAATGCA CCATTACGAC GACCGCCAAT 360 
TTGTG CTTT A ATACGTGGTC TAAATTCyTC aAATGTATGG TTAATAATAC CGTAACCTCT 420 

30 

TGTCATTGAC ATAAATTCAG TCGTATAACC AATCATACCA CGAGCCGGTA CATTAAAGAT 4 80 

TAAACGTGTA AGTCCATTAT CAGTTGTAGT CaTATCAACC ATTTCACCTT TaCGTGcACC 540 
TAAkGATTCa ATAACAGCAC CTGcATTTtC TTGTGGCACT TCACATTGCA CACGTTCA 598 

35 

(2) INFORMATION FOR SEQ ID NO: 1035: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 313 base pairs 
4Q (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1035: 

AAACAGTGCT TCATTATCGG TATTGATATT GATCCACAAG CCGTTGACCT AGGGCGCACA 60 

ATCGTTAACG XCTTAGCACC AAATGAAGAT ATAACAATTA CGGATCAAAA GGTATCTGAA 120 

50 

CTTAAAGATA TCAAAGATGT GACGCATATC ATATTCAGCT CGACAATTCC TTTAAGTACC 180 

AGCATTTAGA AGGAATTATA TGAnTTAACC AATGAAAATG TCCGTAGTGC CATGCGCCTT 240 
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10 



15 



25 



30 



35 



50 



55 



AAGTGGGCCA TGT 313 
(2) INFORMATION FOR SEQ ID NO: 1036: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 235 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1036: 

AATAATGAGT AGGTTTTGAT TACTTACGAG ATAACATGGT GAATTATTCT GAAGATAGAC 60 

TAATGCGTCC ATTACATTTT GCAATCATTG ATGAGGTTGA CTCAATTTTA AATCnACGAG 120 

GnCGACGCCA TTAATTATTT CTGGTGAACT GAAAAGTCAA CGTCACTTTA TACACAAGCA 180 

20 AATGTTTTTG CGAAAATGTT AAAACAGGAC GAAGATTATA AATACGATGA AAAAC 235 
(2) INFORMATION FOR SEQ ID NO: 1037: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1037: 

nCAATATACC TCCTATCATC ACACAAAATG CGTTGTTTCG TATGATTTTC TCAACATCGT 60 

AGACTAATGC AATCAGACAC AACACCATGC TCTATATCCA ATATTTGCTT TATTGCCTAT 120 

CAATGAGCGT ACTGCGTGCT TTTAAATAAT CATCATCAAT TAATGACTGT ACAGGCACCT 180 

CATGAAAATT ATCATCCGCC AAGTATTGCG CACGATCACT ATATGCTAAA TGCATCGCTT 240 

40 GTATCAnATG ATGCAAGTAA TCA 263 

(2) INFORMATION FOR SEQ ID NO: 1038: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 218 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 103 8: 
ATTGTACCTG GCACAATCTC ATTATGTATT GGATTATCAT CATTACGAGC GCCAAATATT 60 



1804 



EP0 786 519 A2 



ACCGTTATGA CATGTTGATC ATTTTTAGTn AATGTTAAAG CTATAACGTG TGATATTGCG 180 
AGTCTGTCGG CATTCAATAT CTTCllAAATG CCCTACAT 218 
5 (2) INFORMATION FOR SEQ ID NO: 1039: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 96 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



75 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1039: 

GTTTAGACGC TAATGnTGGC ATATATTACT TGCCATGCAA ATGAGTCATA AGGCATAGTT 60 

TTCAAGAAGG GTTCTGACAA TGAAGTGAGC AACATGTCAT GATGAGAAGC AGGACTATAC 120 

20 AATGAGAATA ACCTTTTGAT TTTTCATGCA TAAGGCGATT CAATCAAAAG CAATCACCTT 180 

CCAACTGAAT TGTCATTTTG TAAAATAAAA TAATCGATCC AATCGTTATC TAATTCATAA 24 0 

ATGTGTAAAC ACATACGTTA TGAATGGATA ACGATTTTTT GTTATGTTAA AGTGGTACAT 300 

25 TAATCATGTA TTTCGTATGA TAATTAACGA CAAGTGTAAT GGTTAAATGT ATTTTATGGA 360 

TGGAAATGCn ATAATAGGCC TGGGTTACCA TGGnGC 3 96 
(2) INFORMATION FOR SEQ ID NO: 1040: 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1040: 

40 AGCATTTTGT TTAAAAGCTG ATGAAGCAAT AATAAACTCT TCATATCCTC TGTCCATTAC 60 

AATTTGACCT TGATATACAA TTTCTTTAAA GTTTTCGATT TCTTTAAATT CTCTGCTATC 120 

ATTTAAAATA GGTGCATTCG TAATAACATT CGCTTCCTTC TTATATCCTT TAGATTGATA 180 

45 ATATTCTTTT GCTGCATGAC TTACTGTTAC GAAGGCATTA ACACGATGTT TTACTATGTG 24 0 

TTTTTCTATA CTTTCTACAA ACTTTGAAAT AAGTGGAACT TTATTAATAA AGGCATTTTT 300 

CGCATATATT TCATGCGCAT CATAAACAAT ATTAGCTTTT TtATAATTGC TTAAATAGAC 3 60 

SO 

CATTAATAAT ACGTCGAAAT CATTTGCATG AATCACGTCA 400 
(2) INFORMATION FOR SEQ ID NO: 1041: 

55 
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(A) LENGTH: 268 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1041: 

JO ACTTGCGTTT CTATTTAGCT CAGACAGGAA AAATATTCGC TGGAAATATG TAGGAATTTT 60 

ACTTGCAATT CAGCTTATCT TTGCATTTAT CTTGCTTAAA ACTACAATGG GAATCAAGGT 120 

TATTGGTGGT ATTTCAAACG GTTTTAACTA CTTATTATTA AAAGCAGCAG ATGGTGTTAA 180 

75 CTTTGTATTC GGTGGTATTC AATATATCGT CCCTAAGCAC CCACCCATTC CTCCTCCGGG 24 0 

GAATAATAAC CAACnGAATT AATTCCGn 268 



(2) INFORMATION FOR SEQ ID NO: 1042: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 277 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1042: 

30 GTGAAGATAA GAAATTAAAG TTAAGACAAG GTTAAAAATA AGCAAAAAAT ATTGAAATTA 60 

CAGATCATTG GAnTGGTATT CCAGAGGAAG ATCAAGATTC ATTTTTGATC GCTTTTATCG 120 

ATGGATTAAA TCTCGTTCAA GAAGTCAAGC GGTAATGGAC TCGATTATCT ATTGCTCAAA 180 

3$ AAATCATCAA TTAAACGGnG ATCGATTAAA ATTAAAGTGA ATTAACAAGG AGCAACGTTA 240 

AATCTATTTT AATCAGACTG AGACGTCATC AAGTCAT 277 



(2) INFORMATION FOR SEQ ID NO: 1043: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 379 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1043: 

TTATCATCAC AAGTGATTTT GAAAATAAAA AAATCGAAGA TGATGACAAT GATTCAGGTA 60 

GTGTGCCGAT ATTGCCGTTT ATTAAACGAG ACAAAGCATA TCAAATTATC CAGAATTTAG 120 

TACCAGATTT ATCTTATCAA CAAGTTAATG AAGGTATGCC TTTGTCAGGn TTCCACAGAC 180 
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AACCATTATT ATTGTTATTA CCGATATAAC CATAGTCATA 


TGGTTATTGT 


GATCCAAGGT 


300 




ACCTTATGTC AACAGCGGGT TAAAGCAGAG ACAATACATC 


AGATTCGGCA 


TGAACGAAAT 


360 


5 


TATATTTAAn GCTnCTAAG 

(2) INFORMATION FOR SEQ ID NO: 1044: 






379 


10 
15 


(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 








(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1044: 








ATATTGAACT TGAAGACCAT GCAGATATAA ATGAAATAAC 


ATATCGATTA 


TCAAAAATTT 


60 


20 


TCGGTATTAA ATCTATTAGT CCAGTATTAA AAGTAGAAAA AACAATAGAG 


GCAATAAGTG 


120 




CAGGGACAAT TAAATTTGCG CCATTnTGAA GAAAACAGCA 


CATTTAAAAT 


TGATGTGAAG 


180 


oe: 
£o 


CGTGCCGATA AAAATTTCCC AATGGATACG TATGAATTAC 


AGCGTGAATT 


GGGTGGTGCA 


240 


GTATTGAAGC ACTTCGACAA TATTTCAGTG aATGTCaAAC GTCCAGATCA TGgAAATTCg 


300 




AGTGGGmAGT TtAGGmTTAG ATGCCAATTT TATATGGTAT 


GnAAGAAGTT 


GGTTCCGGGG 


360 


30 


TTCCAGGTGG GATTTACCnG TTGGGTACTG GTGGGTnAA 
(2) INFORMATION FOR SEQ ID NO: 1045: 






399 


35 


(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 








40 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1045: 








AnGATAAACA GAGGAGCACA AAAATGAATn nAAATATAAT 


CATCAAAAGT ATTGCGGCAT 


60 


45 


TGACGATTTT AACATCAATA ACTGGTGTCG GCACAACAGT 


GGTTGATGGT ATTCAACAAA 


120 




CAGCCAAAGC AGAAAATAGT GTGAAATTAA TTACCAACAC 


GAATGTTGCA 


CCATACAGTG 


180 




GTGTTACATG GATGGGCGCT GGAACAGGAT TTGTAGTTGG 


GAATCATACA ATCATTACCA 


240 


50 


ATAAACATGT TACTTATCAC ATGAAAGTCG GTGATGAAAT 


CAAAGCACAT 


CCTAATGGTT 


300 




TTTATAATAA CGGTGGTGGA CTTTATAAAG TTACTAAGAT 


TGTAGATTAT 


CCTGGTAAAG 


360 




AAGATATTGC GGTCGTACAA GTTGAAGAAA AATCAACGCA 






400 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 626 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1046: 

ATAAACTTCT ACACCATCAT CTTTACCTAC AACATTTGTA GCTTTAACTT TTAGTCCAAA 60 

GTTATCTTTA AAGAATTGTT CACCTACTTT TTCAAATTCT TTACGATGCT TCTTCACAAA 120 

15 TTCAATCGCA TCTTTTTCTG CAGGTGGTTG AAAGCCTTGT CCTACATATT TTGAAGCTTC 180 

CATTTCTTCT GGTACTGATT TTGTTTCTGT ATTTGTTTCT GTATTTGTTT CTGTATTTGT 240 

GTCTTTTTTT GATTCATTAT TCATCGCTGA ACATCCTGAT AACAGTAGCG TTGCTATTAA 300 

GATTAATTTC GCCTTTTTAA ACATAGCTCA TCACCCATTT ATGTGkTTAT ATAGAATATT 360 

AAAAAGCATT TTAAAAAAAA TTT ATT CATC TTTACGATAC ACTCCATATT CTATTGGATC 420 

ATTATCATCA TAAAAGGCTT TTTTAGTATT AATAGTAGGC TTTCCTATTT GAATTGTAAT 480 

TGTAGATTTT TCTGGCTTAT TTTTAAAATT ATATAGTTTA TCACTCAGTT CAATTACATC 540 

ATCAACTGTA TTGTCTTTAG TAAAATTTTC CTTTGTACTA AACAATGTTG TTACTGTATC 600 

TGTATTAGCA GCGnAATTCA CTTCTT 626 
(2) INFORMATION FOR SEQ ID NO: 1047: 



20 



25 



30 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 317 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1047: 
GACGGCGTTC AAAATGCAAC GGTCAATTTA ACAACAGAGC AAGCTAAAGT TGACTATTAT 60 
CCTGAAGAAA CAGATGCTGA TAAACTTGTC ACTCGCATTC AAAAATTAGG TATGACGCGT 120 

45 

CTATTAAAGA TAACAATAAA GTCAACGTCA CGCAACTGAA GCGTACAACA TAAATTGATA 1B0 
GnTATCATAT CAGCAGTATA TCTTACCACT ATAATGTAAT GTTGACACTT TCATATGCAT 240 
SO ATACAGACTA TTACGATCAT GTCCATTATT TAGCnCACTG TCATTATATG GTGGCATTAT 300 
GAGGGTATAA ACTTAGn 317 
(2) INFORMATION FOR SEQ ID NO: 1048: 



55 
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(A) LENGTH: 223 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1048: 

10 ATACGnATTA TGCAAAAAAT AAAGTGAGAT TGGCATATGT GTAAATCTAA AATACTGTTG 60 

AAAAATATTT TTAGTGAAGT AATCAGAAGT TAAAGATTTA ACTGAAGTAA AAATATAATC 120 

AAGATTACGA GTCATTAACA TTTAGCTTTA AAGAGGGAAA CATATCAAAG TAGGTTAGCT 180 

15 AAGnAAAACA CCGACTAAAT CGGGGATATT TCGTGACATG TTG 223 

(2) INFORMATION FOR SEQ ID NO: 104 9: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 608 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1049: 
AAATATGAAT AATGCAATTG ACCAACGTTC GATAACGTTG CCATACCCAT ATTAAATTTT 60 
30 GTATAACCTT GTTCTTTACT CCAAAGTAAC ATATGCAAGT ATAGACCATC CATTAATGGT 120 

AAATCTAACT CTGGCAACCA TCTAATTAAA TCGACTGAAA TGGCATCATT AAAGTATGTT 180 
GGCATTAAAC TACAAAATGC AATTACTTCA TTTTCTT CAT TTCGCATTAC ACCAATTGGC 24 0 

GCTTTAGATA AGTATTCTTC ATTAAATnCA CCAACAGAGA AATGCATTTC CyGACGATTA 3 00 

TCTAGCCaTA AATcACTTAC ATGTTGAAGC TCATTTAtAA ATTCAGTTGr AAACGGtGGt 360 
TCAATAATTT CGAACGAAAT ATTAAGTTCA TCGAATTnAT TTAAAGTCGC TCTAAATCCC 420 
ACGGCGTTTT TTACCTGAAG TTGAAAATTG CGTTAAATCA ATAATTGCTT CTTCACCTAA 480 
TTTGAAAAAT TGGTTACCGG nATTATGATA TAAAGGCATG TGTTGATCTG TAACTTGATA 540 
45 GAATATAACA TCATAGCCTA AATACTCAGC GTAATTATAG AATGCTTCTA ACAATTCATC 600 

AAAGGCAT 608 
(2) INFORMATION FOR SEQ ID NO: 1050: 



35 



40 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 292 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1050: 
TGTTTTTCTA CGCTAAACTA TATGATAAAT TGCCTATGTA TTTACTGGTG TTTATGGCCT 60 

5 

TTACAGCTGT AATTTTGATT ATGATGTACA TACAAGAGAA AAATGAAAAT TACAAAGTTG 120 
AAAAAAGATA TGTGGTTAGA TATCTCACAC TTAACGTTAT TGTGGGATAT ACTTTGCCAT 180 
TGCTTTTTGT ATCTATTTAC GTTTTTGGTG TAGTCGGTTT TGGATTTGAT GTTTTCAATT 240 

10 

ATTGTCTAGG TAkTATCTTG ATGTyATwTA TTTCTTGGTT TAGGTnTATT nT 292 
(2) INFORMATION FOR SEQ ID NO: 1051: 

75 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 734 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1051: 
TAAATCnTCA AAGATTTCTT CTAAAACATT ATAATCTTCA ACGATACTCG AATAATAATA 60 

25 

CAGCTCATCA TTTCTGGGCT TGGTATAATA AAATATAACT TGCCCACCTC CATCGTCCAC 120 
ATATGCAATT ACATATACCT TTTCCCACTC TACTGGTATC ATTTCATTGA TCTCATTTGC 180 
AATTTTATTG TACATTTCAC TTAATTTTTC TTCGAAATTC ATGTTATCGC CTCTATTGTT 24 0 

30 

CAGCTTCTTC TTGCTCTTTA ACATATTGCT CGATTTCTTT AACTTTATTA ATTTCATATT 300 
CCGTTTCTGG TAAAATTCCA AATTTTCTAT ACTTATAGTA ATTTTGTCGA CCTACTTGAC 360 

35 CAAATTCTGA ATTTATCCAA TCAATATAAT CAAATGAAAC TTTTAATTCA CCTTCTCTTG 420 

TAAAGTCAAA TTCGCATGAT GTCCATGGTT CATGTCCTTC TTCTTTAAAT AAATTCCTTA 4 80 

AATTTTGAAA TTGTTTATAC AACTCATACA CTGAaTCCAT AAATTCCGAT TCCGATATAT 540 

40 CATATTTATT TAATACACTA GTATAGTAGT ATAATTCATT ACTTCCAGGT TCTGTGTAAT 600 

AGTAGAACAC TTCTCCTCCT CCGTCATCTA TATATGCCAT TGCATATACC TTTTCCCACT 660 
CTACCGGTAT CATGCTGCTA ATCTTATTCG CAATCTCGCT ATACATTTCA CTTAATTTTT 720 

45 

CTTCGAAAGT CATG 734 

(2) INFORMATION FOR SEQ ID NO: 1052: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 775 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1052: 



10 



15 



20 



25 



ATTTTTAACC 


AAAATTGCTT 


TTTTATCTGA 


AAAGAAAGGC 


AATGTTAATG 


TTTCTTCAAC 


60 


AATTGGTGCA 


ATCTCTGTTT 


CGTATAAATT 


ATATTTCACA 


AAGTTAAAGT 


CATCTCTATC 


120 


ACTTTTCAAA 


AATTGTGATA 


TGATTTCTGC 


ACTTTGTTTT 


TCAACCAATT 


CAGGCACATc 


180 


TCCATAAATa 


GCTACAATAT 


TGTCGCTCAT 


TCATTACACC 


CTTTCATTCG 


TTTGACACAT 


240 


CAATAGATTA 


TATCATGTTT 


CTGTATCTAT 


AAACCACTTG 


CATTTCCATA 


AGAGCTTGAA 


300 


TCAACTTTTA 


AATTATCATC 


TAAGTCAATT 


GTAACTTGAC 


CGTTTtGTTG 


ACTATTGTAA 


360 


ATGCGtACTG 


CGAATCCTTT 


GCAATCGTTt 


aACAACTTCT 


ATATTAGGaA 


GwTGATACAT 


420 


ATTGTTCTTC 


CCAGAAGAAA 


TCAAACTTAT 


TTTAGGCTTA 


ATCATCTCTA 


TAAATTCTTT 


480 


AGAACTACTT 


GTCTTGCTCC 


CATGATGTCC 


TACTTTTAAA 


ATATCAATCT 


CCGGCAAGTT 


540 


ATATTTTTTT 


AGTAGTAAAG 


ATTCATTATT 


TTTACTAGCA 


TCGCCCATTA 


ATAAAACTTT 


600 


TTTATTTTGA 


TATGTAATCA 


TAGTAATAAT 


CGAATACTCA 


TTTTTATCTC 


GGCTATTTGG 


660 


AATAAAACTA 


TCAAAAAAAT 


AGAAAACTAC 


TATCTCCAAG 


TTTAAAACTA 


CTAACTTGTC 


720 


TTACATCCAT 


AAGTTTAATG 


GTTGTACTTA 


TGGGCTTAAT 


TTCCGATAAT 


AACCA 


775 



(2) INFORMATION FOR SEQ ID NO: 1053: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 234 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1053: 



GAGACCAATC ATCATAATGA ACGACAATCA TGTATTTAAT ATTTAATAAA ATACTGAATA 60 

ATGCTATAAC TGCCATTAAT TGAAGACCAA TCGCATCTAA TGCGACAACA CGATCGGCAA 120 

GTGATGGGCC TAGCACAACG CGAATGAGCA TAGCTAACAT AGGAnGTGAC AACTATGATT 180 

AATGCAATAA CGATGAATAA CCTTGATGAn TCATTATAAT TCGCCCACCT CTCT 234 



(2) INFORMATION FOR SEQ ID NO: 1054: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
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CTACTGGTAT CATCCACTGA TTTCATTTGC AATTTCATTG TACATTTGAC TTAGCTTTTC 60 

TTCGAAAGTC ATGTTATCGC CCCTATAGTT CAGCTTCATC TTGCTCTTTA ATATATTGCT 120 

CGATTTCTTT AACTTCTTCC ATTTCGTATT CCATTTCTGG TAAAACACCA AACTTTTTAT 180 

ACATATAATA GTTTTCACGG CCTAATTGAT CAAACTCTGT ATTTATCCAA TCAATATAAT 240 

CAAATGAAAC TTTTAATTTA CCTTCGCTTG TAAAGTCAAA TTCACTTGAT GTCCATGGTT 300 

CAAGCCCTTC TTCTTTAgAA AGTTTCTCTT AACTTCTTAA ACAATCTATA TAAATCCGTC 360 

CACAAATCAT AAAATACTTT TTCAGAGACA TTATACTCTC 400 
(2) INFORMATION FOR SEQ ID NO: 1055: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 333 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1055: 

25 GnGGCATATA TAGCGTTGGC GGTATAACAA AGAAAAATGT GAGATCAGTG TTTGGATTTG 60 

TAAGTAATCC AAGTCTACAA GTTAAAAAAG TTGATGCTAA AAATGGCTTT TCGATAAACG 120 

AGTTGTTTTT TATTCAAAAG GAAGAAGTAT CATTGAAGGA ACTGnACTTT AAAATAAGAA 18 0 

AACTCTTAAT CGAAAAATAT AGATTGTATA AAGGAACGTC TGATAAAGGT AGAATTGTTA 240 

TCAATATGAA AGACGAAAAG AAGCATGAAA TTGATTTAAG TGAAAAATTA AGTTTTGAAC 300 

GTATGTTTGa TGTAATGGaT AGTAAGCAAA TTA 333 
(2) INFORMATION FOR SEQ ID NO: 1056: 



<i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 347 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1056: 

TGGGCAGTTA CATTTATGAT TATCAGCACA TGTTTAGCTT ATAAATTTTT ACGAAAGTTT 60 

AGCCGTTTAT AAAGCACATG CATAATGAAA CGAGTATITG CCACTTGATT AGTACTTCAT 120 

TATTATGTCG AAAATAAAAA TAAGTGGTAT TTTTAATATA TTAAGAAGCA CTCATAATCG 180 

GCTGTTAATT AATAATATTT TTCATAAGTA TTGATTCATC ATTTTCTTTA TGTTAAATAT 240 
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TAATACAGAT ATCAATATGG CnAAAGTGTT nnATGAATCA GAGGTAA 
(2) INFORMATION FOR SEQ ID NO: 1057: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 312 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1057: 
TCCAAAACGG AGAGCCAAGA GTTAACTCTA CTTATATAGG ATACGCGCCA ATTGATGATC 
CAAAATTAGC GTTTTCAATT GTATATACAA ATCAGCCTGT ACCACCACCA TGGTTAACAG 
GTGGAGACTT AGGTAGAGAT GTAATTAACT ACTACTTTAA GCAGTTAGGT AAAGATGATA 
AAAATAAAGA CAAAGACAAA TAAAATTTAA CCTGACGATT GTGTAGCGCA TGGTTGTAAA 
ATTTTAACTT TGCmAATATT ATAGATGTTG GTATAATAAT AAAGTCGTAT TtAGaAATGA 
TwAGGaGGGA AT 

(2) INFORMATION FOR SEQ ID NO: 1058: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 04 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1058: 
GCCATTTTGC GATGCTAAAT CCATTGAAAA TGCAATACCT GAAAGTCCAC CAAACAAAGA 
ATTGTTATAT TGACCACTCT GTAAATATGG TGCTAATTTC ATGATGTACT TATGCACAAT 
TTGCTCAGTA TTAATATCGA AAACTTTTtG AtAAGCATCT AAAAACAAAA TGATACCTGG 
TATACCATGT GATAAAGTTG AAGGTTCAAA ATAATCGGTT TCAGTAGATG CTTTTGAAAT 
GAAATCATCT ACTTCTGAAA TCTCTTGAAA CTTCTTCTTC AATATTAGAT TCATATCAAT 
CATTTTtGTC ACCACACCAA TGCTTTTGAG TTTTAACAAT TTCTTTTACA ATAGATAAAA 
CAAATGTTTC TTGATCCTTA TCAATGCCAA ATATTCGATT GnAG 
(2) INFORMATION FOR SEQ ID NO: 1059: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 233 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1059: 

ATGTACATAG GnATGACATA AGTGTGCCTT CTTTTTCAAG ACCCTCCATA GAAATAATAC 60 

5 

ATGGATGTGC ACCACGnTAC TACCTCTTTA ACGTTACCAG AATTGATAAA TTAACTTTCT 120 

CTTGTGTTGC TAAACCTACA ACTGGTGTAC CTTCTTCGAT TAAGGCAATT GTACCATGTT 180 

10 TAAGTTCTCC ACCAGCAAAA CCTCGCTGAA TGTAGAAATT CTTAAGTTTA AGT 233 



(2) INFORMATION FOR SEQ ID NO: 1060: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 295 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1060: 



30 



40 



SO 



GCACCACTAC TGTTAATAAC ACACCTAAAA AAGTCGAAAT ATAAGGGTTA 


ATCGCTGTTT 


60 


TAAATGTATA TCCTAGTGCG ATTGCCATTA ATTATCCGAT AGCTTTTTCT 


GCTGCTTCCA 


120 


TAGTCATCTC ACCTAATGTT GGATGTGCAT GGATTGTTAA TGCGATATCT 


TCAGCATTCA 


180 


TACCAGCTTC AATTGCTAAA CCTAATTCAG AGATAATATC TGATGCACCA 


GTACCAACTA 


240 


CTTGAGCACC GATTAAAGTA TCATCTTCTT TAGTGTAATA AGTTTAACAA 


ATCCG 


295 


(2) INFORMATION FOR SEQ ID NO: 1061: 






(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 413 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 






(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1061: 






CAATGCCTCT CGTGTTGCAG CTTCTTCCGG TGAAAAACCA ATATTTTCAA 


GTGCAATAAT 


60 


TTGATCTAAG TCCTGCATGA TTACTTTTCT TAATACCATA AAAACACTTC 


CTTAGCCCTA 


120 


TATATCAAAA GTAATACCTT CATCTTTATA TTCATTATTT TCAAACTACC 


TTCACTATAA 


180 


AAAACGAGTC TTTTTATTGA AAGCCATTCG CCTTAATCAA TTAGACAAGT 


TGTATkATAC 


240 


GAATTAGTAA ATAATCATGA TTATAATTCA TTTTAAGCAT ACTCAAAAAG 


ACTGGTACAT 


300 


GTATACCAGT CTAATTCGAA AAAATATATT TAGTTAAAAC CATTTCAAAA 


ACGACTTCAC 


360 
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(2) INFORMATION FOR SEQ ID NO: 1062: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1062: 



75 



20 



AAGCTGCATA 


CTCTCCAAAC 


TTAGAACCAC 


CGAAGCGATT 


CACAAAATAT TTATTAGCTA 


SO 


AAAAGTCGGC 


ACATAAAATT 


AATATTGTTA 


GCAATGCCAT 


AGATACATAA AACACCCATG 


120 


ATAAATGCTG 


ATTATGAAAG 


CCAAATTGAT 


AGATTAAAAA 


GCCAACCCAT AATACTAAAA 


180 


CAGAAGGAAT 


AATCGGCTTA 


ATCAACCCAA 


CAAATGCTAA 


CATGAAGGCA GCGATGATAA 


240 


GTAGCCATAA 


AATAATTGTC 


ATGTTGATAT 


CACATCCTCT 


TTTGTATTTT TTGATTTTTA 


300 


GTAAAGAATA 


TAAGTATCAT 


ACCTAACATG 


GTTGATGCTG 


CTGGATACCA AAAnATACAT 


360 


TTTCCCAAAC 


CTTACCCAGT 


GGACTCCTAG 


GCACCACCTT 




400 



(2) INFORMATION FOR SEQ ID NO: 1063: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1063: 

35 





TGGATCAGAA 


GGAATCTGGA 


TGCCTATTGA 


TGACAAAGGA 


TACTTTAATT TTGACTTCAA 


60 




AACGAAACGT 


TTCGATGATT 


TAGAGTTAAA 


GAAAAATGAT 


GAGATCTCAT TAACATTTGC 


120 


40 


ACCTGATGAC 


GAAGATGAGG 


CATTGAAGTC 


ATTAATTTTC 


AAAACTAAGG TAACGAGTTT 


180 




AGAAGATATT 


GATAAAGCAG 


AAACTAAATA 


TGACCATACT 


AAAGTGGAAA AAGTAAAAGT 


240 




ATTGAAAGAT 


GTTAAAGAAG 


ATTTACATGT 


AGATGAAATT 


TACGGAAGCT TATATCATAC 


300 


45 


AGAAAAAGGT 


AAAGGTATTC 


TTGATAAAGA 


AGGTACTAAA 


GTaATTaAAG GTAAGACTAA 


360 




ATTCGCAAAT 


GCAGTTGTGA 


AGGTAGACTC 


TGAACTAGGT 




400 



(2) INFORMATION FOR SEQ ID NO: 1064: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 434 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1064: 

GTGGTCGTGA AGCAACTGAT TTCAAAGAAG AAGATATCGA GCTTTTCAAA GACATTGCCG 60 

ACAAAGTAAA ACAAACAAAT AGTTATGATC TAGCGTTTGA TGAATTAGAA AAAGAAAAAG 120 

ACTTCCTGCA AGTCATTGTC AAAAACGATG ACAAAAACTT ACCTACTAAT CAAAATGTCG 180 

CTCAACTAGT AGAAGATTTA CGCCTAGAAA TCCAGAAAAT GCGCGAAGAA CGTCACCTAC 240 

TTGGTCAAAT GATGAATCAA GTACATCAGC AACAACAAGA ATTAAAAGAA CTTCAAAATC 3 00 

AACTTACATC TAAAATCGAT TCAAATAGCG AATCCTTAAA AGCCATCCAA ACATCACAAG 360 

AGGCTATCCA AGAAGCGCAA GCCTCTCAAG CAAAAGCATT AGCTGAATCC ACCAATAAAG 420 

TTGGAAAGAA TGCT 434 



(2) INFORMATION FOR SEQ ID NO: 1065: 

20 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 239 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1065: 

30 TAAAACATAT GG CTTGATAT TGCAGAAGAA TTGAAGTTAT CGTACCAGAA ACGGTACATA 60 

ATCATGATTA TATGGAAACG AAAAAAATAA AAATGGGTCA TTTAATATAG GAGGATTTAA 120 

CATTGAATTT TGAAGGTAAn TAATTGGAAA AGATTTGAAG TTGCATCGTT ATTATCGTTT 180 

35 AATGATTTTA TCACTGGAAG ATTACTTGAA GGTGCAAAAG ATACnTTGAT TCGACATGA 239 



(2) INFORMATION FOR SEQ ID NO: 1066: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 202 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1066: 

AAATATCTAT AGACCTTTAT TCGGAAATGG TTCGTCTCCA GAATGGAAGG ATGAAGTACC 60 

GAGTATTGAA AGGTAGAAGG TCTCCAAACT TTACCTGnAC GTGCACGAnA TCTAACTGAA 120 

GATGATTTAG CAATTGAATT GAAACAGCCA ATTGTCGGTT GTAATAACTT AGGAGAGTTA 180 



55 
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(2) INFORMATION FOR SEQ ID NO: 1067: 

<i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 74 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1067: 
CTACAATTCG ATCAACGCCG AAGTTAGATA CACCGATTGC TTTAATTTTA CCATTTTCTT 60 

^ TTAACTCTTC TAATGCACGC CATGAGCCAT ATACGTCATT GTAAGGTTGG TGAATAAGCA 120 

CTAGATCAAG ATAGTCCAAA TTTAATCGTT GTAATGATCG TTCGATTGAT TTGATAGTAT 180 
CTTCATAGTT AACATTTTCA ATCCATACTT TAGTCGTAAT GAATAGTTCA CTTCTATCAA 24 0 

20 TACCTGAAGC TTCAATACCT TGACCTACTT CAGTTTCATT TAAATAACTT TGTGCTGTAT 300 

CAATATGTCT ATAACCCGCT TTAATTGCTT CTTTAACCGC TTCTGCnGTT TGTTCTTGAG 360 
GAATTTGAAA TACTCCGAAA CCTAATACTG GTATCTTTAC ATCTTTACTT ATTTCAATAT 420 

25 GATTCATAAA ATGAACCTCC TTTATCTtGT ATGTCCACTA TAAACCATGG AGCGAACTCT 480 

ATAGCAAGCC ATAGGTTTAC TTTCTCTCCC AAAGACGTTC AACATTGTCA TCATAATTAT 54 0 

CACTAGCATT GATTTTAGCA ATATGATTAT CATAATTATC AATTTTATAT TGTAGTAAAT 600 

30 

CTCTCGCATC ATGAATTGTC TTTAAGTTTT CATTTAATTC TTCGAGTTGC TTATTTAAAA 660 
TTTGCTTTTG CTGTGCTTGA ATATTTTCAT TTTTAGGCAA nTGCGCTAAC CTGCAAAATT 720 
CGATAAGCGA TTCAATACTG ACGCCTGCA 749 

35 

(2) INFORMATION FOR SEQ ID NO: 1068: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 436 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1068: 



50 



TCCTCGAGAT 


AGACAAGAAT 


GGTGGTACAA 


TGTTTTTTAT 


GACGATGGCA AATATnATAA 


60 


GAAnATAATT 


AAGAATGACA 


TGTCAAAAAT 


TAGGCGTAAT 


TTTTAGATTT ATCTATATAT 


120 


TTATGCCACC 


GCTCAAACTT 


TTATnAAAAG 


TAAAAAGACA ATATTTATAT TGAACTTGTG 


1B0 


ACGTGAATTT 


CTAAAACACA 


AC CAACAATC 


CACAAGGAAA 


CTAGTAAATA AGTTTAAATA 


240 
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TACTGACTAA AAAGATTTTG AAAGTGATTA AGTATTTAAA ACACGCCAAT CTTAAACCGC 360 

TATTGACAAA TATGAAGCGG AACCACCGTT GTnTTTCTTT TnCAGGTCCA ATTGAATAAA 420 

5 TGTTGATGAA TAGAAT 436 

. (2) INFORMATION FOR SEQ ID NO: 1069: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 551 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1069: 
TTCTCAAGTA ACAGGTATTA TTGTTACTGG TACAATCAAT AGAGAAAAAT ATGGCATTAA 60 
20 CTTTAACCAA GCACTTGAAA CTGGTGGCGT AATGCTAGGC AAAGATGTTA AATTCGAAGC 120 

ATCAGCTGAA TTCTCAATCT CAGAATAATC TCATTACACA ATCCTCATTG TTTTAATATA 180 
TATACGAAAT GCCAACTATA TCATCCCTAG GTATAGTTGG CATTTTTCGT TTAACTCATG 240 
25 TGTAACAAGC ACTAACTGTT CACCCTAATT TTAGACGCCT TTCATTCAGG TAGGTCTTAT 300 

TGAAACTGAA AACTTTGaTG ACCTTTTGcA AaGCCATTAA CTGTATAAAG CATAGATCCT 360 
CCGCCCATTT CTATATCATT GGAACAAATG ATGAGTTGAT TTGTTCCAGG TATAAATTGC 420 
GGATGAGTAG AACGTAACAT ATGCCCTTCA TCTCGGCCTG GTATCAATAT TTGTCCTATT 4 80 

GGATAACCCC TTTTATTAAA AACTAACACT CGACCTTGGA CCATACATTG CTACGGATAA 54 0 

ATTATCGGCA C 551 
(2) INFORMATION FOR SEQ ID NO: 1070: 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 325 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1070: 



50 



TATnATGGTA ACGCATGAnC 


CTGTTGCAGC 


ACGCTATGCA AATCGAGTAG TGATGCTAnA 


60 


AGATGGTCAA ATTTTCACTG 


AATTATACCA 


AGGGGATGAC GATAAACATA CCTTTTTCAA 


120 


AGAAATAATA CGTGTACAAA 


GTGTTTTAGG 


TGGCGTTAAT TATGACCTTT AACGAGATAA 


180 


TATTTAAAAA TTTCCGTCAA AATTTATCAC 


ATTATGCCAT CTATCTTTTT TCGTTAATTA 


240 
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CAGAGTCATA TCCAATTATA CnGGC 325 
(2) INFORMATION FOR SEQ ID NO: 1071: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 771 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1071: 



75 


TAAATGCCGC 


AATTGGATAG 


CTTTAATATA 


ATTAATAGTC 


AAGGTATTnC 


CAACAAnAAT 


60 




ATATTATCCA 


CCCGAAGGAA 


GCGGGGTATn 


TTTGTTACTG 


ACGTCCCACA AGAAGCACAn 


120 




ATATTAGATA 


GTGCTTACTC 


TGAAATTAAA 


AAATTAAGAG 


ATTATGATGA AAAACTAATT 


180 


20 


ATCCCAGGAT 


TTTTTGGCGT 


ATCTCATGAA 


GGATATATAG 


TTACATTTCC 


ACGTGGCGGA 


240 




TCAGATATAA 


CTGGCGC CAT 


CATATCAAGT 


GGTGTTAGAG 


CCACAATTTA 


TGAAAATTTC 


300 




ACCGATGTGT 


CTGGTATTTA 


TAAAGCTAAT 


CCAAATATCA 


TCAAAGATCC 


TGAATTAATC 


360 


25 


GAAGAAATCA 


CTTATCGAGA 


AATGCGTGAA 


TTATCTTATG 


CTGGTTTTAG 


TGTTTTCCAT 


420 




GATGAAGCCT 


TACAACCACT 


TTATAAAGAT 


CGCATCCCTG 


TGGTGATTAA 


AAATACGAAC 


480 


30 


CGCCCTCAAG 


ATAAGGGTAC 


ATTTATAGTG 


CATGATAGAG 


AAATAAATGC 


GAAAAATGTG 


540 


ATTAGCGGTA 


TAAGTTGTGA 


TAAAGATTTT 


ACCGTTATTA 


ATATCAAAAA GTATTTAATG 


600 




AATAGACAAG 


TCGGCTTTAC 


TAGAAAGATA 


TTAGGTGTCT 


TAGAGGATAA 


TAATATTTCA 


660 


35 


TTTGATCATA 


TGCCTTCAGG 


TATTGATACT 


ATCAGTATCG 


TTATGCGTTC 


AAAACAAATT 


720 




CAAAATAAAG 


AAACAAAAGT 


ATTAAATGAA 


ATTCGTCAAA 


AATGTGATGT 


T 


771 



(2) INFORMATION FOR SEQ ID NO: 1072: 



40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 237 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1072: 
CGGTGGATCC GTTTGATCTT GAGTGAGGTG CCAATGAAAG TTATGAGCCA CGTTGTCGCG 60 

50 

CGCACCATAT CGTAGCACCT AGTGATAATA ATAAGGAGGA ATTATAAGTG TTTGATCAAT 120 
TAGATATTGT AGAAGAAAGA TACGAACAGT TAAATGAACT GTTAATGACC CAGATGTTGn 180 
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(2) INFORMATION FOR SEQ ID NO: 1073: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 733 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1073: 
CTTCTTGTGA GGGCGTTACA TCACCGGATG GATGATTATG AACTGCGATG ATTGCATTGG 60 
1S CATTTTCTCT CACCGCAATA CTAAAAATTT CACGTGGATG TACAATCGAA CTATTTAATG 120 

TACCTTTAAA AACACAGGTT TCTTTAATCA CTACATTTTT TGAATTTAAC AATAAAATGA 180 
CAAAATGTTC TTGTGTTAAA TCTTTCATTG TTGGAATCAT ATAATCAGCA ACATCACTTG 240 
20 GTTGCGTTAT TTkTATACGA TTATTTTCAG CTCTTCTCCC CATCCTTTCC CCTAACTCAA 300 

ATGCTGCTTT TAAAGTAATT GCTTTTTGTA ATCCAATCCC TTTAACTTTT ATCAAATCGT 360 
TAATTGAAGA TTTTTTCAAT TCATTCAGAT TcGAAGCAGA TTTAAGCAGT TCATTACTAA 420 
TGTCTATGCT CGAGAATCCT TTTCTTCCGG TGTTAATTAA TATAGCTAAT AATTCTGTAT 4 80 

TCGAAAGACT TTTTGCACCA TGGCTTAACA AACGTTCTCT TGGCATTTCT GAAGTTACCA 540 
TTTCTTTAAT TTTCAAAAAT ATACGCCTCC TAAAAATTGA TGGATATCAT TATAAAAAAG 600 
TGAATTGATA AAAAAGGArA TAAATATAAA TGGAACAAGG GGTAATAGTT TAATCGGCTT 660 
AAATATCATG GTAATTAAAG CAACTAAACC AGCAATGACA AATGTAAATA AnATGACATA 720 
AATAGTGAAT TGG 733 
(2) INFORMATION FOR SEQ ID NO: 1074: 



25 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 768 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1074: 

ATGGTTATTT TTTATGCTCT AAATCGTATG TGTTTATAAG GTTCAATTTC TTGCCATTAT 60 

TAATTTTGCC GAGCAGTAAT GGGTTGTTAA AGTATCCATC AATTATGCTT AGCAATATTG 120 

AAAAATTTAA ATGAAAAAGC GGTTCAATTC TTGAAAAATA GTGTATATTT ACATTTTGGT 180 

AATAACTAAC TATAATTTAC ATAAGGAGGT TGTCATTTGG TAGTATTGTT ATCTTATAGT 240 
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TATTTACATA GAAGATCGAA ATGTGATTAT TGTAATTCGT CACTCAAAwG GTATGAATTA 360 

ATGCCGATTA TTAGTTTTTT ATTATTAAAA GGGCGATGTC GAAACTGTCG AAAGCGTATT 420 

6 TCCCTAACAC ATTTCTTAGG GGAAACCTTT GCTTTAATAC CTATCGTCTT TATTAAGTAT 4 80 

GATTTCACAT ACGTAAATGt ACGCTATTTA TAACTACATA TGTTtTTCTG CTTATTTTTA 54 0 

CTATGACCGA TATCACTTCT TTAATGTTAG ATTGTCGCTT AATTATAATT TATTGTATCG 600 

10 

TTTCTCTCTC GTTAAGTATG ATTTATCCAG TAGCTTTTAT CATTATTAGT ATGACCACGC 660 

ATATATTCTA CTTTTTATTT CGGGCATATA TTGGTTATGG TGACGTTTTA CTAATATCTG 720 

15 CACTTTCTTT GTTTTTCCCC TCTCCAATTC ACTATTTATG TCATTTTA 768 

(2) INFORMATION FOR SEQ ID NO: 1075: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1075: 
T CAT ATT CAT TTAAAATACC ATTCATCTCA GCTTTTCTCA TTTTCTCTTT ATAAAGTTGT 60 
ATTTCGTGTC TTAATTCTGG CTCAGACATC TCACTCAATT TCTTCTGTTC CATCGGCAAT 120 

30 

ACCACTTTCT TCTAATTTAG CTTTAATTTT ATCATATTTA TATCCTTTTC TCATAAGGCC 180 
TTCGATAGTT TTTGAAATTA ATTTCTGTTG CGTGTACTTC TTTCGATTTT TATTATAAAT 240 
TTTTTCTAAA TCTCGTTGTA ATAAATCGTC TAAAACCGCT TCATCTTGTG TAAAATCCAT 300 

35 

TTCATTCAAT ACAGCATGAA TGGTTTCCAT TTCAAACCCT TTTTGAATTA AAGATTGCAT 360 
TACTTTTGCn TnAACTnTAT TTTGTGGCCC nTTTTTTGTT 4 00 

40 (2) INFORMATION FOR SEQ ID NO: 1076: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 753 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1076: 

50 

TTAGGTCAAA ATATGTTTTA TCCAAAAGGC ATTTTATCTC AATCTGCTGA AGCAAAGAGT 60 
ACAACATATA ATGCAACTAT AGGTATGGCG ACAAACAAAG ACGGAAAAAT GTTTGCATCA 120 

55 
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CAAGGCATCG AAGAATTACG TGATTTATGG CAACAAAAAA TGTTGCGTGA CAATCCAGAG 240 

CTATCAATCG ACAACATGTC ACTACCAATT GTTACGAATG CATTAACACA TGGTTTATCT 300 

TTAGTTGGCG ATTTATTTGT AAATCAAGGT GACACTATCT TGTTACCAGA GCATAATTGG 360 

GGTAATTACA AACTTGTTTT CAATACGAGA AATGGTGCAA ACCTTCAAAC ATATCCTATC 420 

TTTGATAAAG ACGGGCATTA TACTACTGAT TCACTTGTAG AAGCTTTACA ATCATACAAT 4 80 

AAAGATAAAG TCATTATGAT TTTAAATTAT CCTAATAaTC CGACAGGTTA CACACCTACG 540 

CATAAAGAAG TGACTACCAT CGTCGATGCA ATTAAAGCAT TAGCTGATAA AGGTACAAAA 600 

GTTATAGCTG TTGTGGATGA CGCATACTAT GGTTTATTCT ATGAAGATGT GTATACTCAA 660 

TCATTATTTA CTGCATTATC TAATTTAAAT TCAAATGCAA TATTACCTGT TCGTTTAGAT 720 

GGTGCAACAA AAGAATTTTT CGCATGGGGA TTC 753 
20 (2) INFORMATION FOR SEQ ID NO: 1077: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 405 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 



15 



25 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1077: 

AGAAGCGATT TGACaATAAA ACAATTGAAA AACTTTTGGA AAGCAAGTGG TGGGAGAAAA 60 

CGCCTGACAA ACTAAAAGGA TTTTCGGTTG AATATTTAAA TAAAAAGGAT ACTTAATGAT 120 

ATGAGAATTT TAAATATTGT ATCGAGTAAT ATTGTTCAAG ACCCAAGGGT ACTTAAACAA 180 

ATAGAAACAA TTAAAGGCGT TACGGATGAT TATAAAATTG TTGGAATGAA TAATTCACAA 240 

rCTACTAATA AGCGATTGGA AAATTTAGAT TGTAATTATC GTTTGTTAGG TAGCAAGGTA 300 

40 GATCCAAAAA ATATTCTTTC TAAATTAATT AAGCGTATAA GATTTGCaAC AGGTGtTATC 360 

CGAGAAATTA AAGCTTATAA AcCTGACGTG AtTCATGCaA ATGAT 4 05 
(2) INFORMATION FOR SEQ ID NO: 1078: 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 504 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1078: 
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CATATTCACA CCTCAATATT CCATAACTTT TACTTTAATA TCAATCCACT TAAATCCATT 120 

CACATCATTG AGTATAAAAT AATATGGTGA TATACGTTGA AGTTGATTAT CTTATATATA 180 

AGTATACTTC ACAGAATTTA TAAAATTGTT TAGTCATCAT CTTCAGTGTT TAATTCAAAA 240 

ATATAGAATC TACTGTATTG CATmATAaAT TGAAATGCCA CAAATTGTGC TCCAGCGATA 3 00 

ACCAACATGC TCACAATAAT TATAAACTTA GATTCTACGA CATTAGGmAC CAtATATATT 360 

CGATAATTTT TTCAATATAT ATAAATGAGC TCAACGCAGT TAATAATAAA CCGAAATGTG 420 

TTTTAGTTTT ACCACCCCAA CGTTTTGTTA CTTTAGGTAA TTTTAATAAC GTGAACATTC 480 

CGCCAATTAC TAATAACAAA TAAC 504 
(2) INFORMATION FOR SEQ ID NO: 1079: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 5 base pairs 
20 (B) TYPE: nucleic acid 

CC) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1079: 

CATTCTTAAT CAACTTCTTC ATAATGGGAA TTTGGCATGG TAnCGAAGTG TATTACATTG 60 

TTTATGGTTT ATACCATGCA GCATTGTTTA TAGGTTATGG CTATTATGAA CGTTGGCGTA 120 

AGAmACATCC GCCACGTTGG CAAAATGGTT TCACAACAGC ACTTAGCATT GTGATTACAT 180 

TCCACTTTGT AACATTTGGC TTTTTAATCT TCTCAGGTAA ACTTATATAA TAAAGGAGAA 240 

TTTAATTATG GAATTTAGAG AACAAGTATT AAATTTATTA GCAGAAGTAG CAGAAAATGA 300 

TATTGTAAAA GAAAATCCAG ACGTAGAAAT TTTTGAAGAA GGTATTATTG ATTCTTTCCa 360 

AACAGTTGGA TTATTATTAG AGATTCAAAA TAAACTTGaT ATCGAAGTAT CTATTATGGa 420 

40 CTTTGaTAGA GATGAGTGGG caACACCAAA TAAAATCGTT GAAGCATTAG AAGAGTTACG 480 

ATGAAATTAA AACCTTTTTT ACCCATTTTA ATTAGTGGAG CGGTATTCAT TGTCTTTCTA 540 

TTATTACCTG CTAGTTGGTT TACAGGATTA GTAAATGAAA AGACTGTAGA AGATAATAGA 600 

45 ACTTCATTGA CAGATCAAGT ACTAAAAGGC ACACTCATTC AAGAT 645 

(2) INFORMATION FOR SEQ ID NO: 1080: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 267 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1080: 
AGATGCCAAA ATCAAAACCA ATAATTTGGC AACAACATAT AAGTCCACTT TACCGGACCT 60 

5 

nTAAACTTAT CGTACTGTTA AGAACCAAAC GACTGCCATT ATTTGGTCCT AAAGCCACGA 120 
TGGTGGTAGC CnTTGTAATA ATGCTGGCGT AGAAATTAAC CGCCACCCCT AACACCGAAC 180 
TATAACGCGG ATAAACCAAT AAAATTATGA TATAATCATC CGTTAAGTCA ATCCATAGTT 240 

10 

TAACATCCCT TATGTTTAAT TTACTCT 267 
(2) INFORMATION FOR SEQ ID NO: 1081: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 441 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1081: 
ATATTTGTCC ACTATTAGAA GATTGTAGAG AAGGACAAAA ACGTTATAAA GCTAGTTTGA 60 

25 

AAGAAGCGTG ATAACATGAC AAATATTACA AAAGAGGTAT TTGATAATTT AGAACAAGAG 120 
ATTGATTTAT TTGCCAAAAA TAAGACATTA GGTTCTAGTG AAGCAAAGCC CTACTTGGAT 180 
GAATACCATA GTAAAATTAT TGATTATTTT AAGCAGGTTA ATGACATAAC TGGCAATATT 240 

30 

GATTTTGATA AATTAAATCA ATATCCTGTT GTGCCAATGA ATTTTAAAGA AAGATATGAT 300 
TATATGATTG AACGTAAATA TCATTTTATG GGCTATCGAC AAATGAAGAC CTTTAAAACT 360 
35 GAATTGATTA AAATGnATGC TAGTTATCAA ACAAGGTTAA AGAATAAGCA GGTATnGACA 420 

AGATTGATCA TTTCCTAGTG T 441 
(2) INFORMATION FOR SEQ ID NO: 1082: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 410 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1082: 
AAAATTTCTT AGtTGATGGT TATTGTTGTT GATTTGAATA ATTTGTAGCG AATATTTTGT 60 

50 

AACAGGGCTA CTAAGAATTT TTATAACAAG AAGTGATTTC AATCGTACTA ATTTTCAGCG 120 
TTTGATGACA AAAGTGTATG TCCAAACTTA AATAATGGCG ATAAAATTTA AGTCATGGGT 180 

55 
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GTTGAATATC AATAAAAGAT TAGCAAGTTA GTTCAAAATG GCTATGTATT GTTTTTTGAA 300 
ATACATAGGT TTGAAATCTA TATTAATTAT GCACCAAATA ATTTAATTAG ACTCTATCGA 360 

5 

AAATTTCCAA ATTTTGCTTA CTATCTTTCT AATTTTACTT TTATATTGTG 410 

(2) INFORMATION FOR SEQ ID NO: 1083: 

(i) SEQUENCE CHARACTERISTICS: 
™ (A) LENGTH: 586 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1083: 
CAGATATTCC CTTCTATTTA CAAGTTGGTA ACCCATATTT ATCAGACAGC GTAGATAATC 60 
20 ATACCGAAAA GTTGTTAGAA CGCTACGAGC AGTTGGTGGA TTTAGTTATG yAAAGTAATG 120 

ATATGAATCA CGTTTATGTG TTACCACAAC TTCATACATT ACTTTGGAGC AATAAAAAAG 180 
GTGTATAAAG GATAACTTAT TTTACTTTTT GCAAGTCATA TCTAATGAAT AACAATATAT 24 0 

TAATTGATAT AATAGTTGAT TGAAGTATAA CGAACAGGAG TCCATCATGA TTGTATATAT 3 00 

ATTAATTAAT ATTGCTATCG TCGTACTTAT AACTGGATTC AATTTATATA GGCATCAAAT 360 
GCAACATTTA TCATTAAGTG CAATGTTGTt ATCTATTACG ATaAACGCCT TTATAAATAC 420 

30 

ATTCATAATT GATAAATATA ACTTTATTAC TCTGTGTACT ATAACGATGT TTATCATTTG 4 80 

GACGATACTA CAGTTTTACA TTGATAAAAA ATTAAAACCT GTATACATTA CAGACCAAAA 540 
ATTTATTGCT ATCATATTAA CGATTGTTGT CAGTTTAACG CAACGT 586 

35 

(2) INFORMATION FOR SEQ ID NO: 1034: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 638 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

4t? (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1084: 

AACACAAGGT AGCGTCATTA GCATTTAGAT TTTATTGCCA AATTATATAA CGATTTATAC 60 

ATCAATAAGA AAACAATAGA TGATGTATCT GCAGTrrCTG AAGTGAAATA TGATATTAAA 120 

SO 

TCACAAATGA GTGATGATGA GATTAAGCGT TTAGAGGAAC AAGGACTTCA AGCTATTAAA 180 

GAAGGACAAT TTGCAGTACT TTTGATGGCA GGTGGTCAAG GAACAAGACT TGGTTACAAG 240 
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TTAAAAACAT TGAATCATCA ATCTGGACAT ACGATTCAAT GGTATATTAT GACAAGTGAT 360 

ATCAATCATG AAGAAACTTT AGCTTATTTC GAAGCACATA GTTATTTTGG ATATGATCAA 420 

5 GAAGCAATCC ATTTCTTTAA ACAAGATAAT ATTGTGGCGC TTAGTGAAGA AGGGAAGTTA 480 

ATTTTAAATC AACAGGGTCG TATTATGGAA ACGCCGAATG GTAATGGTGG CGTGTTTAAA 54 0 

TCTTTAGACA AGGCAGGATA CTTAGAAGAA ATGTCTAATA ATGGCGTTAA GTCATATTTT 600 

CTTGAATAAT CAT CG ACAAT GTTTTCAGTA ACATGTTG 63 B 

(2) INFORMATION FOR SEQ ID NO: 1085: 

(i) SEQUENCE CHARACTERISTICS: 
« (A) LENGTH: 618 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1085: 
ATTGCAATAT TATCCGCTTG GTTCAACACG TCATCTTTaT tAaTACcATT TATTGgAAaT 60 
25 tCcACCcATT TCCcGGgCTt CTtACTTCCc TTTATAAAAC TGcCCATTTA ATGAATACTG 12 0 

TTTAGCTTCA TCTATTCGTA CTTCCACTAG TTTACCAATC ATTTCTTTAG GCGCTTTGAA 180 
ATTAACTAGC TTATTTTTAT CAGTGTAGCC AGCAAGAACC TGATCATCTT TTTTACTACT 240 

30 

TCCTTCACAA AGTACTGTTA CAGTTTGTCC TTCGTACTTA CTcATAGCTA TTTGTGAATA 300 
ATGACCAACT TTTTTATTCA AACGTTGCAA TCGTTCCTTT TTGACATTTA AAGGTACATT 360 
ATCTTTCATT TTAGCAGCAG GCGTACCATC ACGTTGTGAA TACAAGTACG TATATGCATG 420 

35 

TTCAAAACCA ACTTCATCAT ACAGAGTTAA AGTTTCTTCA AATTGTTCCT CTGATTCATT 480 
TGGATACCCT ACAATAATAT CTGTAGTTAA TGCTACATTA GGAATTCTAT CTTTGATTCG 540 
TTTTACTAAA TCCAAATAAC TTTCTCGTGT ATATTTTCTA CCCATTATnT TTAATACTGC 600 

40 

ATTATTTCCA GATTGAAC 619 
(2) INFORMATION FOR SEQ ID NO: 1086: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 502 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 

so 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1086: 
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CAGCAATATC ATGATCAGTT TAATTCATCA AGAAAGTCTA TCTATACTTT TACAGAAACA 120 

GTTCAACCAA ATCGTGTTAT TTATGATTTT TATGATTATG ATCCGTATCA ATTAGCAGCA 180 

5 AATAATGCGA AAGCATTAAA GGATCATATT GAACAAAACT TTAACTTTAA AGTCCAAAGT 240 

ACCGGTGTTA kTTACTTTAG TGATGGTACA GTTAATATCA TTCAAGGTTC TGAAGAAAGA 300 

GATAAATATG TTGATACAGT TTCAACAAAA TCTTCGTTAC GACGTATTAT TAGCGAACCA 360 

10 nAGAGCTATC TAAACACCCT TTAAATAAAG AACAGGTTGA nCAAATCACA GCTATATTCA 420 

AGTAAAATCA AAGGCATAAT AATCCATTAC GCTCGATACG CACTATGGTT ATTATGCCTT 480 

TAAATTATTT CTATATATAA nT 502 



(2) INFORMATION FOR SEQ ID NO: 1087: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 429 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1087: 

TTGCCTGATG GACGATGGCC ATCACAGACT GAGTTTAGAT TGTCTTTAAT GCAACAACTT 60 

GCTGTAAACC AAATTACGAG TGGTAATGAA AGAATAAGTT CAGTTAATGG GCCACCAGGT 120 

ACAGGTAAGA CTACTTTATT AAAAGATATA TTTGCTCATC TAGTAGTTGA mAGAGGTAAA 180 

GAGTTAGCTA AACTAAATAA TCCTAAAGAT GCATTTGTCA ArACAAAAAT TCATGAAACG 240 

GATGATAAAT ACGTATACTT ACTAAAGGAn nTATTGCCAA ATATAAGATG GTAGTCGCAT 300 

CTAGTAATAA TGGAGCTGTT GAAAATATAT CTAAAGATTT ACCGAAAATT GAAGAAATTA 360 

TAAGAnATCC CGAAAAATGT AAATTCCCTA AATATGAACA GAATTATGCA AATTTAGCAC 420 

ATGAATTAA 429 



(2) INFORMATION FOR SEQ ID NO: 1088: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 611 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1088: 

TAAGACCTAA TATTTTGGnC CAATACTATG GTGCAGGTnA TTTATATATG ACACCAACAG 60 
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ATCCATTATT ACATGAGTTT GGTACGAAAA AGTATCCAGA TGAATATCGA TATGGTTTCT 180 

ATGCTAAGCC AACATTGAAT AGACTTAACG GGGGATTCTT TGGACAAGTC TTTACTGTTT 240 

5 

ACTATAATGA TAAGTATGTA GTTGTACTTG CATTAAATGT AAAAGGAAAC AATGAAGTTC 3 00 

GAATCAAACA TATTTATAAT GATATTTTAA AACAAAATAA ACCTTACAAT ACGAAGGGTG 360 

TTATTGTTCA ATAATTAATA TAGAAGATAT AACATGTATA TGGCATTAAG GCATCGACCT 420 

10 

TATCTGACCA GTATACGAGT TATATCTTCT TTTTTATAGT GGTAAAAAGT TTAAAGTATA 480 

AGGTTGAAGA AGGATGAGTT TAAAAATATG TGTTAACTGA TAAAAGGGGA nATCATTTGG 540 

15 TGAGTTGGCA TCAGnCTAAA nTGAATGAAG ACGAATACGT TGGTCCATGC GTGGTGTGAn 600 

TGTTTTCTAA A 611 
(2) INFORMATION FOR SEQ ID NO: 1089: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 644 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1089: 

CTGGATAATC GCTTTAATAT GATCAATTTG CTTTTCACTC ATATTAAGCT TATCTAGCCC 60 

30 

TTTCATTTTA TTCATACCTG GAATCATTTT CATAATATCA TCCAGTGGTC CTAGATTTTT 120 

CACCyGwTCA AGTTGTTCTA AAAAATCATC TAAAGTAAAC GATGACTCAC GCATCTTTTT 1B0 

CTCTAAATCT TTTGCTTTTT CTTGATCCAC ATCTTGTTGC GCTTTTTCAA TTAAACTTAA 240 

35 

CACATCACCC ATACCTAAAA TACGTGATGC CATACGTTCA GGATGGAATA GCTCTAAACC 300 
ATCTAACTTT TCACTCATAC CAACAAATTT AATTGGTTTT TGTGTCACCG AACGAATAGA 360 

40 TAAAGCTGcA CCACCACGTG tATCACCATC TAATTTAGTT AAGGtAACAC CTGTGACATC 420 
AAGTTGATCG TCAAAAGATT CTGCAACATT GACAGCATCT TGACCCGTCA TTGAATCGAC 480 
AACTAACATA ATTTCGTTTG GTTTAGCAAT GTCTTTTACT TCTTTTAATT CGTTCATCAA 540 

45 TGCTTCATCG ATGTGTAATC GACCTGCTGG TATCAATGGA TTACAAAGTC TAAATGTTCT 600 
TCTTTAGCAn GTTTTAATGC ATTAGTTACA ATTTGGTGTG GGCC 644 
(2) INFORMATION FOR SEQ ID NO: 1090: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

55 
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10 



20 



25 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1090: 

GATCCTATCG TTTTAGTGCA TGGTTTCAAT GGGTTTACAG ATGATATTAA TCCTTCAGTG 60 

TTAACTCATT ATTAGGGCGG TAATAAAATG AACATTCGCC AAGATTTAGA AAAAATGGTT 120 

ACAAAGCTAT GAAGCAAGTA TAAGTGCTTT TGGAAGTAAC TATGACCGCG CATTGAACTT 180 

TATTATTATA TCAAAGGCnG TCGnGTA 207 
(2) INFORMATION FOR SEQ ID NO: 1091: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 212 base pairs 
75 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1091: 

GACTCTAGAG GATCCCCGCT CAAATGCCAT TTGGTGATAT TCGTGAAGCT GCTGGCGAAA 60 

AAACATTTAA TCCAGTGGAA GATCGTTTCG TAATAAAAAA ATAATCAATA TATTGTTAGG 120 

AATGGGACAG AAATGATAAA GATTCATTAG TTATTCATTA TGTTGTAGTT CTTACACATT 180 

AGCCGCTGCT AATnGCAACT TAAGAnTAGG TT 212 

(2) INFORMATION FOR SEQ ID NO: 1092: 

(i) SEQUENCE CHARACTERISTICS: 

(A> LENGTH: 208 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1092: 
40 TGGACCTGCA ATTGGTTGCC AGCAGCAACT TTAGCTTCAT AGCTAGCTTT GTGAGCAAGT 60 

GGTAAACCTG GAACGATATC ACCAATTGCA TAGATATTGC TGATAGACGT ACGGCTTTGT 120 
TTATCAACnn CTAATAATCC ACGTCAGCGA ATTTAACACC TAATTCTTCT AGGCCTAATT 180 

45 

CGTCGTGTTT GGACGACGAC CTACATTA 208 
(2) INFORMATION FOR SEQ ID NO: 1093: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 902 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 



55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1093: 

CTTAAAAGTT GTnTCAATAA TGATTGTATT AGTTGCATGC TTATTATATA TGAATCATAG 60 

5 

TATTGATTTA CCTACCCTTA TTATGATTTC AATTTTTTCA TTTGTGATAT TTGATAGTGT 120 

TGAAAATATT AATAGTGCTG CACACGTACT TGAAATGATA GATATGACGA TAGATGATAT 180 

TGmAAAGATA AAAAATGCTC CAGAACTGGA TGAGAATGGA AAAAATTTGA CGATTAAAAA 24 0 

10 

TGAAAATATC GCTTTTCAAA ACGTGAACTT TTCATATGAT GATAAACAAG TGATAAAGAA 300 

TGTGAATTTT GAGATACCTA CACAAACATC AACAGCAATA ATTGGACCTT CAGGAAGTGG 360 

15 GAAATCTACA TTATGTCACT TACTCTTGCG CTTTTATGAT ATCGATGATG GAAATATTCG 420 

CATCGATGGT GTTGATATTA AAGATATGAC ATTAAGTACG TTAATGTCGA AAATTAGTGC 4 80 

AGTATTTCAA AAGGTGTATT TATTTAATGA TACGATTGAA AATAACATAT TGTTTGGCAA 540 

20 TCCAGGTGCA ACGAAAGAAG AAATTATTCG TGCCGCGAAG CAAGCATGTT GCCACGACTT 600 

CATCATGTCA TTACCTGAGG GATATCAAAC AATGCTAAAT GAAAAAGGTA GTAATTTATC 660 

TGGCGGAGAA AAGCAAAGGA TTTCTATTGC TAGGGCGATA TTAAAAGATG CACCAATAAT 720 

25 

TATTTTAGAT GAAGCAACTG cAAGTATTGA CCCTGAAAAT GAACAGCTGA TTCAAACGGC 780 

AATTAATGAA TTAAGTAAAG GCAAAACAGT AATTACAATT GCACATAAAC TTGAAACTAT 840 

TAAAnATGCA GATCAGATTA TAGTGCTCAA TGnAGGTGAA ATAATTCAAA AAGGTAGTCC 900 

30 

TG 902 
(2) INFORMATION FOR SEQ ID NO: 1094: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 632 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1094: 
ACGCAAGGGA TATGATTAAA CACCATAATA TACAATCACC TTTTTTATAC ATGAAAGCAC 60 

45 

TAATAGAATC GATTCATTTA AACATAAAAC ATGATTTTAA CCAGCAAGAT TTGATTGAAA 120 
TACCAATTGT GTATGGTTCG AAATATGGTC CGGATTTAGA ATCACTTTTA AAACATTACA 180 
AAATCAAGCT AGAAACTTTT ATTGAATTAC ATTCTAAGGC GCAATATTTT GTTTCGATGA 240 

50 

TGGGATATTC ACCTGGGTTt CCTTATTTAA CTGGATTAAA TAAGAAATTG TATATTAATC 300 
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GCGGTATTGT AACTACGGAT ACAATTAATG ATTGGTTAGT TATTGGTTAT ACACCATTAT 420 

CACTTTTTAA TCCGAAAGAA TCAGATTTCG CACGCTTAAA GTTAGGCGAT AATATTAAAT 480 

TTAGACCTAT CAATGAAAAT GAATTAGAAG TAGGAGCGTT TAAAGATGTC AATCATAATT 540 

GAAAAAAGTG GCTTATTCAG TAGCTTTCAG aCTTTGGCAG AAGGGGATAT GAACATGATG 600 

GTGTAATTCC ATGTGGTGCA CTTGATACTT TA 632 



(2) INFORMATION FOR SEQ ID NO: 1095: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 212 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 {xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1095: 

GCAACACGAT TGCTAAAAAA TGATATACTT ATTAATTGTT GCAACACTTG TTTATGTGAT 60 

ATACTGATCA TGGCATTGTG GCGGATTGAT GACCATACAC ATGACGTGAC AATGATAAAT 120 

CATTGCCACT ACTTGTTAAA ACAGCAATTT CTCAAGTGGA AGCTGGTGCn ATATATTnCG 180 

CCAATAATAT GATGGATGGT TTGTTGCTGA AA 212 



(2) INFORMATION FOR SEQ ID NO: 1096: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 466 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1096: 



45 



AATGAACTGG GTATTnCTTT 


TGCCATGCTT 


GCCCACTGCC ATGCATTTGC TGAAGAATGT 


60 


TTTTGTAGAA CCGgCTTAAG AATTTGAAGT 


TTGTAGTAGT ATCTAAAAAG ATTACTTGGT 


120 


GATACTCAGG ATGAATTCCT 


TGTTcATTAT 


TTTCAGCTCC TTTGCCCTGA ACCATCTGGA 


180 


ACAGAGTTAT TTGTGAGTTT 


TTACCCAATA 


CTGTGTAATT ATAAAGGTAA TTAATTCAAA 


240 


ACGCAAGCCC CTATATAATG 


TTTATTAAAT 


TATAGGTCGA CCCGTTTTAG TACTTTCTTC 


300 


TGCAGACTTT TGTAGCTGCT 


TGAAGAAATC 


TtCATTATTC TTAGACCTTT TAAGTTTGCG 


360 


AATAAATCTT TCAGTAAAGT 


CAGTTGAGTC 


AGTGAATAGA TTTCTTAATT GCCATAATGT 


420 


GTCTAATTCA GATTTACTTA 


TCAACAATnC 


TnCTTTACGC GTTGAA 


466 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 208 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



15 



20 



25 



30 



35 



40 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1097: 

TTTTGATTCA ATAGGCGGTT CCGTGTTATC ACTGACAACT TTAGTTGTAG CTTCATCTTT 60 

ATGTATTTCT TCGTTAAATC CTTCAAGTTT TTAGTCGTGG GATTTTAACC TCAGGATGTT 120 

CCATCATGTC TTGACTATCA AGTCCTTnTA CACGTGTCTT TATGTGATGC TTGATTGCGT 180 

nCCCTTACTT TTTGAATAGG GGTAGTAA 208 
(2) INFORMATION FOR SEQ ID NO: 1098: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 571 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1098: 

CCTTCAACGA AAATAGCATA TTGACCATAA ATATTATGAA TTGTTTGTTC AACATCTTCA 60 

GTTATTGGAT CTTGACTCAA AAATACATTA AATACTTCAA TACCAAATTT ACGTGACATT 120 

TCTACAGCTT CATACGTATC AATAATACCA TCTTGACTAT AATTAAATGC AGACGGTTCG 180 

CCGTCTGAAA ATAnGATTAA AAATCGTTGA TGTTGATTTC GACGCATTAA TCGTTCACTT 240 

GCAACTCTAA TAGCAACACC ATCACGATTA TCATCTTGAG GTTCAAGTGC CATAATACGT 300 

GGGCCATCTT TTTCAAAGGT TGAGTAATCA TAGTTAATAA TTTCATTAAT GATATTTGGT 360 

TGTGCATGCT CGTCTGAATC AAAGGCATCC TCACTGAATG ATAAAATTTC ATGTTTAATG 420 

TTCAATGCTT TTAACGTCTC GTGGAATAAC ACTACACCTT TCTTCGTTTC AGCCATTTTA 480 

TCATGCATAC TTGCTGgACG CATCAATTAA CAATGTAAAT GTnCGCATCA AATGATTnAC 540 

45 TTAAATCTTG TTTTTTGTAA AACAATTTAT A 571 

(2) INFORMATION FOR SEQ ID NO: 1099: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 214 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1099: 



TGCAAGTGAA CAAGTCATTA ACTTGTTTAA TACACGTGGG GCACAAGTCG AAGAAGTTTG 



60 



GGTGAAGGGC CATGAAATTA CAGAAACTGG ATTAACGGCT GGTCAACAAA TACTTGGGAA 



120 



ATAACAGTTC TATTAAGAAG CGGACAGATG GAAAAGATTT TACCTTTCAT CTGCCGCTTT 



180 



TTGATTTGAA GGCCGGACCn AATTTACCAn GGAA 



214 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 1100: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1158 base pairs 

(B) TYPE: nucleic acid 
CO STRAND EDNESS : double 

(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1100: 

CACCGTATTG TACAAAGAAT TTAAAGTTTT CGATTTCTTn TCTTAATTTA TCATCAGCTA 60 

TCGGTTTGGT TGGGATAATT TTATTATGTT CCATTTTTAC TGGATATTCT TTTTCTTTAC 120 

TACGTGAGTA TCCTnTTTTA TCTTCCCATA ATTCCCTCAC AATAAATTCA CCTTTTGTCG 1B0 

TTCTGGTATT GCGGTCTACA TACAGGACCA ATCCTCTGGA TTCCaTATTc TTTCCATTTG 240 

TTTCTATTGT CATTTTAGAG TGAATTATCC aAGTGCCTTT GTCGCCCTTT TCAAACTCTT 300 

GATCTCGAAA GCCTTCCTTA TCATAAAAGT CTTCAAGATT TTTAGTTGGA TACAGGCTCA 360 

ACGTTTTGTT GAAGTTTTCT TTAATTTGTT TATCTTTACT GCTTTCTTCC TTTTTCATTC 420 

CGCAAGCCCC TATAAAAACA GCTAATAATA CTAAATACAG CCAGAGCCTC AACCTTTTTG 4 80 

AGTGAATCAT CATTTCACAT CCCCATTTTT ATTTTTGATG CAAAGTTAAG TtCAAATTCC 540 

AATATTAATA ATATTAGAGG aAAtTTtATG ATTAAaTCCT CGTGGATTtT AATTGTTAGT 600 

TGTATTTTTC ACATATCAAC ATCACAAATT ATTTAAAAAG CGCAAATATC TTTATAATTT 660 

TTATTGGCCT AACCAACTAA TTAATTAAGA TAAATTGCGC TTATATTTAA AATAATAACA 720 

CTGAAACTCA ATGTATTTAC TTATTAAAAT TGATGTTTAA ATACAACTTT ACTAACATTC 780 

ATTTTTCGGT TTACATTAAT TkGTTAGATA ACGATATATA TCAtCTCTTA CAGCTTTATC 840 

CAGTGCTAAA TCCATCGTTA CTACGTTTGA ACCATTCGGC ATTTTATCTT GCTTTTCTGA 900 

ACCTTCTATA TATCCAGCAG TTCCTAAATA ATAAAAATAT ATACCATCAT CATCTTTTTT 960 

CTGTACAAAA ATATACATTT TAATTCCTTT TGCTCTATGG GACAAAATTT TCTGAACTTC 1020 

TTTTGATTCT AGCGTTCTAT TAGATTTAGT AAACCATTTT AATTCATCTT GACTTAAAAA 1080 
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10 



15 



25 



35 



45 



50 



TGGCATTTCT TGGCTTTT 115B 
(2) INFORMATION FOR SEQ ID NO: 1101: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 353 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1101: 

CCAAATGCTA TAAATGCAAA AATnGCTAAT GCGATATTTT TATAGAAAAT ATCTGGTCCT 60 

AAATTTTGTA AATACGTGGT AAACGTTGCG TATGACAATA AGCCAATCAC TACAGCGTAA 120 

ATATGTGAAA TAATTAAACC GAACCGTCTC GCTCTTTCAA AAACAAGTGT TGCTAAAATA 180 

20 ATAATCAGTA ATCCAAATGA CAAGGGTTGT CGCCAACTTA ATGGTAAAAA CTGACCTAGA 240 

TAGCATCCTA TGCCAAATAT AATCCAATAA TACATAAAAT AAAGCCACAC TTTACTTAtT 3 00 

GATTGAGCAT GCTGGTTTTG ATGATAATAT GAATGATTTG TATTTTGCGA CAA 353 
(2) INFORMATION FOR SEQ ID NO: 1102: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 194 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1102: 

CCCACACGTC TTCCACCGGA TAGGTTTCGA GCTCGGGCGA ACCGGGCAGG GCGGTGACCA 60 

CCCCGTGCGG TGTCTTCTTG GCCAGCTTGT TTGCGAGCTT GGCCAGCGTC TTCGTGGGGC 120 

40 CAATGCCCAC GCAACACGGG ATGCCCACCC ATTGGAGGAT CTGGGCACGG ACCTGGCGGG 180 

CCATCGCTTC GnTG 194 
(2) INFORMATION FOR SEQ ID NO: 1103: 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 220 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(Dj TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1103: 
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TCGCTTTTGC TTTTGCATCA GGTATTGCTG CTATTTCAGC ATACTTTTTG ACTTTCAAAT 120 

CTGGTGATCA TGTCATCTTA CCCGATGGAT GTATATGGGC GGTTACTTTT CGTCTCACTG 180 

TGGCAAATTT TGGATCGATT TAATATTGAA TTTTACAACC 220 

(2) INFORMATION FOR SEQ ID NO: 1104: 

<i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 235 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1104: 
GGACATTGTA TCGACATTTC AAAGATAAAA GCGATTTATG CTACTACGTC ATACAAAGAG 60 
20 ACCTTGATAT TTTTATCACT CATTTTAAGC AAATTAAAGA TGACTATCAT TCTAATTATG 120 

AGGTTATGCA AGTGTCGTCA TCGCTTTTAA ATAAGTCATA ATAAAAATCA AATAATTCTT 180 
GATAAAATGC GCTTTGGTAA AAACGTAATT TATTGTTGCC TGCTTCAATA CATTG 235 
(2) INFORMATION FOR SEQ ID NO: 1105: 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 229 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1105: 

GCGGGGGCAG GTAAATCCAC TTTGACACAT CTTATTGCAG GTGTTTATCA GCCAACAATA 60 

GGTACTATAA GTACAAACCA GCGTGATTTT AATATTGGGA TACTTAGTCC AnAGCCCTAT 120 

40 ATTTCAGGCT CTATAAAAGA GGATATTACG ATGTTTAAAG nTATAGAAAA TAATACTAAT 180 

GAAGAAGTGC TAGACGAAGT AGGGTTTATT AGACCAAGTG CCATCCTTC 229 

(2) INFORMATION FOR SEQ ID NO: 1106: 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 596 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1106: 
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rAATTAAAAT CAAAATTTGA TGAAGTAAAT GTAATCGCGT CAACAAACGG TAGAAAGTTT 120 

ATTAATGGTG AAATATTAAA GCAATTTTGC GATAACTATT ATGACGAATT TGaAGACCCT 180 

TTTTTAAATC ATGTAGATAT AGCAAATAAA CATGACAAGA TTATTATTTT ACCTGCGACT 240 

TCTAATACGA TTAATAAAAT TGCmAATGGT ATATGTGaCA ATTTATTATT AACTATTTGT 300 

CATACAGCTT TTGrAAAACT TTCTATATTT CCAAATATGA ATTTACGAAT GTGGGAAAAT 360 

10 

CCAGTTACTC AAAATAATAT TCGATTATTA AAAGATTATG GTGTATCAAT ATATCCAGCA 420 

AATATTTCAG AAAGTTATGA ATTAGCGTCA AAAACATTTA AAAAGAATGT TGTCGCACCT 480 

15 GG AACCATAT AAAGTTCTGG gAATTCATTT GaGATTAGAA TATGGAAAAT CaTAAAGCGC 540 

GCkATTGATT AGTTTAATGA ATGATTGGAG TCnTTTGAAG ATnCGATTTA CAATGG 596 
(2) INFORMATION FOR SEQ ID NO: 1107: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 673 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1107: 

ACTAGCTAAA AATAATATTC TATTCTTTTT AACATGGGCA GTTCCAGCGG CAATTAGTGG 60 

30 

TATTTATATT AAATATATAA ACAAGGCTAC GGTAGAAAGA TTTTTTAAAT TAGTATTTTT 120 

CATATTTTCT GTTTCATTTA TTTTTGTAAT TTTAATACCA AAACTTACAG GTGAGATACC 180 

35 TAGCTATATC AATTTTGGAC TTATGAACTA TCAAAACGCT TCGTACCTTT CAGCATTTAC 240 

TGCCGGATTA GGCATTTATT TCATTATGAA AGGTTCAGTT AAACATAAGT GGATATATGT 300 

TCTATTTACA ATAATTGATA TCCCTATTGT GTTTATACCA GGAGGGCGTG GAGGTGCTAT 360 

40 TTTATTAATT CTTTACGGCT TATTTGCATT TATACTTATT ACGTTTAAAA GAGGAATACC 420 

TATCGCAGTA AAAAGCATTA TGTATATTTT TGCATTAAGC ATATCTAGTG TATTGATTTA 480 

CTTTCTTTTT ACAAAAGGTT CGAATACTAG AACATTTTCA TATCTACAAG GTGGAACACT 54 0 

45 

TAATTTAGAA GGTACTTCTG GgAAGAGGAC CGATTTATGA AAAAGGTATT TACTTtATTC 600 

AACAAAGTTC GTTATTAGGC TATGGGCCAT TTAACTATtA TAAACTAATC GGAAATATAC 660 

CACATAACAG CAT 673 

50 

(2) INFORMATION FOR SEQ ID NO: 1108: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 506 base pairs 
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10 



(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1108: 

TCACAGTGGC GGCACAAAAA GTAAGTGGAG ATTATTTTAA TTTAATTGAC CATAACGATG 60 

GCACAATGAG CTTTGCTGTT GCAGATGTCA TTGGAAAAGG TATACCAGCT GCTTTAGCAA 120 

TGAGTATGAT AAAGTTTGGC ATGGATTCTT ATGGACACTC ACAATTACCG AGTGATGGTT 180 

TAAAACGTTT AAATCGTGTT GTTGAAAAGA ATATTAATCA AAATATGTTC GTCACAATGT 240 

15 TTTATGGTTT ATATGAAGAA ATGAACCATT TATTGTATTG TAGTTCAGCT GGTCATGAGC 300 

CTGGATATAT TTATCGCGCT GAAAAAGAAG AATTTGAAGA AATTTCAGTT AGAGGTAGAG 360 

TGTTAGGAAT CAGTTCACAA ACACGATATC AACAACAAGA AATTCCAATA TACCTTGATG 420 

ATTTAATTAT CATTTTAACG GATGGTGTGA CTGAAGCTAG AAAAGTGAAG GTACCTTTAT 480 

AGATAAACAA AAACTTTTAG AATATA 506 
(2) INFORMATION FOR SEQ ID NO: 1109: 



20 



25 



30 



45 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 552 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1109: 

35 TGATATTGAA AAAGATGTCA TTGTTAAAGC ACAAGAAAGT AAAATTGCTC AAGTTATCAC 60 

GAATTTGTTA ACGAATGCAA TTAACTATTC TTATGAAGAT GGAGATATTA ACGTTCGTGT 120 

GTATCGAGAT GACTTTCGTG TCATTTTCGA AGTACAAGAT TTTGGTATAG GTATTAAATT 180 

40 AGAAGACCAA CAACGTATTT TTGAAAGATT TTATAGAGTA GATAAAGCAC GAAGTAGnAG 240 

ATTCTGGTGG GACAGGTCTT GGATTATCAA TTACAAAGCA TATAGTAGAs GCCCACCAAG 300 

GCAATATTGA AGTGAATAGT CAAGTTGGCA AAGGCTCAAC GTTCAAAGTT ATTCTAAAAG 360 

ATTATAAAGA ATAAnAATTA AAGTGGTAAC AGCGCGTGTA TTTTTCACGA AGTTGTTGCT 420 

GCTTTTTTAT TTCGTTCAAA TCTCTATTGG TATTAAATTA GAGTTAATGA AGTGGAATAA 480 

ATTCGGTTGT CAATTTTGTC ATTTGTATAT GTCGATTTGT AAGTTATAAG TAATAGATTG 540 

TTGTGAATCA nG 552 
(2) INFORMATION FOR SEQ ID NO: 1110: 

55 
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(A) LENGTH: 244 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1110: 

1Q AACAGATCAA CAATTGCAGA TCAATTACTC GTCATATTGA TCAATTATCT CTGACAACGA 60 

GTGATGATTT ATTACGTCAT TGATTGATCA TCACAAGATA AGTCGCTATT GATTTCTCAA 120 

TTTTACAACG AnATTAGGAA AGCTGnAGCA GATAATTGGC TAAGTTGGAC GATAAAGGTT 180 

15 ATCAATCGCC AATCGTTGCC ATTGAAGAAC TTTTGCTCAC TGGCGCACGC TTCAGATGAT 240 

ATTT 244 



(2) INFORMATION FOR SEQ ID NO: 1111: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 825 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1111: 



35 



40 



45 



AGTATTGAGT 


GTTTTGATTT 


AAGAGACTTG 


GAAAGTGAGT 


CAATAATCAA AATCTTACTC 


60 


AATACTTTTA 


TTTTGGTACT 


CGCAATTTAG 


ATTTGTTAAC 


TAATTTTTTC GCTTATTATA 


120 


AAACGAAACA 


ATCAAGTAAA 


CGATAAAGCC 


TACAAAGATA 


CCCAATAAAA TAGATAGTAC 


180 


TGCCGTCACT 


ATTAATGGTA 


ATTTGAAAAA 


TATTTGTAGG 


AAAATmCCAA TGATAATTGC 


240 


GATAATTACT 


GCAAtTaATG 


TGACTGTATT 


TTCATTTGAA 


ATGTTCATtT ATttTCACTC 


300 


CTtAACAATA 


ACATTATATC 


ATGCTATAGC 


TTTCCAAAAT 


ATTGAAATAT GTAGATATGG 


360 


CTATTGACGA 


TATTTCTTAA 


CTTTTATATG 


ATTAATCGGA 


ATGAAAAAAG AGAAGTAGGT 


420 


GGCAATATGA 


AGTCAAATAA 


ATCGCTTGCT 


ATGATTGTGG 


TAGCCATCAT TATTGTAGGT 


480 


GTATTAGCAT 


TTCAATTTAT 


GAATCATACG 


GGTCCTTTCA 


AAAAGGGGAC GAATCATGAA 


540 


ACTGTACAAG 


ATTTAAATGG 


TAAAGATAAA 


GTACATGTTC 


AAAGAGTTGT GGATGGTGAT 


600 


ACATTTATTG 


CAAATCAAAA 


TGGTAAAGAA 


ATTAAAGTTA 


GGCTTATAGG GGTTGATACG 


660 


CCAGAAACGG 


TGAAACCGAA 


TACGCCTGTA 


CAACCATTTG 


GCAAAGAAGC ATCAAATTAT 


720 


AGTAAGAAGA 


CATTAACAAA 


TCAAGATGTT 


TATTTAGAAT 


ATGATAAAGA AAACCAAnTC 


780 


GCTATGGTAG 


ACCATTGGCG 


TATGTATGGA 


TAAGTAAAGA 


TCGTA 


825 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 621 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
5 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1112: 

10 

TCCCTATAAA TCCCCACAAA AAAAGGGTAA ATCCGAACGT CAAATTTCAT CTCTTTATGC 60 

CAATCAACGA TCGATTTACC TTTTAAAATT TAAAATGTAT CTGTAATACT CTTAGCAATA 120 

TTTGTATATG CTGCATCTTC CATAGGTGGA TTGTGTAATC CTGCACGCAT GTCACGATAG 180 

15 

TAACGTTGTA ATGGTCGATT CATTTCTAAG CTTTTAGCAC CAACTATTCT CATCGCTAAA 240 

TCAATCACTT CAAGCCCTTG ATTCATTACC ATCACTTTAC TCGCACTTGT TGGATTTCTT 300 

20 ATCTGACTGT CATCTTTATA TTGTTGATAC CCTTTTGCTG TACTCCATAA AAATTGTCTC 360 

GCACATAACA ATAGCGTTTC CATTTTCCCT AAATTTTGTT GCACAGTTGG CAATGTTGCA 420 

ATCGTTCCTT CAATACTATT AGGGCTATGT TGGATTGCAA AGTCTACAGC ATAATTTCTA 4 80 

25 GCAGCTTGTG CTATACCTAA ATAACAGCTT GGTATATGCA ATATCCAACC ATTTGGCGCT 540 

TTACTTTTCT CTGTTTCCAC TAAATGTTTT AATGGTACTT TTACATCATT TAATATTAAA 600 

TCATGACTTT CTGTCGCTCG C 621 

30 

(2) INFORMATION FOR SEQ ID NO: 1113: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 619 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1113: 

40 

GTACCTTGTT TTTCAGTGTT AATTTCCCAA ATATAACCTG GTGTAATACC GTATTGTTTT 60 

GAGAAGTACT TGAAGGCACC TTCACTTGTa ATCATGGCAC GTTGTTCTTC TGGAATGTCA 120 

45 TTAAATTTGT CTTTACTGTC TTTACTGTCA TTATTTAATT TTTCCAATTG AGCAATGTAT 180 

TTGTTACCTT GCTTTTCATA ATCTGCTTTA TGTTTTTTGT CGTTATCGAT AAATGTTTGT 240 

TGAATTGTTT TTACGTATTT AATACCGTTA TCTAAACTTA ACCATGCGTG TGGATCTTGT 300 

50 

TTATCTTTGT TGCCTTCTTC ACCGTTTAAA TAGATAGGTT TAACATCTTT TGATACTGCG 360 

ATAACTTTTT TATCTTTTAA TGATTTACCA GCCTGTTCTA AGGCTTTTTC AAACCAACCG 420 
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ATATCyTTAG GTTtAACyTC aTAwTCaTGA GGATCTkGAC CAACAGGTAC AATACnATGA 540 
ATATCGACGT TGTCTCCACC AACATTTTTA GCCATATCAG ATAGAATTGA ATTCGTCGnT 600 

S 

ACTACTTTnA ATTTGCCAT 619 

(2) INFORMATION FOR SEQ ID NO: 1114: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 549 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

is 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1114: 
GAAAACCGCA CGACAATGAA AAAAGATATC CGGTTAAAAT GGTCGATAAT AAAATCATTC 60 
20 CAACAAAAGA AATTAAAGAT GAAAAAATAA AAAAAGAAAT CGAAAACTTT AAGTTCTTTG 120 

TTCAATATGG TGACTTTAAA AATTTGAAAA ATTATAAAGA CGGAGATATT TCATATAATC 180 
CAGAGGTGCC GAGTTATTCG GCTAAATATC AATTAACTAA TGATGATTAT AATGTAAAAC 24 0 

25 

AATTACGCAA AAGATATGAT ATACCGACGA GTAAAGCTCC AAAGTTATTG TTAAAAGGTT 300 
CAGGGAATTT AAAAGGCTCA TCAGTTGGAT ATAAAGATAT TGAATTTACG TTTGTAGAGA 360 
AAAAAGAgGA AAATATATAC TTTAGTGaTA GCTTAGATTA TAAAAAAAGC GGAGATGTAT 420 

30 

AATCATGGCT CAATCAGAAT ATGAAATCAA TCCCGGAAAA AGAGAGTGAT GAAATGATAA 4 80 

AACGTGTAAA TAAATTAGTG CTTGGTATTA GTCTTCTGTT TTTAGTCATT AGTATGCACT 540 
GCTGGTTGT 549 

35 

(2) INFORMATION FOR SEQ ID NO: 1115: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 317 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1115: 

TGTTATTGCA ACTATTAAAA ATATnAAAAA CAAAGACTTA ATTGATTATT CTTTATATAT 60 

TAAAAAAGGT TTAGTGGAGC CATTTATTGT ATTCTATAAT CAAGAAAATA TATTCTACAT 120 

50 

TAGCAATGCT GTTATAGATA TCATCAGTGT ATCCAAAGAT ACTCTTGATT ATATAAAGTC 180 

AGAATTCAAT GATCACTGTG tTCGCCATAC TGATTTTATA GCACAGAGAA AAGCCGTAGT 240 
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TTATCATCTT CGATGAA 


317 




(2) INFORMATION FOR SEQ ID NO: 1X16: 




5 
10 


(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1116: 




15 


ACTATGACTG CAATGCCAAC AATGAATGTT ATTGCATAAA GCATATGCAT TTAATCAAGC 


60 




TTATGTTATT TAGCAAGGGC AAGCCACTTC TCGATTCATG GCTTGCCTTA TTTTATTGTA 


120 




TATTTTTAAT TATCGTTGCT GGGCCCTTGA TTGACAATCG TATTAAAATG GCCTTATTAA 


180 


20 


GTCAACTTTG TCTATACGGT TTGGAATCTT CTACCCAATG TCTTATAAAA GACAATCCCG 


240 




CACCTGAAAC ATAACTCATG AAnATAAGAA nATGGTATAC CATTAATnTG AATCCATTTC 


300 




CAnTTTATAA CGTTGTAAAT GACACATAAT TAGAATCATA AAGTTTTTCG TGGGATATTG 


360 


25 


AAACTTTACC CATACGAGAC ATCATGGATA AAAGCGAGGC 
(2) INFORMATION FOR SEQ ID NO: 1117: 


400 


30 


(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 696 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 




JO 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1117: 






TGCATATAAT GTTCAAACGG CAATGATTCC ACTGTATAAA CCTCTTGTCG TGGATGATCT 


60 


40 


TTAATTTGTT GTTTTAATAA CTGAACTCTT TTTTCATGTT CATAATGAAC ATAAATAAAT 


120 




GCACTAAGAT ATATCACAGC TAAAACTAGT GATGCACCTT TAATAAAATT AACATTGATT 


180 




GACTTATATT TCCGAAATTC TTTTAATAAA ATAATTAAAA TGATTACATG TATCGTATAA 


240 


45 


ACAATCAAAA AATTACCTGG TTCTATTGGA GTAACAATGA CTAGTGTCGA CGCCGAAACA 


300 




CATATTGCAA TAAGTAAGGA ATATAAAGTG ATTTGTGTTT TACGATCATT AATAGACAAA 


360 




TAAATACCTA CAAATATCGA AAACGCAAAG TAACCACATA CAATTACGTT CACAAAACCA 


420 


50 


ACCAATCCAA TATCTGTATT TTTATTTAAT AAAAACTGAT TGTAAAATAG TAAATAATAA 


480 




AGCGGTAAAG TGATAAATCC TATCATAATG ATACGACGCT TTAATATTGT TAAATGTACA 


540 



55 



1841 



EP0 786 519 A2 



ATCTGACTGA AAATGACACC ATATGGAAGT GACGTTGATA TCATTTCTGC AAATTTTGAA 660 
AAGATACCTT GATTATTTGA AACTTGTTGA TATTCT 696 
5 (2) INFORMATION FOR SEQ ID NO: 1118: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 223 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1118: 

GCAGTGACAA TCAATAATTT GTAACTAGAA GATAATAAAG AGAACGCTCT ATAGAGACGA 60 

ATTGAAGGTT TGATTTTAAT GTCTGTTAGT AAGAATCATA TCAATGAGAT GCCTATAGTA 120 

20 CTCAGAnTAT ATTAAATTAA AACCGTCATT AATTGTTTTT CCGAAAACCA TTTGTAACCA 180 

TTTnAATGTA GTTGGACCTA CCTACGTTCT CCAATAATCC ATT 223 
(2) INFORMATION FOR SEQ ID NO: 1119: 



25 



30 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1119: 
35 CTGCTTTACC TTTTCCAACT TTAGAAATTG CTACATAGGG GCCTTCTGCT TTACCGCCCC 60 

AATTCCAATT CCACATTTTC AAGAAATAAG GAGGCAAAAA TGTTCATATA TGAATTGGAA 120 
TTATTTGTTT TCTTATTAGG CCGAGATGCG CCGCGTGCGG CTGCTGGAGA TGGCGGACGC 180 
40 GATGGATATG TTCTGCCAAG GGTTGGTTTG CGCATTCACA GTTCTCCGCA AGAATTGATT 240 

GGCTCCAATT CTTGGAGTGG TGAAT 265 
(2) INFORMATION FOR SEQ ID NO: 1120: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 329 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1120: 
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CATGACATTA CATGCTTATT TAGGTAGAGC GGGAACAGGT AAGTCTACGA AAATGTTGAC 120 

CGAAATAAAA CAAAAaATGa AAGCAGATCC GCTTGGAGAT CCAATCATTT TAATTGCGCa 180 

5 ACTCAAAGTA CATTTCAATT AGAAcAAGCC TTTGTCaATG ATCCGGAATT AAATGGTAGT 240 

TTAAGAACAG AAGTGTTGCA TTTTGAACGA TTAAGTCATC GTATTTTcCA AGAAGTTGGT 300 

AGTTATAGCG AACAAAAGTn ATCTAAAGC 329 



10 

(2) INFORMATION FOR SEQ ID NO: 1121: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 252 base pairs 

(B) TYPE: nucleic acid 

15 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1121: 

ACACCTCTTT TTTAATATAT GTGAACTATA TATAGTGTAT AGAGAGGTTA CTTGTTACTC 60 

AATATAAACA AAAATCAACT TTGTCAAAAT AAATGTGACA AAATTAAATA AAGTGTCATC 120 

25 

AATGTGACAG TATAGATCAT TTTGCAAAAA GTCAAAACAA AAAAATTGTT TTAGGGATTT 180 

TTCAAAATTT TCATTGTGGA AAATGATTTG nCAAAACAAA ACAACACnTT GTGAGCAATG 240 

AAGCTTCAAT GG 252 



30 

(2) INFORMATION FOR SEQ ID NO: 1122: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1122: 



50 



nAATAATAGG 


CGCCACCTAA TAAACCAGCT 


GGAATGCCTA TCATTGGTGT TGTGAATGAG 


60 


CTTAATACAA 


TAACAAGTAT TGTTAAAGCA 


ATGACGTTAT ACCAAGTTAC AGTCAAATTT 


120 


TTCAAATCCT 


CATATGATTG TTTTACTAAT 


TCTCTAAATT TCATGATTCA ATCTCTCCTT 


180 


TTCTTAAATC 


AATTAATAGT TATACTGCAT 


TGCTTAAAAT CAAnATATCT AATGAAGCAT 


240 


CTTTTAATCG 


TAAGTGTTAA ATGGTTTTCT 


TAATCAATTT GTTTGAATGT ATAAnAGCAA 


300 


TTAAAGCAAA AGTAATGTAA ATGAGGGTGT 


ATACAACAAT TACTACAATA ACCGGCATGA 


360 


AGGAAATATT 


ACCCATCAAT TTCATAAATG 


CGATTGCGGC 


400 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 270 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1123: 

AATACAACCT TTTATCATAG TGTAAATGTA TTCTACCAGT ATTGAGAAGT TTTCATATTA 60 

TTCAATACCT GAAATCGCCA TAGTAATATT ACTAAATGCA CACTGCATAT GTTGTTTAAC 120 

AACACAACTT TAAAAATATA TTCTAACTCT ATCTACGAAT GTACTTAAAT ATCATAACAA 180 

TCTATTCCAA ATCnAATTAC ATTATTAGCT ACCTTAAAAA CCAAACCGAG GCCTTAGGCC 240 

TCGGTTTAAA TATATATAAC GnGCGACATG 270 
20 (2) INFORMATION FOR SEQ ID NO: 1124: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
2S (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



15 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1124: 
GGTCTTCTGT ATCAAATTAT ATTATGAGAG TTAGACTCAG TATTAATGAA ATCGTTGATA 60 
AAGATCAAGT GCTTGCATCA CAAATAGGTG GATTACTATG ATGTTTAATC AAATTAATAA 120 
3S TAAAAATGAA TTAGAAGAAT CATATGAATC TGAGAAAAAA CGTATAGAGA ATGAACTGCA 130 

AAATTTAAAT GAACTTAGGC ATAGAACTCG AAAAGAAAAT GAACGTAGTT ATGATGTTTT 240 
TCAATATTTG AAGCACGAAA TGAATTATAG TGAAGATGCC CAAAGGAAAA TGACGAGAAA 300 
40 TATAGAAGCG TATGAGCAAG AAATCAATGA GATAATTAGA AAGCAAGAAT GGAAATTAGG 360 

AAGAATATAA AGAAGACTTA AAAAAGTCTT ATGAAAAGCA 400 
(2) INFORMATION FOR SEQ ID NO: 1125: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 377 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1125: 
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AAATATAyTC GATCATTGAT AATATGTGCT TTACTATTCC AAATAACTTT CAAATTTTGA 120 

TAATATTCAT CAATACTCTC AATATAACTA ACCAGTTTAT ACAACCATTC GCCATCGACT 180 

5 TTCACATATT TTTGAATACT ATTTCCAAyT TtAAGACGTG TTGGTTCATT TACAAAATGC 240 

CCCAAATTAA TACCACTTAA TAATCCAAAT GGAGTTGGAC GTGTTGACAT TCTAATTAAA 300 

TATTTTAATA AACTTTCTTT AGCATCTCTA ACCTTCTTGT TATCGCCATC AAAATTTATT 360 

10 

nCnTGTAAAG TACAATA 377 

(2) INFORMATION FOR SEQ ID NO: 1126: 

(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 227 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1126: 



GTTACATTAC TGTTCATGTC CACAACGTTT GTCAGCGATT ATCATCATTG TGTTATATCT 60 

TATTTATAGC AAGTGCATGG TCTGGATAAG TAAAGGTATT CATACTTAAG TAACTTGAAC 120 

ATTGGTTTAG GACTATTTTA ATGGTnCTGC TTnAATTGTT GGCCAACTGG TTCTTATTTT 180 

AAATATGTAA CTAGCTCTAC GGGTAGTTAC TAAACACATC CTGGTTT 227 



30 

(2) INFORMATION FOR SEQ ID NO: 1127: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 717 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1127: 



45 



50 



CCAATGATAC CGTTATAGCA 


TGTTAATGTT 


TTTGTACGAA TATAATCTAA AACTTCGAGT 


60 


TCATCACTTA ATTTCCACGT 


TTCTGCTTTG 


TTTAACCACA TTAAAGGAGT ATGAATGnCA 


120 


AAATCTTTGT CCATAGCTAG GCTTAATGTT 


ACGTTCATTG ATTTTATAAA ACTATCGCGA 


180 


CAGTCTGGGT AGCCTGAAAA 


GTCTGTtTCA 


CATACGCCTG TAATAATATG CTTAGCCCCA 


240 


ATTTGATAAG CrAGAGCGCC 


TGCAAACGAC 


AAGAAAAGTA AATTTCTAGC TGGAACAAAT 


300 


GTATTAGGTA TACCATCTTC 


ATTATTAGTA 


ATTTCCATAT CATGTTGTGT TAATGCGTTT 


360 


GGAGTAAGTT GTGATAATAA 


TGACATATCT 


AAAACGTGAT GTTTCATTCC TTGATCTTGT 


420 
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AGTTCAACTT CTTTGAAATG TTTTTTTGCA TAAAAGAGAC ATGTTGTACT GTCTTGACCA 540 

CCACTAAAGA CAACGATGGC TTTTTCATTA TTTAATACAC TTTCCATTTT GTAATTGCTC 600 

5 CTATCATTAA TAATATTAAT AAAGAGGTTA ATGGCATTGA TAAGCCCGTT TTTAATTTAT 660 

AAAATAAAAA AAGCCnATCT CCATAAAAGA TAGACGAnAG AAATGGGTTG CTCCTAT 717 



(2) INFORMATION FOR SEQ ID NO: 1128: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 595 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1128: 



20 


GATTATTGCA 


TTGACAACTT ATATCTATCT AACGTTAGTA GCATTTAATT 


TCATTTCCGG 


60 




GGTTCTAACT 


TTACCAGGAT 


TAGCGGCGTT 


GGTATTAGGT 


GTAGGTATGG 


CTGTAGATGC 


120 




CAATATTATC 


ATGTATGAGC 


GTATTAAGGA 


TGAACTTCGA 


ATAGGTAGAA 


CGATAAAGCA 


180 


25 


AGCCTTTTCT 


AAAGCAAACA 


AAAGTTCATT 


CCTAACAATT 


TTTGATTCTA 


ACTTAACAAC 


240 




AGTTATCGCC 


GCAGCAGTAT 


TATTCTTCTT 


CGGTGAAAGT 


TCAGTTAAAG 


GTTTCGCGAC 


300 


30 


AATGTTATTA 


TTAGGTATTC 


TAATGATCTT 


TGTTACAGCC 


GTGTTCTTAT 


CAAGATTCTT 


360 


ATTATCATTA 


CTTGTTTCAT 


CAAATATATT 


CAAAAATCAA TTTTGGTTAT 


nTGGTGTTAA 


420 




AAAGAATAAA 


CGACATGATA 


TTAATGAAGG 


TGTAGATGTT 


CATGACCTTA 


AAACTTCATT 


480 


35 


CGAGAAATGG 


AATTTTGTTA AATTAGCTAA GCCATTAATT 


GGAGTAAGTA 


TTTTAATTGT 


540 




AGTGTCGGTT 


AGTTATTCnT 


TATATCTCAA GTAAACTTAG 


GAnTGAnTCT 


CAAGT 


595 



(2) INFORMATION FOR SEQ ID NO: 1129: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 371 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1129: 

ATTTTAACTT TCTAAGAACA AGTTGTCAAG ATTTTTTCTT AACATATCAT GTTCTGTTAC 60 

AATATTAATA ATGAATACCG AAAGGACGAA TTGCAAATGA AAAGCGTTGG CTTAATCACA 120 

GAATATAATC CCTTTCATAA TGGGCATCAA TATCATATTA ATCAATCTAA AAAACTTACA 180 
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ATCTATAATA AGTTACTCGT GCAAAATGGC TTTCCACCGC TGTTTAGTTT CGGACTACCA 300 

GCAACTGCAG TTATCACTGG CGnCATTTGC GACTGCCGTT AAGCGCGGTT TTGGTGCGTA 360 

CATGCnTGGn G 371 



(2) INFORMATION FOR SEQ ID NO: 1130: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 200 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1130: 



ATGATGATGA GATTATGACT TTGCGAAAGA TATCGGTGCG CCTTATGAAT TTAAAACAnA 60 

20 nTAAAGACCA TGGTCGTTAC CGGTAGTTAA CTTTGCAGCT GGTGGCGTTG CGACTCCTCC 120 

AAGATGCTGC TTTAATGATG GAATTAGGTG CTGACGGTGT ATCCGTTGGA TCCGGGAATT 180 

TTAAAACCAG AAGATCCCGG 200 



(2) INFORMATION FOR SEQ ID NO: 1131: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 203 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1131: 

ATGAGCTAGT CGATTAAAGT TAATATTTGA AAATGAAGCA GGGCATTAAA TGCAATAAAT 60 

TAAATAAGTT GTCATTAAAG CATTAATAAT AGAAATGATT TTAACAGGAA AAAAGTGATG 120 

AATATTTGGA AAAGATATAT ATCGTGCACT GTCCTGAGAG ATTAGATTTG GGAAACCAAT 180 

TTATCCnTGA ATCGAGATGT nGC 203 



(2) INFORMATION FOR SEQ ID NO: 1132: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 182 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
,„ (Dj TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1132: 
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ATCTAACAGT ATTGAAATCT TTGTTAGCGT CAATCGACCA TGTATTTTTA AGTATTGTCT 120 
CTAACAACTT AGCACGACGT CTTAACCCTT TAGTAAACAA TCCTTCTTTA GnTTTAGTAC 180 
GT 182 
(2) INFORMATION FOR SEQ ID NO: 1133: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1133: 

CAAATTTAGC CAGGnATACA AATACATATA ATAAAACTGT TTGTAAGCTT ACGTTGACAA 60 

20 TCTGGCGTAA TTGGAAAACT AATGAATTTT CTCCAAGTAG GTTTTACCCT GTAAACmAAA 120 

TAACAATTCm AATAATATGr AATCACAAAg CGACTAGAAA TCCGGTAATA TGACTAATCA 180 

TATATTCAAT GTGTAaTAAT TTTAACAGCA ATAAATAGAC AACATAATAA TTTAACGTAT 240 

TAATGCCGCC AACAATGATA AATTTTAAAA TTTCAGCATG CGTTTGTGTT AGTTTCATAT 300 

GTGTACTCCT CAACATCAnA ATATATGCAT AACTACGTTC TCGAACATAC TCGAATATGC 360 

GAGCCAATCC GCTTCACTTC AAATATGCTT ATTTCAATCT TTATACCCTT TCACAGCAAT 420 

TTAGTCTCTT TnCCCTCATC CTTATAGGCC nTATATGTAA CCGATTATCG GGTGGACTCA 480 

TTGGC 485 
(2) INFORMATION FOR SEQ ID NO: 1134: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 base pairs 
<B) TYPE: nucleic acid 
(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1134: 

CTTGTTTTAT CGACAGATGC TGAACACGCA GTCaAAATAA ATAAATTACA TAATAAAATT 60 

CCAATTAATC TTTTCATAAT ATCATCCTTT TGTTTTTCAA TTGATATTCA TTTTCAATTA 120 

TAAAATATTA rAAGAATTAG TCAACGCCTG TGAGTAATAC ACATCAGTAA CATTTCTATT 180 

TTCATTTATG ATATTATCTA ATTATTAATT TAT 213 
(2) INFORMATION FOR SEQ ID NO: 1135: 
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(A) LENGTH: 526 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

5 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1135: 



10 



20 



TGTGACTCCA 


TGTATTCATG 


TATCATTGTA 


CATTTGTGAA 


TTGGTTGAAA ACTGATAGTG 


60 


CCCGTTTAAT 


TACAGGTACT 


GAGGATGCTT 


TCAGGACATG 


GATTTGTTCG AAAATATGAC 


120 


AATATTTCAC 


TATGGCTCTT 


CACTTCTCTA 


GGGAAATTGC 


TATCTTGATT AATCCAATCA 


1B0 


ACCAATTCAC 


CTAATGGTGT 


GTCATCACCA 


AGAAAACTTT 


GCATAAATTC GTAAAAGCTC 


240 


AATACCTCAC 


CTCGATTaAT 


ATACTTGAGC 


CATTaATATA 


ATACCATAAA AGAATGTGTA 


300 


TTTTaCATAA 


AACTTTTTaT 


AAAGCAATTT 


TATAAATCTA 


AATTTATTGA ATGTTTAAGA 


360 


AGTTGTGTAT 


AATGAAATAA 


ACGTGTTGAA 


ATAGTTAGGA 


TGATGTTAGT GGATATCAAA 


420 


CATATGAAAT 


ATTnTATTGA 


AGTCGTTAAG 


CAnGGAGGCA 


TGACTAATGC TTCCAAATCA 


480 


TTATATATTG 


CACAACCTAC 


AATTAGGAAA 


GCnATTAAAG 


ATATTG 


526 



25 

(2) INFORMATION FOR SEQ ID NO: 1136: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 321 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1136: 



45 



AGCAAAAGCA 


ATGATGACAA 


AAGAACAAGC TATGTTAGCA GATGGAAGTA TTAAACAAGA 


60 


TCAATATGAT 


AAACAACTGT 


TATCGAnAAT CGGAAAATCA CAATTAGATG AATTGTCTTC 


120 


TAAAGATTTA 


CAAGTTTTAG 


CTATTTTTCC GAGAGATGAA TGCAGGAACA GTTTTAGATC 


180 


CACAAATGAT 


AAAAnATGGA 


AGATGTTCAG TGCAAAAAGA GTATGGCAGC AGTTTTCTCC 


240 


AGCAACTTTT 


CCAnATTTAC 


CCAGGTGTTT AACACGTCCT ATTGGATTTG GGCTTAGGAC 


300 


AATTATTCCA 


TATGGGCGGA 


T 


321 



(2) INFORMATION FOR SEQ ID NO: 1137: 



50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 330 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1137: 
ATAAATCCTT ATAAAATCAT GAGTTGGACG ACTTATCCAC ACAATTATAC TTTTTCAGTT 60 
5 CTCTATATGT CAAATACCTG TGAATATGTT GCTAAAAATA GTATAACTTT GTGTGTAATT 120 

TCTAATTATC CACAATTCTG AAAACTATAA ATGTGCATAA GTGGATAmCT TTcCTTCTAT 180 
AGAGTATCTG TTAGTGAGTG TATCAAAaCA GTTTGGGAAa TAATTtATAA AGTnTGTATA 240 

70 

AGAnCTGTAT AAGGTGTTCG AACATTGTAA ACACTCATGC TTCGGACCAA ACTCATGGTG 300 
ATGTTATGAA ATTTGATTGC TCGCATCGnG 330 
(2) INFORMATION FOR SEQ ID NO: 1138: 

75 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 459 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1138: 

^ 5 CTTGATAAGG GAAGATTTGC CAGCACCATT CGGGCCCATG ATACCAATTA TTTCGCCGCG 60 

TACTGGTATC GATAAGGAAA TGTTTTTAAG TACATGCTTA TTACCTAAAA ACAGATTTAA 120 

ATCTTTTGTT TCTAACAAAC GTTTATACCT CCTAATTAAA AGTTTAGGCT AACCTAATTA 180 

30 

ATTGTATAAT AAACTGAGAA TATTTATCAT GTCAAGTAAA TTCGTGATAT AATATAGACA 240 

ATGTATGTGA GGTGAAAGTA TGTTAACTGA AGAAAAAGAG GACTATTTAA AGGCAATCCT 300 

TACGAATAAT GGCGATAAAA ACTTTGTGAC AAATAAAATC TTATCTCAAT TTTTAAATAT 360 

35 

TAAGCCTCCA TCTGTAAGTG AAATGGTAGG ACGTCTTGAA AAAGCAGGCT aTGTTGAAAC 420 

AAAACCATAC AAAGGTGTTA GATTAACAGA GGATGGTTT 459 
40 (2) INFORMATION FOR SEQ ID NO: 1139: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 165 base pairs 

(B) TYPE: nucleic acid 
^ (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1139: 

so 

TAAATACTCT CGCCGGTTAT TTCGCTTCCT CTATACGGAT TGGCGAAAGA TACGGTGCAT 60 
CGGTTTCAAC TAGCAAACGC TCCATTGACA CATGCTTAGC AACTTCTTTA GGCTGTTTAG 120 

55 
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(2) INFORMATION FOR SEQ ID NO: 1140: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 214 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1140: 
ACCTGAATGC CCATCAATGA CAGACTGGAT AAAGAAAATA TGGTACATAT aCACTATGGA 60 

15 ATACTATGCA GCCAGAAAAA AATGAGGTCA TATCTTTTGT GGGAcATAGA TGCAGCTGGA 120 

GGCCATTATA TTTAGTAAAC TAATGCAGGA ACAGAAAAAC AAATACTGCA TGTTCTCACA 180 
GCAGG AGCTG AATGATGACA ATTCATGAAC ATAA 214 

20 (2) INFORMATION FOR SEQ ID NO: 1141: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 229 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

<* 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1141: 

30 

GTTTCTAGTT GTTTATAGTT ATCGCATCTC TTGATGTAAA ATCTAAGATG TTTATGCATT 60 
TCTAGATGTT AATTCTTCGC TGCTTAAGAA TTATCTTGAT GGTAAATCTA GTTGTGCCAT 120 
35 GCATTTTCTC ATGATGAATC TAAGGTGTTA ATTCATTGAT GTGTGCTGTT TCTTGnnGCT 180 

TCATTATCTT GATGGTGAAT TTCGTTGTCT AATGCACTTT TTCAAATGA 229 
(2) INFORMATION FOR SEQ ID NO: 1142: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 311 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1142: 
sQ TTATGAATCG TAAACACTAT TATGAAATTG CGAGAGTAGT ATGGACAATT AGAATGATGG 60 

TTTGAGATnA ATGAGTGTTA TTAACCAGTG CGTCATTTTC AAAATTAGAT GCCATTTGCT 120 
GTTTATAATA AGAAGATTTG ATAATTAACT ATGATAAGAA AAAATAATAA TCCCCTAAAT 180 

55 
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GGTAAATGTG TGAATAGGAA TATCGTTaAA CTAGTTGTGT TCATGCTAAT TTTAGTTGTA 300 
GCAGTAGCGG G 311 
(2) INFORMATION FOR SEQ ID NO: 1143: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 403 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1143: 

GATCATGCTG CTTATGAATT ATTAAAAGAG CAATTAGAAG ATGTGCTTGA TACATTAACT 60 

GATAGAGrAG AAAATGTATT ACGATTAAGA TTTGGTCTTG ATGACGGCAG AACAAGAACA 120 

20 CTTGAAGAAG TTGGTAAAGT TTTCGGTGTT ACACGTGAAC GTATTCGACA AATTGAAGCA 180 

AAAGCACTTA GAAAATTAAG ACATCCAAGT CGTAGTAAAC GTTTGAAAGA CTTTATGGAT 240 

TAATTTATAT CAATTTTAAT GATTGATACC AAGACATGAA TAAGCGCTTA TTTATTTTTA 300 

GATTAAGATT TAACTTGAGT GAGGTTGGTA CATTGAATAA TGTTCAACCT CTTTTTTCAT 360 

AAAGGAGAAT AAAATGATTT CGTTAAATAA CCGATTAACG ACn 403 
(2) INFORMATION FOR SEQ ID NO: 1144: 



25 



30 



35 



45 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 612 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(DJ TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1144: 

40 nTTTTTATTG ACGAATnGAT TTGGATGCCA GTGGTTTGGT CCTAAATCTT GAATGGTAAT 60 

CGGTATTTTG AAGTTGTCAT GTGCTACACG GTAACCGATA CCnATAAGTA CGAGTGCGAT 120 

GACAATGGTT GTTACGAGCA AGATGTATTG TAACCATTGC TTGAACACAA CAAGTTGTAT 180 

ATAAGGCTTC ATTGACGATA CCTCCAAACC AATACAGCTA AATTAATTAT CAAAAGTGCG 240 

ATGAAsCTAA GATAGAAACT AGGGTGCAGT TCTAAAATGT AGTTGTTTAA AATAATTTCT 300 

AACAATTGAT TTGTTACAAC TGCGAACGGT TGAATATTGA AAACACCATT TGCTATATGT 360 

TGTAAAAAAA TCGTAGGTAT TGTTAAACCA GATAACACCA GGATGACAAT AGCTAATATG 420 

ACTTTACTAA TACTATTCAA CAAGCCTGTT GTTAAAAGTT CGATGAGTAA TAACCACAGT 480 
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AAGATATTCG GAATACTGAA CACAATCCAA ACTACACCAA CGATACTCCA TAACATAGTA 600 
TAAAACCATG Tn 612 
5 (2) INFORMATION FOR SEQ ID NO: 1145: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 223 base pairs 

(B) TYPE: nucleic acid 

io (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1145: 

GAATTAATTA CGCAATATCC GCATCTTAAA TCAGTAATCG AAAAATATGC TTTAAAATAA 6 0 

AAGTGATCAA TGAAGTGGTT TGAAGGTTGT nAATAAACCT TTGAGTCACT TCCATTTTTA 120 

20 AAnGTATCCT GGATGGAACC AGAATAGATT TGAAGCTTCA GCGGTTTTTA ATGAAAATAG 180 

CCATTAAATG ATTTGGAAAC GGTAAGAGGG GGTATTTAAA ATG 223 



(2) INFORMATION FOR SEQ ID NO: 1146: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 598 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1146: 
CGCTACGGTT GTCACGTAGA GATTAAAGAC ATTCGTTTTA GCAGTCTTTT TTATTGAAGT 60 

35 

AGACAATGCA AGATTAAATG GTAGTGTCAT TTCATTTTAT TCAACTGCTA GTAATACAAT 120 
ACTCAGTGTT ATTTCTGAAG ACTGGTTGAT AATGAGACAT GCATATTTAC AAAACTGTGT 180 
40 ATATTGTGTA TATTGTATAT ATACAGAAGT TGATAGGGGG ACGTTGATGA AAATAATTTT 240 

AAAAAACAAT AGTGATTTTC CGATTTATGA ACAGATTAAG CAACAAGTAA AACAAAATAT 300 
TTTAAAGGGA CATGTTGCTC CTGGAGAGCA TTTGCCGTCA ATGAGAGAAC TTGCCAAAGA 360 
TCTTCAAGTA AGTTTGATTA CTACCAAACG TGCTTATGAA GATTTAGAGA AAGACGGTTT 420 
TGTTACAACA ATTAGAGGAA AAGGGACCTT TGTTAAGGAG CAAGATAGTT CTATTTTAAA 480 
AGAGAAACAA TTTTTTACCA TGAAAA1TTG GGTTAAAGGA ATTGGGTTAA TTAAGCnCAA 54 0 

50 

GCCCATCCGA ATTGCCACTT GAGGGAnTTC CAGGATATTT nACCGTCATT TATTGAGG 598 
(2) INFORMATION FOR SEQ ID NO: 1147: 

55 
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10 



20 



(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1147: 

CAAATCCAAG TGCAACAGCT TTATCAACCG CTAAAGCTAA ATCCGTATCA GCTTTTTCAG 60 

CTTGAACTGG TTTGATTTGT AACTGTTCTG TTAGAAGTTG GCGTTCTTCT TTACTGACTG 120 

AATCAAAGTC TCCCACTGAG AAAAAAGGGA TAATTTGATG CTTCAATAAA ATCAAAGCAC 180 

75 CTCTATCAAC GCCGCCCCAT TTACCTTCAT TACTTTTGGC CCAAATATCT TGCGGCAAGT 24 0 

GTCGATCAGA ACATAATAAA TTTATATGCA TATACACTCA ACCTTTCAAT GCTTGTGTGA 300 

CTTTTTAAAA TCCCCTGGTT AAAGGAAAAT GAACnGGTTA CCAGCATTGT AGGCACCATT 360 

TCAACACCAA CTTCGGCGGA TCnGGATTAC GCCTCCATCC 400 

(2) INFORMATION FOR SEQ ID NO: 1148: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 352 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1148: 

TTTTATGGGT CGTATTTTTT AAAGAACAGT CATCTCAATC AAAAGAATAG AATTATGATT 60 
35 AAAATTGATG TrGTGTAATT AAAGTAAGAA ATrrkAAATT TCCTAGATAC TAGATAAATC 120 

GTTCAATATT TTATTAATAA GGAGGCCAAT GAyTGTGAAT TATCTTAAAC ATAAGTTTTA 180 

TAACTTGTTA ACTACAATGA TTGTTCTCTT TATTTTTGTA CTTTCTGGTG CGATTTTTTT 24 0 

40 AACATTTCTA GGGTTTGGTT TATATGGATT AAGTAGAATA CTTATTTATT TTAGGTTGGG 300 

TGACTTTACA TATAATAGAA GTATGTACGA TAACCTATnA TATTATGGCA GT 352 

(2) INFORMATION FOR SEQ ID NO: 1149: 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 916 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 114 9: 



1854 



EP 0 786 519 A2 



GGCAAGTGTC 


GATCAGAACA 


TAATAAATTT 


ATATGCATAT ACACTCAACC 


TTTCAATGCT 


TGTGTGACTT 


TTTTATAATC 


CTCTTGTTTA 


AAGAAAAATG AACCTGTTAC 


TAGCATTGTA 


GCACCATTTT 


CAACACAAAC 


TTTCGCTGTA 


TCGGTATTTA CGCCTCCATC 


AACTTCAATA 


TCAAAGTTTA 


ATTGACGTTC 


CATTTTAATA 


GCATTAAGAC CCGCTATTTT 


TTCTACGCAT 


TGATCAATAA 


ATGATTGACC 


ACCAAACCCT 


GGGkTAACTG TCATCACTAG 


TACATAATCA 


ACAATGTCTA 


AAATAGGkTC 


AATTTGTGAT 


ATkGGkGTAC CAGGATTAAT 


TACTACACCA 


GCTTTTTTAT 


CTAAATGTTT 


AATCATTTGA 


ATAGCACGAT GAATATGAGG 


CGTTGATTCG 


ACATGAATTG 


AAATCATATC 


GGCACCATGT 


TCTGCAAATG ATGCAATATA 


CTTTTCTGGA 


TTTTCAATCA 


TCAAATGTAC 


GTCTATAGGT 


AATGTTGTGC CTTTTCTTAC 


TGCATCTAAT 


ATTGGTAAAC 


CAATAGATAT 


ATTAGGCACA 


AATTGACCAT CCATAACATC AAAATGAACT 


CCGTCGACGC 


CTGCTTCTTC 


AAGTCGTTTT 


AATTCATGTT GTAAATCCAA 


AAAATCAACA 


GATAATAATG 


ATGGATATAG 


TTTTGTCATT 


TAATATCTAA CCTTTCTATT 


TGAAATTTCA 


TTAAATAGTT 


GTAAATAATG 


GTCGTATCTA 


AATTGCGCAA TATTCCCTAT 


CTCTAATTGA 


TGCnTAACCA 


TTACCATTAG 


GGTCCTTGGn 


AAGGnTACCA ATCCCAAACC 


TTACCATGGT 


TCCCCCATAA 


CGGTTT 









(2) INFORMATION FOR SEQ ID NO: 1150: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1150: 
AATTGGTTGT GGCTTCATAA TGTGCAGTTG CTAGACTGAC AACAACATCG TTTTCTAAGC 
CTACGATAAA GACATAATCG TTTTCGGTTT TGTTGTTTTC TAATGAGCGT TTGATGATAC 
GTTTATCTTC AGTTAAAGAT AAATTTAACT TAGTATCGTA AAGTTTAAGT GCTTCGTTGT 
AATGTGGATC TTTGACAGAT TGAATGGTTT TAAATTCCAT AAGAACACCT CCCCAATTTA 
AATAATATTA TAGCATAATC GCCTGCTGTA AAAGACTGTT CATAAACTTT TAAATGGTAT 
AAAAaACTGT ACTATCTTAA ATTAGACAGT ACAGTAATCT CATTTTGAAT TCAGTGTGAT 
AACTAAGCtT TGGGACCTTT AGATGCnTTC ACAAAATGTG 
(2) INFORMATION FOR SEQ ID NO: 1151: 
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(A) LENGTH: 156 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1151: 
CACCGTAGTT GCTACCGAAT ACCACCATGT CGCCAGGTTG TGCTAAGAAG TCCGGTGTAT 60 
TTTGGTATAC AGTTAGCTAA TCCGTCGAAG TTGTTAGCGA CGGnATATCT TTTGACCTAA 120 
ACCTTTTAGA GTAATCCAAA CAAAACTTTC CAACCA 156 
15 (2) INFORMATION FOR SEQ ID NO: 1152: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 233 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1152: 

25 

TCAATATATT TATTTTCTAA TGTTAGCATT AGACTGTCAA TTAACTTGCT AAGTTGTTCT 60 
TTTTTAGTAA TTAAATAACG CATATAATCA TCTAAATTTT TCATT TTTT C ATCTAGCATT 120 
30 AAAAGGTAGT GCTTGATATT ATTTCTACTG TTGCTCCAAA AACTGnTCAA ATATACGTCA 180 

CATAGTCATA CTACACCTTT ATATAGTTTA AATACCAATn GCATGACCTC GTG 233 
(2) INFORMATION FOR SEQ ID NO: 1153: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 339 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1153: 
TATATTAnCT ATCGTTTAGT GAATCGTTTT TTTAAAGTAA AGAGAATTTC ATATATTACT 60 

45 

GGTACAACTA CAAGTGTTAA TAAAGTTGAT GAAATTmAAC CACCAATAAC TGTAGCAGCT 120 
AATCCTTTCG AAATAAGAAT CGnGCTATCT TGACCAAATA ACAnAGGAAC TAATGCACCA 180 
50 ATTGTTGCAA TCGCCGTCAT TAATATCGGT CTAATTCTAG TACCGCCTGC TTCGATTAAT 240 

GCTTCTTTCA TCTCCATGCC CTGTTGCTCA TTATTAATAA CACGGTCTAT TAACACAATG 300 
GCATTTGTTA CTACGATnCC AATTCAACAT TAGCATACC 33 9 

55 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 817 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xij SEQUENCE DESCRIPTION: SEQ ID NO: 1154: 
GTCACCCGAG GAGATATnCA ACT ATT AC CA TCAAGATGnG AAAAATGGTg CCTTGGGCAA 
TTGGTTTTTT CATTTTAATC TTAATTATTA TATTGTTCTT TTTACTAAGA AACTTCAATT 
CACCTGAAGC GCAAACTAAA ATATTAGTGA ATGCGATTGA GAATAATGAT AAACAAAAAG 
TAGCAACATT ATTAAGTACT AAAGATAATA AAGTAGATTC TGAAGAAGCA AAAGTATACA 
TTAACTATAT CAAAGATGAA GTTGGGCTTA AGCAATTTGT CAGCGACCTT AAAAATACGG 
TACATAAATT GAATAAGAGT AAGACCAGCG TAgCTTCTTA TATTCAAACC AGATCTGGTC 
AAAATATATT ACGTGTAAGT AAAAATGGCA CACGTTATAT CTTTTTCGAT AATATGAGCT 
TTACTGCACC TACCAAGCAA CCAATTGTTA AACCGAAAGA AAAAACAAAA TATGAGTTTA 
AATCTGGTGG TAAGAAAAAG ATGGTTATAG CTGAAGCAAA TAAAGTGACG CCAATAGGTA 
ATTTTATACC GGGGACATAT AGAATTCCAG CTATGAAATC AACTGAGAAC GGTGATTTTG 
CAGGCCATTT AAAATTTGAT TTTAGACAAA GTAATTCTGA AACGGTAGAT GTTACTGAAG 
ATTTTGAAGA aGCAAATATA TCTGTAACTT TAAAAGGCGA TACAAAATTA AATGaTAGTT 
CTAAAAAAGT AACTATAAAT GaCCATGAAA TGGCATTTTC AAGTTCCAAA ACGTATGGTC 
CATATCCACA AAATAAAGAT ATTACCATTT CCAGCTT 
(2) INFORMATION FOR SEQ ID NO: 1155: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 322 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1155: 
AnAGAAAATC TACTCTTTTA TTTCACCGGT CCTTTCnTAT CTCTCATTTG GCATACTCCT 
TTTTCCATAT TTTCCACTTT CAnTACAGTG AATTTACATG TAATTTTACA AATACAATAG 
GAGTGCACAA TGGAATATAA CACTTATCTT TATAAAATTA TTTTATATAT TGaCGCACTT 
AAAACAATCT ACAAATAAAA TTATTATTTT TAGTTTTCAA TGAATAATTC ATTCTTATCT 
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ATTTAAAAAT ACATTTAACT GC 322 
(2) INFORMATION FOR SEQ ID NO: 1156: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 777 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1156: 

GTTTCCAAnG GAAnGnGAAA AGCGTCAACC AATGTAACTA TTTAAAGTCA AAGTGTTTGA 60 

CCAAATTTGA CTTAATATGT AAAATAATGA GTAACAGTTA TTACAAGGAG GAAATATAGA 120 

TGAATTTAAT TCCTACAGTT ATTGAAACAA CAAACCGCGG TGAACGTGCA TATGATATAT 1B0 

20 ACTCACGTTT ATTAAAAGAC CGTATTATTA TGTTAGGTTC ACAAATTGAT GACAACGTAG 240 

CAAATTCAAT CGTATCACAG TTATTATTCT TACAAGCGCA AGACTCAGAG AAAGATATTT 300 

ATTTATACAT TAATTCACCA GGTGGAAGTG TAACAGCTGG TTTTGCGATT TATGATACAA 360 

25 TTCAACACAT TAAACCTGAT GTTCAAACAA TTTGTATCGG TATGGCTGCA TCAATGGGAT 420 

CATTCTTATT AGCAGCTGGT GCAAAAGGTA AACGTTTCGC GTTACCAAAT GCAGAAGTAA 480 

TGATTCACCA ACCATTAGGT GGTGCTCAAG GACAAGCAAC TGAAATCGAA ATTGCTGCAA 540 

ATCACATTTT AAAAACACGT GAAAAATTAA ACCGCATTTT ATCAGAGCGT ACTGGTCAAA 600 

GTATTGAAAA AATACAAAAA gACACaGATC GTGaTAaCTT CTTAACTGCA GAAGAAGCTA 660 

AAGAATATGG CTTAATTGAT GAAGTGATGG TACCTGAAAC AAAATAATTC AAAGTAAAGA 720 

GTAGACTAAG CnGTCTGCnC TTTTTGTATG AGTAAACCAA GGTGTCAATA ATTTGTn 777 
(2) INFORMATION FOR SEQ ID NO: 1157: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 155 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1157: 
TAATGTTGGT AAATGGGTTA AGGCTCAAGG TCGTATTGAA GAAGATACAT TTATTAGAGA 60 

50 

TTTAGTTATG ATGATGTCTG ATATTGAAGA GATTAAAAAA GCGACAAAAA AAGATnAGGC 12 0 

TGAAGAAAGC GTGTAGAATT CCACTTGCAT ACTGC 155 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
s (D) TOPOLOGY: linear 



15 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1158: 

GACTGGTAAA ATTTACTTGC AAGTAAAGCT AAAAGGTCAA ATAGATAAAG AACAACTTGT 60 

TTTTCAAAAT GACAAAAATG AAGAATTTCC TTTTGTTATA AAAGATGAAA AGGATGACAC 120 

AATAGTAAGA ATTTTAATTG AACAGCATAT GGATAAAATC AATATGCATG TTAAAACGTT 180 

GGCTGAAAAG AAAAATCTAG ATAACAAAGA AATGGTGTAT TCTATTCATT TTAAAGAGAA 24 0 

AAAAGTACAA CATGATGATG CAAAAGAAGT GCCTTCAAAA CATCAAAATC AAGAAAATAA 300 

2 0 TCAAGATCAG CTTAAAAnAG ATATTGATGA CAAAnAAGAT AGTCAAAAAT CAGATACTAA 360 

GGGAAAGACG TACTAGCCTT TTTACTGGAA AAAGGGTTTA 400 
(2) INFORMATION FOR SEQ ID NO: 1159: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 347 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1159: 
GTTGGTACAG TGTTGAGTGG CTTTGAATAT CGAACACAAA AAGAAAAGTA TGACAATTTA 60 

35 

TATAAATTTT TCAAAGATAA TGAAGAGAAA TACCAATATA CAGGCTTTAC AAAAGAAGCA 120 
ATAAACAAGA CGCAAAATGT CGsATATAAA AATGAATATT TTTATATCAC TTACTCGTCA 180 
40 AGAAGCTTAA AAGAATATCG TAAGTATTAC GAACCATTsA TTCATAAAAA TGATAAAGAA 240 

TTTAAAGAGG ATGGACCAGC CAGAAAGAGT GATTACGCGC TATCAGTCAG TACACATGTT 300 
AGTCCAGGAA TTTCTAGCAT CnGTGTGTGA ATGAnGGGTA CTTTATn 347 
(2) INFORMATION FOR SEQ ID NO: 1160: 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 203 base pairs 

(B) TYPE: nucleic acid 
SO (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 



1859 



EP0 786 519 A2 




1860 



EP 0 786 519 A2 

■ 

TTCACGTGCT TTGCCATCTT TTAAGAAAAA CACAGAAGGC TTTTGCATTT GATTGTAATT 60 

GGATGCCATA GAGTAATGAT ATGCACCAGT TGATAATATA GCAAGATAGT CTCCACGTTT 120 

GACTGGATGA AGGTAATTTA GCGTCTTTAA TAATGATATC ACCAGACTCA CATAATTTTC 180 

CAGCTATAGT TACACTGtCA TCTGCTTCTT CATTTCTATT AACAAGCAAT GCTTGATACT 240 

TTGCGTCATA AAGTGCAGTT CTGATATGAT CACTCATACC GCCATCGATT GAAACATATT 300 

TATTArTCTC TGGAATTTCT TTAATGGtTC CAACTTCATA TAAAGTAACG CCAGCtTCAC 360 

CTACAATTGA TCGTCCCGGT TCAATACCTA TTTCTGGTGC ATCTATACC 4 09 
15 (2) INFORMATION FOR SEQ ID NO: 1164: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 
20 (D) TOPOLOGY: linear 



10 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1164: 

CTAAATAATT GTTTAAATTT TTCTTTACTA TTTAGACTCT TTCGTTTGCC ATGACTTTGT 60 

TGACTTGCAA TGATATGAAC TTAATTTTTG CGAAAAAAGG AATCTAGATT CATATATTCG 120 

GTAAATCTAC CTTCTTCATC TTTTTGAACT TGTAATTCTA GCAATTCACG TTGTATCAAA 180 

TTTTGAATAA CCATTGTAAT ATCACGTGGT TGCATAGTTG AGCCCTTCTG AAGCAATTCA 240 

ATTGAAGG CG TTTATTTGAG TTTCGAAGCA TAAATCAATT TAAGCAAAAG ACTAAATCTG 300 

35 CTCATCTAAA CCTAAGTCAC GTAAGGTCTA ATAATCnCTC GTATCACTAC GGTCTGCTTT 360 

AATGATATTA nCCAGTnCGT GCCCCTTTAA ATTAACCAnA 400 
(2) INFORMATION FOR SEQ ID NO: 1165: 



40 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 327 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1165: 

TCGTGATTAT TATTAACATT TTTTAGTAAT TGATAAAAAT CTTTTCTCGC TTCTGTAGGG 60 

CTAGTGATAA T CAT AT AAA C CCTCCTTTGT TTTCTGTTAC GCTAATTATA GCGTACGCAC 120 

TTGAGTACGT CATATTACCA ACGAGTTCAT CGTATnCTTA ATACCTATAT GCTATCGTTC 180 



1861 



EP0 786 519 A2 



GGACACACTA CCGTnCCCTA CCGCTTAACC ATTTTCGGGC TTAAATATTT TnAAAATTTT 300 
GTGAGGATCC GCTTAAAAAA CCCCATA 327 
(2) INFORMATION FOR SEQ ID NO: 1166: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 8 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1166: 

TTAGGATTTC AAAAATATGT CAGGTTTTCT AACATAAAGC TTAAAACATT GATATAACTG 60 

CGATTTCGAC TTCTAAAACG aCATrAAACA ATCTACAGCT AAAATATTTT TTCAATTTTT 120 

AAAAATAATC nGATAAATCT . CCGCAAAA 148 



(2) INFORMATION FOR SEQ ID NO: 1167: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 243 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1167: 



nAAGGTTATC GCTCGTAAAG ATGTTGTTGA AGAAGTATTT GACGACAGAG ATGAAGTGGA 60 

35 TTTAAGTACA GCGCTTGTTA AAACCCTGCA TATGAAATTG GTGTATTACG AGAAGAGTAC 120 

ACTAAAGTTT TGGTCGTGTA GGTCTCAGCA GCGAACAGCA GTATGCACGT CTnCGTGTGC 180 

TGACGTGAAT TTTATTTGAG GATTATAGAC AAGAGAGACA ACTTACTGGA TTTTGCCCTG 240 

40 TTG 243 



(2) INFORMATION FOR SEQ ID NO: 1168: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 321 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1168: 
TTATATACTA CTATAAAGTA ATCCAACTCT CAAGAAGGTA AATGGGCAAT CAAAAGCTAA 60 

55 



1862 



EP0 786 519 A2 



10 



15 



45 



50 



55 



CTACGATATG ACGCACAAAT GTTTAGGGTA GGTGTTGACA TGTGTACAAA AACCAGCAGA 180 

AAATGGTTGT ATTCTTAGGG AAGCATTCAT CCTGTTTGTT TATGGATTCA TGTTACGTTA 24 0 

CGCAATATGT TTTTATGTAG CACAGCGAAG TTACAAGTTT ATACGCTATA TATCCnTTGA 300 

TnATAAGCAG ATGAAAnCGG C 321 
(2) INFORMATION FOR SEQ ID NO: 1169: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 191 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1169: 

20 TCTACATATA AAATTACTCT AAAAATATGT ATAGTCATAA ATTGTTGGTT GATTTAATTA 60 

AAAGTATGGA AATTAAGGGG CTCTTATGTA TATAAAAAAA TGAATTATGA TAAAATGTAA 120 

GAnAATATTT AGGGTCGATT GGAGAGATAC CAGTGGTACC AATTAGAAGA CGACAGTTTA 180 

25 ATGTTACCAT A 191 

(2) INFORMATION FOR SEQ ID NO: 1170: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 303 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1170: 
AATGTGGCAA GGATGTGTGA TATGACTACA CATTTAATAT CATCCTACAT AATAATTTTG 60 
40 CGCGCCAAAT TATCACACAT ACCACACCTA CGATAACAAC CAGCAAATAA GGAGATAGCT 120 
ACACGTATTT ATCGTCCAAC GCACTACTAT ATGTTGTTGn ATGGGCACAA GTTACAAGTG 180 
CTGCGCGATA nCAAAAGGTA TACCCCTAAA ACGTCCCAAA AnAATCGGTT GCCCTCTAAA 240 
TTGTTTGTGT GCCATGATTA GTAAGCTCCT ATGTTAGAAA CAAATTTTTA ATATGTATAT 300 
TAG 303 
(2) INFORMATION FOR SEQ ID NO: 1171: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 299 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1171: 

5 

AAAAAGGTGA GAAGACAATA ACGnACGCCA ACACTAAAAA ATCCATTAAC TGGAGAAATT 60 
ATTAGTAAAG GTGAATCGAA AGAAGAwATC ACAAAAGATC CAGTTAATGA ATTAACAGAA 120 

1Q TTCGGTGGCG AGAAAATACC GCAAGtCATA AAGATATCTT TGATCCAAAC TTACCAACAG 180 
ATCAAACGGA AAAAGTACCA GGTAAACCAG GAATCAAGAA TCCAGACACA GGAAAAGTGA 240 
TCGAaGAGCC AGTGGATGAT GTGATTAAAC ACGGACCAAA AACGGGTACA CCAGAAACA 299 

15 (2) INFORMATION FOR SEQ ID NO: 1172: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 821 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1172: 

25 

CCATAGCACC ATACCCATAA CCAACCCGGA TCCACTAACA AATAAGTAAT AATTnACACG 60 

TAAAGAAGTA AATAGTTTGT TTAGTTTTTT ATCAACATTA TCAATGTTTT CCTCGACAGA 120 

30 CACTGGAATT TTAACGATAG CTGTACCATT TGTAATTGAG TAGTTCGTTA TTTCACCCAT 180 

ACTACTATTT GGTAAAATTG TTAATTCTCC TGAAATTGTA TTGATTCGTG TTGAACGAAG 240 

TCCAATTGAT TTAACTGTTC CCTCTGCTAC AGTTGTACCA CCGTTATTTA TCTTAACATA 300 

35 ATCACCTACA TCAAATTGGC TTTCAAATAT AATAAAGAAT CCTGTAAtTA CGTCTTTAAC 360 

TATAGTTTGA GCACCAAAAC CTACTGCTAA GCCTACGACA CCAGCACTGG CAATTACCCC 420 

TTCAACACTA ATGCCAAATT TACTTAAAAT CGTCGTAATA ACTATAAACC AAACGATATA 4 80 

40 

CTTCACTACA TTTTGAACAA GAGATATTAA AGTTTTAGAG CGCTTTTTGT TACTCTTTTT 540 

ACTTTTATTT TGAATCTTAA ATCCCTGTTC AATCATTTTA TTCAGTATTT TAATAACTAT 600 

GAGGGCTACG ATAATATAAA TAACAATCAT AGCGATTTTA GTTGCAATGT TTTCATATGT 660 

45 

TTCTATTTTT GTTAATGGCT CAAATAGAGA TGAAATAATA TTCATGACTT GATTCATGAT 720 

AAGCGTTACT CCCTTCTATA TGATATATCA ATATTGtATT CATATTTtga TATACTTCCC 780 

50 AACCTACGAA AGTCTCAATA TATCTAGAAT CAAATGGTCA C 821 

(2) INFORMATION FOR SEQ ID NO: 1173: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 318 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1173: 

CCCGAAATTA AAATAATAAT GTATGAATTT TTAAATATGA TTTAAACGTT TTCAGTTTTT 60 

10 ATGAAAACGC ATGCATTTTA CAAATAAAAA TGGTACGATG GCACTGGTTA AAACGTTTTA 120 

CTAAAAACAA ATCATGAGGT GTATAACATG GCTGTCTCTT GATCAGATCT TGATCCCCTG 180 

CGCCATCAGA TCCTTGGCGG CAAGAAAGCC ATCCAGTTTA CTTTGCAGGG CTTCCCAACC 240 

15 TTCCCAGAGG nCGCCCCAGC TGGnCAATTC CGGTTCGCTT GCTGTCCATA AAACCGCCCA 300 

GTCTAGCTAT CGCCATGT 318 

(2) INFORMATION FOR SEQ ID NO: 1174: 



20 



25 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 206 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1174: 

30 GTTTTAAAGC GGTTATAAAG GTAAATATGC AATATTATAA ATATCTTCTT CAGAACTAAC 60 

CGAATCTCTT AAACTCATCT GTTTAGATAG CGTTTCAAAT TGATAAGTTT TAATTTTAAC 120 

CGTTACAGTT TTAGCTGACT GCTGTAATTT ATTTGACGTG CAGCTGTTTT CCTGACAATn 180 

35 CCATACTGTC TTAAAnCTCT GCATCA 206 

(2) INFORMATION FOR SEQ ID NO: 1175: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 653 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1175: 
TCTGCATCAT GATATTTTAC ATCATCACTT ATAAGAACGT CACCTACATT TAAACTTTCA 60 
50 TCTAAAGCTC CAGCAGAACC TGTATTAATA ATGACGTCCG GTTTAAACTT ATTAATTAAT 120 

AATGTCGTAG AAATTGCAGC ATTAACTTTT CCAATGCCAC TTTGGGTAAT CACTACTTCT 180 
CTATCTTTTA AAATGCCAGT ATAAAATTTA ACATGTGCAA CTGaAATTTC GCTTAATTGT 240 

55 
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TTTTGATTCA CCTCTTTTAA AAAATCCTAG CATTTGTTAT TTTATCACAT TTTAATCACT 360 

ACAACGACAA GTATCATGAT TTTCATTACT GTATAAAACT TTTGCTTTAT TTTTATAAAA 420 

AGCTCTTTCA ATAACTTGGT ATCATAAATA ATTATTTTTG AACTCATAAC AGTGAATTCG 480 

ATGCTTCTAA TTTGTCTATT TTTCAAAAAC TAATCATATC AATTACATCA ACCAATCGTG 540 

TCAAGAAACT TTATTAAATA ACAGGAAAAT GATATGTTTA AAATAATAAT GATGAAATAA 600 

GAGGATTTTA CAATGGCTGA AAATAATCAA AATAGTCTCG TAACAAAGAT AGC 653 
(2) INFORMATION FOR SEQ ID NO: 1176: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 410 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1176: 

ACATGGCCGT TnGnATCAAG ATCGTCAACG ATTGATTGGT ACAATTGAAG TGCCTATGAC 60 

ATTGGCAACC GTTGGCGGTG GTACAAAAGT ATTACCAATT TGCTAAAGCT TCATTAGAGC 120 

TACTAAATGT AGAGTCAGCA CAAGAATTAG GTCATGTAGT TGCTGCCGTT GGTTTAGCGC 180 

AAAACTTTGC AGCATGTCGC GCGCTTGTGT CAGAAGGTAT TCAACAAGGT CATATGAGTT 24 0 

TACAATATAA ATCATTAGCT ATCGTTGTAG GGGCAAAAGG TGATGAAATT GCTAAAGtAG 300 

tGAAGCTTgA AAAAAGAACC CCGTGCAAAT ACACAAGCAG CGGAACATAT TTTACAAGAA 360 

ATTAGACAcA ATAGTAAAgG CGAtAGCGAT TaAAGAAAGT TAAGTCAGTC 410 

(2) INFORMATION FOR SEQ ID NO: 1177: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



35 



45 



so 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1177: 
CATCAAGATA ACTACGGTTA TAATCCAAAC GACCCAACAT CATATAACTA TACTTACACT 60 
ATTGATGGCA CAAGGTAACT ACCATTACAC ATGGGAAAGG TAACTnGCAT CCAAGTCAAT 120 
TAAACCAAGA TAATGGCTAC TACAGC 14 g 
(2) INFORMATION FOR SEQ ID NO: 1178: 
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(A) LENGTH: 225 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 1178: 

TGTTCCTGGT GGAACTTTGG TTTCTTAATG TCATTCCAAA TTGCTGTATA TTCATTCATT 60 

GGTATTGAAC TTATAGGTGT ACTGCTGGTG AACGAAAGAT CTGAAAAAAC CTTACCGAAG 120 

CAATTAATAA TGTACTATCC GTATTTATAT CTATATCGTG GTnATATAAT ATGTCATCAA 180 

CTGGATnTAC GTCAATAGAC CTTCGTAACC TTAATATCGC GACAT 225 



(2) INFORMATION FOR SEQ ID NO: 1179: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 319 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(D> TOPOLOGY: linear 

25 

' (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1179: 



TGTACGCATA TGGTATCACT TGATGACCAA TTCACTTTGT CGAGAATAAC GTTATTTAAA 60 

GACATTGATT TAAAGAATTG GTATTnCGTT AATTGTATTA GACTTTTCAC AGAAGTAGCG 120 

ACAACAATGA TTTCATCGTA ACACGTGCGC ATATnAAGCA TGGGAAAAGA CATGGnCTAT 180 

TGACCTGGCC TTTTGTGCAC TCGTACGATT GGTCAAACGT GG CTATATTG AAAGTTTGAA 240 

ACAAGATGCG ACGGACACAC ATGCACGGGT GGGGATAGAT CTTGAGTCTT ATTGAGACGC 300 

TGTGACTGTG GCTGACATC 319 



(2) INFORMATION FOR SEQ ID NO: 1180: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 654 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1180: 
50 TTTTATCTTG GTTTTGAACT AGATATGTGT AGTCAGGTAT AACATAATCA ATCCCTAATA 60 
AGTTATCATC AGGGAATTTG ATACCTGCAT CGATAATGAC AATTTCGTCT TTATACTCAA 120 
CTGCATAAGT ATTTTTACCG ATTTCACCTA GACCTCCAAG TGCATATACA CCTACTTCAT 180 

55 
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TTCGTAATCT AAATGTGCGC CCTCTAATTT AGTGATAAAT TCGATATTAA AATTACGATC 
TTTCAAGTAA CGACGTACTT GTTCTTCTGT TTGAGCTTCA ACATAAAGTG ATTGTGTATT 
TTCACGCACA ATTACCTCGT CTCTGTTATG TTGATAaAAA ACTTTAAATA CTGCCATGTT 
AAAAATTCCT CCTAAGAATG TTTGTyTAAT TTATTGTTAA CCCTAGtAAA ATCGTATTGG 
AGTATATATC GATAAATTCA TTCCAATCAT CTCTATAATG TAACTTAATA ACGATTTGGT 
TAATAACTAG GTTCATCATG TCGTTCATTT TAAAAAATTA GTGAAATAAC ACTAAAATTT 
CAGTTAAATC TTATTTTACA TGATGAATGA TAATAAATAA AGCAGTTTAT CTCA 
(2) INFORMATION FOR SBQ ID NO: 1181: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 231 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1181: 
CGGGTATATT ATAGACAACG TTTAAGGACT TCTTTTTAAC TAACTTGTTA AATGTTGCTG 
TATTTTTGTA TTCAACACTG TAATATAGTT CTTCTGACGC TGATGCATTA CTCATTGTAA 
TAGATATTAA AAGACTCAAT ATTATTAaAC TAATAATAGC GCGCTTTATG ATTTTCATAT 
TCTAATCTCA AATGAATTCC AGAACTTTAT ATGGTTCAGG TGCGACAACA T 
(2) INFORMATION FOR SEQ ID NO: 1182: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 245 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1182: 
TAAGTTTATT AAGCTCTTGT CCGTTAGCAA TCACGCTACC GCTAGAAATT TGGTCAATTG 
AACTTAGTAC ATTTAATAAG GTTGTCTTAC CTGATCCAGA AGGCCCCATA ATCGCACGAA 
TTCGCCTTTT TGTATGTCAA GTAATATCTT AGGCTGAATG GTGCTTTACG AGTTTGAACA 
GTGCCGAAAA CGCAAGCCCC TTGATATCTT AAATGTGGAG ACTACAACnC ATCAGTGnCA 
CGGGA 

(2) INFORMATION FOR SEQ ID NO: 1183: 
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(A) LENGTH: 4 90 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1183: 
7(? AGGTAAAGAT GATGGTGTAG AAGTTTATGT GCATTGCGAA GATCATGGCA TTGTATTTAA €0 

TGCAAGTCTA CCTTTGTACA AAGATG CCAT CCATCAAAAA GGATCAATGC GTAGTAATGA 120 

CAACGGTGAT GATATGAGTA TGATGGTGGG TACAGTGCTG AGTGGCTTTG AATATCGAGC 180 

75 GCAAAAAGAA AAGTATGATA ATTTATATAA ATTTTTAAAA GAAAATGAAA AGCAATATCA 240 

ATATACAGGT TTTACTAAAG AAGCAATTAA CAAGACGCAA AACGTCGGGT ATCAAAATGA 300 

ATATTTTTAT ATTACATATT TATCAAGAAA TTTAAAAGAA TATAGAAAAT ATTACGAACC 360 

ATTGATACAT AArcAATGAT AAAGAGTTtA AAGAAGGTAT GCAACGAGCT AGAAnAGAGC 420 

TAAACTATnC TGCTAATACA AATACTGTAG CAACGTTGTT TAGTACGAAT GATGAAAGGA 4 80 

ATAGAAAAGA 4 90 
(2) INFORMATION FOR SEQ ID NO: 1184: 



20 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 153 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



3S (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1184: 

CTCGCATTTT AATAAATCAT ACTCTTCTTT TCTTGCATAC GAATTAGAAT AACTCGCGAG 60 
ACCTATAAGT CTCTTTCCTC ACTAGATAGT TTATACTTTT GGTCnGTTGA AGTCAATAAT 120 
TTTATCTAAA GCTATAAAAA ATCTTTTGAT AGC 153 
(2) INFORMATION FOR SEQ ID NO: 1185: 



40 



(i) SEQUENCE CHARACTERISTICS: 
45 (a) LENGTH: 164 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1185: 
TCATTTATAT ACTGTATCAC GCTATCTTTA GTATGTGTGC ATnATCATTC GTTAGTGCGT 60 
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10 



15 



30 



TAT 243 
(2) INFORMATION FOR SEQ ID NO: 1XB9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 527 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1189: 

CACCAGGCAT TACCATACCA GCACTCATAC CACCAATCAC kCTCGATAAC ATCAATACCG 60 

AAAAATTGTG GCCAACTGCA AACATAAATT CTGACACTGA AAACAAAATT AATCCTATAC 120 

ATATAATTAA TTTCTTCCCT AATTTGTCAG CTAGCGTACC ACCAAACGGC GATATAATCA 180 

20 TTTGAGATAA CGCAAAAGCA GCAACTAGTA ATCCTAAATC ACTACCAGTT AATCCCAAAT 240 

CTTTTAAATA AACAGGCAAG ACTGGTATTA CTAAACCGaT ACCTAAAAAA ATCAAGAAAA 300 

TATTAAAATA TAAGACAAAA ATCTGTTTAT TCATATGCTC ACCTCTTTTT TCTCCATGTC 360 

25 ATGCTTAAAG CTGTTATTCT TCTTTTCCAC GACAGATTGC AATTCATGCT AAATATTCGT 420 

AAAAAGTTTC TATATTGTAT TACAACATTG CTACATTTGA CAATATTTTt TCTTTGTAAT 480 

TATCACTATn TTCCATTTAA TTGTATAATT AATGACATAT TnnAATA 527 
(2) INFORMATION FOR SEQ ID NO: 1190: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 889 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1190: 



AAAACGTGGC 


AGTAATTCAG 


TGTATGTTCA 


ATATGATGAT 


ATTATGTTTT TTGAATCATC 


60 


AACAAAATCT 


CACAGACTCA 


TTGCCCATTT 


AGATAACCGT 


CAAATTGAAT TTTATGGTAA 


120 


TTTAAAAGAA 


CTGAGTCAAT 


TAGATGATCG 


TTTCTTTAGA 


TGTCATAATA GCTTTGTCGT 


180 


CAATCGCCAT 


AATATTGAAT 


CTATAGATTC 


GAAAGAGCGA 


ATTGTCTATT TTAAAAATAA 


240 


AGAACACTGC 


TATGCATCGG 


TGaGAAACGT 


TAAAAAAATA 


TAATAAGATA ATAAAGTCAG 


300 


TTAACGGCGT 


ATTCAATTGT 


AAATCTTGTT 


GGATTTTAAC 


AAGATAACTA GCAAATGCAC 


360 


TGTATAGCTG 


GCTTTTTAAT 


TTTATTAACA 


AAATTAAATA 


TGACGCGTGA ATTAAAAAAT 


420 
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CTCTACAATC CTATGGCGCA ATTTTTAACA AAATATACTA AATtTGAAAT TGACAGTTTC 540 

CATAAATAAA ATGCTATAAT TTCCTACTCC GTGAATCTTA TTTTGTTTTA AAAAACAGTG 600 

TAGCACAAGm TTCAACTTGT TTCCTACACT GTTTTATAAA TGAATTATTT AAAATGCTTG 660 

TTCAACCTCT TGTAATGTTG GCAAACTATT AATAGCACCA TACTTCGTTG TCACTATTGC 720 

AGCAACGCGA TTGCTAAACG CTAAAATTTC CTCACCTTCA TTTTCAAATA ACTGAGTTAA 780 

ATTTAACACA TCGGTTGCTA AAATCCTGCT AATAACTGCA CCAATAAATG CATCCCCTGC 84 0 

CCCAGTTGTA TCAACAGGTT TTACCTTATA GCCACTATGA TAATGATTA 889 
75 (2) INFORMATION FOR SEQ ID NO: 1191: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 254 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



25 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1191: 

AGTTAAAGGC GTTGAATTAA TGGCCTTCCC ACACATGACA TATAAACAAG CGTGCGCCTA 60 

TGGTCTGATA ACCAGATACA CGTTTGAATG GATTAATTGC GTTCTCAATT AGGCGTGATA 120 

TGGCTTTAAA GATTTnAGTC TGTTGAAATG ATGGTGAATT AAAGCATTGC GCTAAAGGTG 180 

CACTGACAAT ATCTCGTAAA GATATGGTGC TTTAACAGAT TTGTAACATC TATGGTCTAA 240 

nGATACGGGG TTAA 254 
(2) INFORMATION FOR SEQ ID NO: 1192: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 189 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1192: 
45 GGCTCATAAG TTACACCTAA TGCATCTTCA TCTGGAAGCT GTGGTTTATC ATCTTCTAAA 60 

TCAGCAGTTG GCGTTTTTTC ATATAATTCC TTTGGCGCAC CAAGATACGC TAATAATTGA 120 
GCTGTGTATn CTAGGCATCC ATACCGTATT CGTTAAACCA GTATATTTCA GCTGAATGAT 180 

50 

CTGTCCTAC 189 
(2) INFORMATION FOR SEQ ID NO: 1193: 

55 
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(A) LENGTH: 215 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1193: 

TTGATATTGA TCGATGACCG GTGATGTGAA ACTGAAACTG ACCAATGAAT GAAAAAATGG 60 

GCAATGTTTT TGACAACAAT GGTCATTTAC CAAATAAAAA TATTGnCACC ATTAATACCT 120 

GnCAAACGTG TTTGTTCCTA AACCTAAAAT GATAAATCCT ATTGAGATTA TGGACTTGGT 180 

AAGCTGCAAT CTTTTTAATA TCTTTATAAG CAATG 215 

(2) INFORMATION FOR SEQ ID NO: 1194: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 158 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1194: 
AGAATTTGCn ACTGGTTTAC CAACGCATCT ATGTTCGGTC GCTATACCGC ATACAGATGT 60 
30 CGAACATATT AACCATAGAA CGTAGGTGTG GTGTTCTAGA AAAAGAAGTG CCGTTATTGA 120 

AATGGGACAC TTGATCAACA GCCGAGTGAA ATCGTTTT 158 
(2) INFORMATION FOR SEQ ID NO: 1195: 



35 



40 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1195: 
45 ACTGATTGCC GTGTCTGTGG TTGATCATTG ACTAATTGTT GGCCATCATT GGnTTCTTGG 60 

TCTAATAGTC CTCTTGCTCC TGCGTCGTAA CATTGATGCC AATCATGCAC CACAGCCTTT 120 
CGGTTCATCA TAACATTTCT GCCAATGTCT CTACATGACA CGGGCTCATA TTTCTTTCTG 180 
(2) INFORMATION FOR SEQ ID NO: 1196: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 274 base pairs 
(3) TYPE: nucleic acid 
55 (c) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1196: 
GTTAAAGCGA ATTATTCACA ATATAAAAAA TCATCTGATC AAGTCGTATT AGAATTAGGT 60 

5 

ACAAATGGCG ACTTTACTGT CAAACAGCTC GACGATTTAC TTAATCAATT TGGaAAAGCC 120 
AAGATTTATT TAGTTAATAC ACGTGTTCCA AGAaTTTmTG AGGgCAAATG TAAATCGATT 180 
w ATTaGCTGAC GCGGgCGAAA CGGAAGTCCC AATGGTCACA TTAATTGGAT TGGGTATTAG 240 
GCGCTTCACA AGGGACCTTG GTGGAATATT TTTG 274 
(2) INFORMATION FOR SEQ ID NO: 1197: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1197: 

ACGTAACCTA TATTCATCTC TGTTCCCAAT AATAATAACA ATACATAACT GATATTAGCT 60 

GTCTTTCATC TCTAATTAAT ATGCGTCATG AGCTAATATC GGTTATTTTT TTGTGTCAAA 120 

nAATTTTTAT TTTATCTCTC CATCGCATTA ATTG 154 



30 (2) INFORMATION FOR SEQ ID NO: 1198: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 9 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1198: 

AATCCTCACC CGTAATAAAC TCGTTTTGAA TGCGTTGTTC GAACTCACGG TATATTAAAG 60 
CAATATCCTC TAACTTATTT TTAGTTCGAG TTTGCATATT TTTATCAGCA ATAAAGTGTT 12 0 

45 CTAAATGTTC AGGCGTTACT GCATATTTTT TAAAATCTTG AATTTGTTCT GTTAATTTTT 180 

CACTAAACCC ATAATATTTT GCTTGTGATT GATAAAGTTT TAAATACTTT TGTTGTTCnT 240 
GAACAATGn 249 

50 

(2) INFORMATION FOR SEQ ID NO: 1199: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 165 base pairs 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1199: 
TTGGTAAAAA TCGACATCAA ATACTAAATC TGATCCATCT GAATCCCATG TTTAAAACCG 60 
AACTTGTGCA TTAATTGTAA AGTTCAAACT CTTCATCTTC ATAGATCGCG ATGCGTCTTT 120 
TAATTCTTTA GGTGATACTT TGTAGATCTA TAACAAAATT AnCTA 165 
(2) INFORMATION FOR SEQ ID NO: 1200: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 236 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1200: 
TTATTAGCGA TTAAAAATAT GTCCTTTTTT AATAAAGGAG ATATATGTTT AATTGGATGT 60 

25 

CAACATCGGA GTCATTGGCG AAAAATAGGG CTGCGGTCGA TGGAGTTCAA AACTATTTTA 120 
ATGCATTACA TGTTGTGAGT nAAGAGCAGG CGTACTTTTC TTTTCAAGGA TGTGACATAT 180 
30 CACAGAGCGT ACAATAGAAA CTCAGATACC ATTACATGGA nAGTCCGCGT CCAATG 236 

(2) INFORMATION FOR SEQ ID NO: 1201: 



35 



40 



45 



(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1201: 

TAATGCTAAA CAGTATTATG GAGATAATGG CTTAGTTCAA ATTTCTGATG nAAGTCAACA 60 

CTTCTAAAAT TTGTAAATGA AGCATTAGAC AATAACGAAC AATCAGTTGA AGATTACAAA 120 

AATGGTAAAG GCAAAGCTAT GGGCTT 146 

(2) INFORMATION FOR SEQ ID NO: 1202: 

50 (i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 385 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 



1875 




1876 



EP0 786 519 A2 

ATCGTATGGT TGAGGCGAAT TTAACTGAAA AATTAGACAA CGAATCTTGA TGAAAAGAnA 60 

ATGATTGGCT AAAATAGCAG CTAATCAAAT CAACGATAAT GAATGCTTAT TTATCGTGCT 120 

GGTTCATCTA CATTGGAGC 139 



(2) INFORMATION FOR SEQ ID NO: 1205: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 229 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1205: 



AGGAGGATAT CAGaCTTACA rACTATTCTT TATCATACTG rAATTCAAAT AGACACCTTA 60 

20 ATTGaAGaAG GCGTTGACGC GCTACTTTTC rAAACGTATT ACGACCTnGG AAGnGTTAAC 120 

AAATGTCATT TCCACGGAAC GGGGAAAGGA AATACGGCGT TGCCAATCCA TTGCTCCAAT 180 

TGAACCGGTT GCAAACACAA ATTGACTTGG TTGAAGGGGC AGGCATGCA 229 



25 (2) INFORMATION FOR SEQ ID NO: 1206: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 99 base pairs 

(B) TYPE: nucleic acid 

30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1206: 

35 

TCGACAAGTT TTTAACAGTT CGTTATTATA TGAATGTAAG TAAAAATTTC TTAGCTACAA 60 

CTTACATATT ATAAATGCAT AAATTAAACA AAAAGGGGCG AAAAAAGTTG ACTCATTTAT 120 

40 CAGATTTAGA TATTGCGAAT CAATCAACAC TACAACCAAT TAAGGATATT GCTGCATCAG 180 

TAGGTATTTC AGAGGATGCA TTAGAACCTT ATGGTCATTA CAAAGCTAAA ATCGACATTA 24 0 

ATTAAAATTa CGCCAAGAGa AAACAAAGGG AAgTTGTTTT aGTTAACTGc GATGaGCCCA 300 

45 ACACCAGCTG GTGaAGGtAA tCmACGGTTA CAGTTGGtTT AGCTGaTGcA TTCCmTGaGT 360 

TaATgAAAAC GTTATGGTTG ccTTaGGGGG CCTGCCTTT 399 



(2) INFORMATION FOR SEQ ID NO: 1207: 

50 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 138 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1207: 

ATAAACAATA CGATTTGTAT GCTACTTGTC TGAAGACAAC ATAAAACAAT ATGTTAACTG 60 

ATATTGAGGA TATGGGCTTT CAAAATCCAn TTCAAAAAAG GTTATGTTGA AATATGACGC 120 

GGTTGTTGAA AGAGACCC 138 



(2) INFORMATION FOR SEQ ID NO: 1208: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 655 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
CD) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 120B: 



25 



35 



AGTCGCCTAA 


CTTTTATTAT 


CAGTCCAATC 


AGTTTCATCA 


AGTATAAATG 


TTATTGCTTA 


60 


TTTTTGTATT 


CTTGGCGTAT 


TTTTTGTTCT 


TCTGCATAGC 


GCTCTGGATT 


TTTCTTATAA 


120 


AAATCTTGGT 


GATAGTCTTC 


GGCTTTGTAA 


AATTGTGACG 


CTGGTArTAT 


TTTTGTTGCA 


180 


ATTGCCTTAT 


CAGCATTAAT 


CGTATTTTTA 


AGCTGCTCGA 


TATAAGTCTC 


AGCGAGTTCT 


240 


TTTTGATGAT 


CATTAGTGTA 


GAAAATAGCT 


GTTTnATATT 


GAGGACCACG 


GTCTTGATAT 


300 


TGACCACCTG 


TATCTAATGG 


GTCAATGACT 


GAGAAAAATA 


TTTCTAATAA 


CTTATTGTAT 


360 


GAGAATAATG 


CAACATCATA 


TTGAATTTCA 


ACAGTTTCTA 


AATGACCACT 


CGTACCTGAT 


420 


TTTACTTGTT 


CGTAAGTAGG 


ATTTTCAATA 


TGTCCGCCCA 


TATATCCAGA AGTTACTTTT 


480 


TCTATGCCGT 


CAAAGGTGTC 


AAATGGTTTC 


GTCATACACC 


AAAAGCAACC 


TCCGGCAAAA 


540 


TAAGCTGTAT 


TAATATTCAT 


TTTTGACATC 


CTTTCCATTA 


GACCTTAGTA 


CGATTTATTA 


600 


AGAAATCACT 


TGCTTTTTGA 


ATTGTTTTTA 


TATAACGTTA 


ATAnGnGATT 


ATnAT 


655 



40 (2) INFORMATION FOR SEQ ID NO: 1209: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) topology: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1209: 

50 

CCGnCCCCAA TGGAAATTAC CTTTGGTnCC CCATTTTAAT TGTTAAATTA TTGGAGTGTT 60 



1878 



EP0 786 519 A2 



AATCTCACTA TCTTCAAATA AGCTTGTGTA TAGTTTAACA GCTTCTTCAG CTTGGTTATT 180 
AAACATTAAA AATGTCGTGA TTTTTGGAAT ATC 213 

5 

(2) INFORMATION FOR SEQ ID NO: 1210: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 149 base pairs 

(B) TYPE: nucleic acid 

™ <C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1210: 

TTGATTGCAA CTTTGATAGT GAAAACATTT ACATGATGTT GTCACTGGTG CACGGGCGTC €0 

GAGAACAATC ATTGCGTTAT TGACGGTGCT GCCCTGCTGT CTCAGTTTGT TGATGCAAGC 120 

20 ACTACACGAA ACCCAATAGC nTCACCAGG 14 9 



(2) INFORMATION FOR SEQ ID NO: 1211: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1211: 
AATGTTTCTC CTAATTTTAA ATGTTTAGGA ATATTAACTA GGATAATAAA TCCAGCGACA 60 
TCCCAAATGG GATTCATATA AGAATGTTGG ATGATAATnT TGGCCGTTAA TATACATATT 12 0 

35 

TTCTATTATA AAATTGGGCA AA 142 
(2) INFORMATION FOR SEQ ID NO: 1212: 

40 (U SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 163 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1212: 
TTTAAATTTA GTCACTTCAC CTTTTAAAGC ATGTTCATAA AATGTTTGCA TCATCAATGC 60 

50 

ACGTTCTGAA CCAGAGCCTT CAACACAAAG ATAAATTTGT ACAGCAATAC CGCCTCTAAC 120 
TCTTCGTTGC GATGATGGCA ATACCACTCA ATCCAACGCT CnG 163 



55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 765 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1213: 



20 



30 



GTCACCTTTC 


ACGTCTTGAA 


GAAAAAGGCT 


ATATAAGAAG 


AGATCCAACG AAACCACGTG 


60 


CTATAGAAAT 


TGTAAGTGAT 


CAAACAAATG 


ATAATATTAA 


TATGGAAGAA ACGATTCATG 


120 


TGCCAGTTAT 


TGGTAAAGTC 


ACAGCAGGTG 


TTCCTATTAC 


CGCAGTAGAA AATATTGAAG 


180 


A A T ZL T'FTT CC 
nniAl 1 X ItL 




PR PTT1 A PRT 


fY2 a h a t* a p a a 


I Ab LaJlAUA 1 A 11 CA X A 1 X AA 


240 


ACGTCGTAGG 


CGACAGTATG 


ATTGAGGCTG 


GTATATTAGA 


CGGAGACAAA GTAATTGTnC 


300 


GCAGTCAAAC 


CATAGCAGAA 


AATGGAGACA 


TTATTGTTGC 


TATGACTGAG GAAGATGAAG 


360 


CAACTGTCAA 


ACGCTTCTAT 


AAAGAAAAAA 


ATCGTTATCG 


ATTACAACCT GAAAATAGTA 


420 


CAATGGAGCC 


AATTTACCTA 


GACAATGTTG 


CTGTAATTGG 


GaAAGTAATT GGTTTGTACC 


480 


GCGAAATGTA 


ATATTTTAAA 


CCGTTATATA 


TTATCGTAAT 


TGTTAAGCCC TCATTTTTAT 


540 


AAATTTTGGG 


nCTCTTGAAA 


AAGTTACGTT 


TTCAAGAGGT 


TTTATTTATT CTAATCTAAA 


600 


TTCAGTTCAA 


ACAGAAATTG 


CGAATTGTTA 


GATAATCTCA 


TTCTTTArTA TAAATnTTGA 


660 


ATTACAGATT 


TCTGCAAAAT 


GTTACACAAA 


TTAAAACTCG 


CCCCCGTAAT AATTTACAGG 


720 


AGCGAGCCAT 


TATTATTTTT 


TTCnTTCTTT 


TTTATTAAGT 


ATATC 


765 



(2) INFORMATION FOR SEQ ID NO: 1214: 



(i) SEQUENCE CHARACTERISTICS: 

(A> LENGTH: 4 95 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1214: 

45 



AGTTGCCATC AAAAATACAG AACCTAATnA 


TnACCTTTTA 


TGATTTTTTG TGAATTCAAA 


60 


GTCACTTTCT TTTTnAAG CT TTAAATTTCT 


CCCCATTTTT 


TTAGCCCCCT ATAAGGATTG 


120 


AATATCAATG CCTTCTTTCA TTAAAATTTC 


TCTAATTTTC 


GAAACAAATA ATAATGCATG 


180 


TTCTCCATCA CCATGCACAC AAATTGTATC 


TGCTTGTAAC 


GTTACTTCCT TATTGTTTTT 


240 


TGAAATAACT TTATyyyCCt TCACCATCTT 


TAAAACCTGC 


TTAAGTGCTT CGTCAGTATC 


300 
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ATCAGCAAAC ACTTCAGAAG CTGTAATTAA TCCGACATTC TTTGCTTCTG AAATTAGATA 
TGAATTTGCT AATCCTACTA ACACTAGTGA TGGATCAAAG TCATAAACAG CTTGTGCTAT 
AACGTTTGCn ATTnC 

{2} INFORMATION FOR SEQ ID NO: 1215: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 243 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1215: 
AnTGTCCAGG TACCCGTGGT CCAAAATTCG ATGTACGTAG ACCATTGnCT CGTATTTGTC 
AGATTGTGTT AATGATTGTC TCTGTATTAG GAAGTTTATT CTCCATTTTA ACAATTAGAA 
AAATAGATCC GTTAAAGGCG ATTGGGTAGG AGGTGTGCAA ATGTTGAAAT TGAAATGTAC 
AAGTCATTAA GTGGATCTAC ATGAGCGTAA GGTCATTGGA ATAGGTTTGC TGTGACTCGC 
CGA . 

(2) INFORMATION FOR SEQ ID NO: 1216: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 256 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1216: 
GGGCTTCTTT CTAAAATAAC TAAGTGAATT ATCTATATAT GAAGAGGTCT CCAATACTTT 
TTATATAATT CGTGATTACA TTCTATACTT TTAATTGTAT TTTCTGCGTA GGAAAGTGGT 
TTTATTAATT CGATTAGTTC GAACTACAnT CAAGAAAAGG TAAAATTTGT GCATGAGCAA 
GAGAAACATA CCTGAACCAA AGGCACCCGA ACAGTACCTA GGCCTAAGCG GCTAATTATA 
AATGCTCAAG CGCAnG 

(2) INFORMATION FOR SEQ ID NO: 1217: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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70 



35 



50 



55 



GCATTCATTT CTTGTcTAGC AACGTTCTAC TCTAGCGGAA nTAAtTAGCT ACCATCCTCG 240 

CTAAGAACCT TTCTTGACTT GTGACAATCG CTTGCTTCTT TCCTCTCCTT CGGcTCTCGC 300 

TTACTCATTT AGCTCTACTA AACTCGTTGC GCTCTTTTCT CGTTTCGTCA GATTCAAACG 360 

TTTTCACTTC GCCAAGCCAT TTTTCTTTGT GTTTACTTTT TATTTTGACG TTTTAGACAT 420 

AAAAAAAGAG ACCTCACGGT CTCAACTTGG CCTGGGCA 458 
(2) INFORMATION FOR SEQ ID NO: 1220: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 494 base pairs 
75 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1220: 

CAAAATTTAT TTCTTGTAAA GTACAATATA AGTTAAATGT TGTTGTTAGG ATTGATTCTT 60 

2S TCATCTGAGC ATTTAATTGT AAGTCGCTAT ATTTAATTTG TTCAGTATTT AmAAATAAAT 120 

TGAAAAATTC AACTGATAAT AAAGGTGTTC TAATCATACA AATACTTGAC GGTTCGTAAA 180 

TAGTGTTCAT TTGTAAGCAC CTCACATATT TGAATAGACA AATAGAGCCC TTTCAGGCTC 240 

30 TATTTGCTGT AATCTTAACA GCAGAAGCTA TTAAAACTAC CAGTCTTAGC ACAACCAGGA 300 

GTACATAAAC TATGACTTGT AATACGTTCG TCACCTGCTG AATCATTTGA GTnATTGTTT 360 

GCTTTAACTT GCACGTCTAA ATCAAGAACT TTTTCCATAG ATAAAACCTC CTATTATTAG 420 

TTGAAGTTAA GGCCTACTTC AATTGTCATA TTATCCCTTT TCACACAACA AATCAATAAA 480 

TTATATAATT ATAT 494 
(2) INFORMATION FOR SEQ ID NO: 1221: 



40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1221: 

ACTATTATTT TAATAGTGAC GACAGTTTTA ATTTTATTAA GTATTGCTTT AATTACCTTT 60 

ATGCAATACT ATTTCACACA AGAnACCGAA AATGCCATAA GAGAAGATGC TAGACGTATA 120 

AGTTCACTGG TCGAACAATC ACATAATA 14 8 
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<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 401 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1222: 



75 



TCGCTTTTAC 


ATCAAATAAA 


TTATCTTTAT 


ACAATTTCGT 


ATGAATTACT TCTTTATAAT 


60 


TATAAAAATG 


AGGAATTTTT 


TGATTGTTTA 


ATTCACTTGC 


TAATTGATTA GCTTTTTGTT 


120 


GGTCTTTAAT 


TGTAACGTCG 


TGTGGTGCAG 


TATATTTTAT 


TTCACTTGAT AAGGACGCTC 


180 


TACTTATAGC 


AGCAAAGCAA 


AGAACTGAAA 


CAGTAATCGC 


TGAAATGATT GCCATGACCG 


240 


TAAGTGAAAA 


AGCATTTTTC 


TTAATACGAT 


ACATAATAGA 


TGATGAGAAC ATGACATCAT 


300 


TtACACTTAT 


AACACCTTkT 


CTAAACtTCT 


TCACCATTTT 


AAAAACTAGA GArACAGAGC 


360 


TTTTAAAAAA 


TAAGnGTGCC 


CCAATCACAG 


TTGACAAnAA 


A 


401 



(2) INFORMATION FOR SEQ ID NO: 1223: 

25 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 176 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1223: 

CTTGACCAAA TCCATTTTTT AACAAAAGTG GTCAAGTGAA ATCCCATCTT TCCAAATCAA 60 

AAAAGAGCTA AAGCAAAATG CTCTAGCCCT TGaTATTACT GATTTCCCAT CATTGTnTAG 120 

CGTATTAATA TTGCTTCATG TACTGATCTC TTTCCCATTC AGAGACTTGA GTTCTG 176 



40 

(2) INFORMATION FOR SEQ ID NO: 1224: 

Ci) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 283 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1224: 
AATACTTTTA CGATAATTAT AAAGGTTCAT TCAAATCTTA GGGCAAAATG TATAATATTT 60 
TTATGCAAAT TTAAAACAnT AACACTTATT TCAAGGTTCA ATATTTTGAG AATAAGGAGT 120 

55 
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10 



15 



20 



25 



35 



40 



50 



55 



AATGC CAATC AAACTCGCTC GAAATAGGGG GAAACGAGGC nATCATTTTT GACAATGAGT 240 
GTCAATAGGG AAGAATAACA ATTAGGAATG ACTCATAGGA GGA 283 
(2) INFORMATION FOR SEQ ID NO: 1225: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 217 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 1225: 

AAAAGAAGAG AAGAAAGTTG AAGAACCTCA AGCACCTAAA GTTGATAACC AACAAGAGGT 60 

TAAAACTACG GCTGGTAAAG CTGAAGAAAC AACACAACCA GTTGCACAAC CATTAGTAAA 120 

ATTCCACAGG CCATTACAGG AATTTAAGTC GGATACCACG TGAATnACGT CAGGATGTCn 180 

GCCGTTCACA TGACACGCTC TACATATTCA CCACTCG 217 
(2) INFORMATION FOR SEQ ID NO: 1226: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 176 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1226: 
TGGGTACTAT TTATTACGTA AAACTTTTCG TTAGCGATGC CGGCATTGCA AGAGCAAGGT 60 
TTACAAAAGC GGACTAGGTT TGCACTTTCT GCTGTTCCAT CGCATATGGA TTAGTAAGGT 120 
CTTTATGGGn ACTGTAAGTG ATCCGAGCAA TGTCGGATAA TCTAGGTCTT GGATAG 176 
(2) INFORMATION FOR SEQ ID NO: 1227: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1227: 
AATGAAAATA AAGAAGATGA TTTTGTTGCA TATGGGTCTC CAGAACATAA TTATCAATTT 60 
GGTGGAAGTT TAATCAAAAG TAAAAATTTA AGCACGTTAT TAAAACCAGT ACATCAAACC 120 
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20 



25 



40 



GCGGCCGTTT TAATTTTGTT TTCAAGTTAA TCATACTTAC ATATAAAAAT GAAAAGTTGA 240 

ATTTTTAGTA CAATTTCCAC TGTATTTATC TGTTAACCAC TTTATACCCG CAATATTTCG 300 

TTGATCTTAT ATAAACACTT TTGGCTGCTT TTCCTTGACC TAGATTAAAA TTATAGATTT 360 

TCCTTGTAAG AGTGTGTTTG TAGTATCATA AATATGTAAA 400 
(2) INFORMATION FOR SEQ ID NO: 1228: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 150 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
75 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1228: 
ATCTAGCATG CTTTTGGAAA ACGATAAGAA TTTGGTGTTT GAATTTCATA ACCAACACCA 60 
GCAGTTTCAA CAACTACGTG TGTAGGATAT AAATGTGTTA CTTGACCTTT GACATACGCG 120 
TACATTATAG GCACATCCTT ACATACTCAn 150 
(2) .INFORMATION FOR SEQ ID NO: 1229: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 138 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1229: 
TCGGTACAGT GCATTTGGTG CGTCATGGTT TACAAGGnAA AAATAAGTGA TCACTATTTA 60 
TCAGTATGGG AAAAAGCAAC GACGTATCAA ATGTAC CATG GCTTAGCATT ATTAATTATA 120 
GGTGTAATTA GTGGTACA 138 
(2) INFORMATION FOR SEQ ID NO: 1230: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 182 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1230: 
TTGGTATGTA CCTCCAATAG TAATTTCAAT AACTTTGTCT GTTGAACACT AAGAGCAATT 60 

55 
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CCTTGATTAT nCTAAGAAAA GTAAAAGCAC ACGGAGTATC CTATCAGAAA ACCAGTATAC 180 
CA 182 

5 

(2) INFORMATION FOR SEQ ID NO: 1231: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 233 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



is (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1231: 

TCTCTTTAAA TTGTACACAA TTCTGGATAA CTATCCCCAT TTCTGTGGAT AAACACCTTG 60 
ATGTCTTATT ACTTATCCTC GTTTTTATAT CCCATATTTA TCAACGGkTA TCGCTTTTTT 120 

20 

TCATAAAAAA aCACTACCGT ACCyCTTATT TAAGAAATAC AGTAGTATTA TTTTCAATAT 180 
ATTTTAGCTA GCnTTTCTAC GTCGTACAGT CGCGATTAAA CCTATACCTG CTA 233 
(2) INFORMATION FOR SEQ ID NO: 1232: 

25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 385 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1232: 



45 



GTTTTTGGTA 


AAAGTACTAA 


TATTAaCCAA 


GTATTGAGTC ATATGTTAAA 


ACAAGATGCG 


. 60 


AATGATATTG 


GCTTTGCTAA 


ATTACTACAA 


AATGAGAATA ATCGTATGAG 


TTATAACGAG 


120 


TTAATGAGTG 


AATGGCAATC 


ACATCAACGT 


GCATTTTTAG AAGAGTTGAG 


GCATGTTGAA 


180 


ATGTTAAAAG 


AAGAATCTAT 


TAGAGCATAT 


GATGTTTATA AAAATTGTGA GTCTTTCTCT 


240 


AAGATTGAAC 


AGGTTATTAA 


TAGTGAAAAA 


ACAAGTATTG AAGAACAGGT 


ATATCATTTA 


300 


GATAATGAAA 


CGTTACGAGA 


CAATAAAGAA 


ATAGAAGTTT GGGATAATCG 


ATTTAATTAn 


360 


ATTGnTAGCC 


CAATGGnCCC 


TTTAA 






385 



(2) INFORMATION FOR SEQ ID NO: 1233: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base pairs 
/ (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1233: 
CTGAAAAGAT TCAACTAATC TGAGTCAGGT TACAATCTCA TGATAACCGC TCGCACCTCG 60 
GAGAAAGACG CTCAAACAGT ACAGAGCTCG ACCGCAGGAT ATTTTTTGTG AAAATGAACG 120 
TATGAGCTGT TCAGAnGGCA CTTTATTGCG CAATAAAACG GTAAAAATCC TGAAGTGAAG 180 
(2) INFORMATION FOR SEQ ID NO: 1234: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 453 base pairs 

(B) TYPE: nucleic acid 
CO STRANDEDNESS : double 

75 (D) TOPOLOGY: linear 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1234: 

ACCATTTTAA TTTnCnTTAT GACCTTGTAT GCCATTATCA aCAGTTATGA TTAATGTTAT 60 

GCyTTCATCA TGAGCATTTC TAAATGCTAG TTCGTTTGGT CCATATCTTC GGTAAAGCGG 120 

TTAGGAATAT GCCATCCTAC TTGTGCACCT AAAAGTTGTA ATGTTATCAC TAAAATTGTA 180 

GTTG.CGGTAA CACCGTCGGC ATCGTAATCA CCATAAACTA GGATTTTCTC ATCATTCGCT 240 

ATCGCTCTTT TAATTCTTTC AATAGTCTTA GTCATATCGC TCAATTGnAG TGCATCATGA 300 

TTGATATCTG TATCTGAAAT GATGGATTCT ATTGCTTGTn CATCAATAAT CGATTTACTT 360 

nCTAATATTT TTTTTACGAT TGGCGTTAAC TTTAATTTTG ATGTTAATTC ATCACTTATG 420 

TATTCAGCTG GTTTAGTTAA TTTCCACTTA TAC 453 
35 (2) INFORMATION FOR SEQ ID NO: 1235: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 163 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1235: 

45 

CGTGATTAAG TTGGATACTA AAATTTGGGA TGTTAGAGAA TGTGATGAAG ATTTnCAGCA 60 

ATGTCCTGAA ATTAATGAAA TAAGAGACAT TGTTTTAAAG CGGTGGTTTG ATAGGTTTAC 120 

SO CAACTGAAGC AGTTTATGGA CTTGCAGCGA ATGCGGCAGA TGA 163 

(2) INFORMATION FOR SEQ ID NO: 1236: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 144 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1236: 
GTTAACACAT CGCTTATAAC GTGTAAATAT AAACACTGTT TTATAAAAAC TTTTTATACC 60 
10 ATTACCGGCA CCGATAAATG TGTACTATGG AGCACAACAA TAACTGGAAT ACTTnGATTT 120 

AATCCCGCTA TAACATTTCC TAAT 144 
(2) INFORMATION FOR SEQ ID NO: 1237: 



75 



20 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 204 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1237: 

25 ATAGTTTAAG GTGATATTCA AACAATATTA GGTTTGATTT AACTATCAAG CATCTACTTT 60 

GTCATGTTTA ATACCAGCAA ATAATAAAAT CCATGTCACG ATAATAAATG GCATGTTAAT 120 

GCAGGGTAAG CCCAACCGGT CCAGCCATGG TGGTGGTACC CTAnTTGGCC nCCACCTACC 180 

30 GGTTAATTAA CCACCCCCAA AAAA 204 

(2) INFORMATION FOR SEQ ID NO: 1238: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 157 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1238: 
CGGTCATTTT GGTTATTnAA CAACTATACC TGAGGGGTGG TGGGTAATTC GTATTGCCGA 60 
45 TTCAGTTTTG TTAATATGCT GACCACCTGC ACCAGAAGCT CTGAATGTAT CAACTGTGAA 120 

TAGCATCCGG ATTGGTTTCA ATCTGCTATG GCATCAT 157 
(2) INFORMATION FOR SEQ ID NO: 1239: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 164 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



1889 



EP 0 786 519 A2 




1890 



EP0 786 519 A2 



10 



20 



25 



35 



50 



55 



ATCTTTACCT TTCACTGTTC ACTTATGTAC CATAATACTT CTGACAGTTA CTAATTAACA 120 
GCAACTCTAA CTCATTTATA TTTAACTA 148 
[2) INFORMATION FOR SEQ ID NO: 1243: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 588 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1243: 

GGTACCAATC GATCGTTACA AACGTTTCGT TAAAGACGAT AAAAAAGTAC CAACAGGCAA 60 

TGAATATCGT GAATTAGTAT TAAAAGCAAT TCACATGATT ATGCTTGGTT TCTTGTATAA 120 

ATATATTGTT GCTTACTTTA TTAACACATA TGCAATCATG CCGTTACAAT TAGACTTACA 180 

TGGCTTTGTC AATTTGTGGT TATATATGTA CGCATACAGC TTATATTTAT TCTTTGACTT 24 0 

TGCAGGTTAT AGTTTATTTG CGATAGCATT TAGTTATTTA TTCGGTATTA AAACACCACC 300 

AAACTTCGAT AAACCTTTCA AAGCGAAAAA TATTAAAGAT TTCTGGAATA GATGGCATAT 360 

GACATTATCA TTCTGGTTCA GAGATTGTAT TTACATGAGA TCTTTATTCT ACATGTCTCG 420 

30 TAAAAAATTA TTGAAGAGTC AATTTGCAAT GTCCAACGTG GCATTCTTAA TCAACTTCTT 480 

CATAATGGGG ATTTGGGCAT GGGAACGAAG TGTAATACCA TTGGTTTAAG GGGTTAAACC 540 

ATGGCCAGCC TTGGTTAAAG GGTAnGGnCC AATAAGGACG GTGGGCGG 588 
(2) INFORMATION FOR SEQ ID NO: 1244: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 376 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1244: 

ATTGCTGGAG AAAGGCAAGG CTTTGCAGGC GGATTGAACT CGACATTCAC TAGTATGGGT 60 

AATTTCATAG GTCCTTTAAT CGCAGGTGCG TTATTTGATG TACACATTGA AGCACCAATT 120 

TATATGGCTA TAGGTGTTTC ATTAGCAGGT GTTGTTATTG TTTTAATTGA AAAGCAACAT 180 

AGAGCAAAAT TGAAAGAACA AAATATGTAG CATAAGTATT TTGGTGTATA TTGATATAAA 24 0 

GTAAAGCGTA ATATTATGAA TGATTAGCAT CGTTTTTCTT ATGAATTTTA TTAAGAAAAT 300 
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20 



25 



30 



40 



GTTATATGTn ACAAAA 376 
(2) INFORMATION FOR SEQ ID NO: 1245: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 288 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1245: 

is CAATTTGTTC TAAAGCAAAT TCTTTACATT TCTCACGGAA TTCAGCTGTT GACATTTTCT 60 

TTCGGTCAAC ACCTTTTTTC GTTAATGGCT TGTTCAATTG GGTAAACCAT GTGGTTATCC 120 

CCCAACCTGG GTACCGTATG GGGTGGCCAT TAGGAAACCC CTTGGCAATA GGTTTTTTAA 180 

TAAACCGGTA nCAAATTAAA AGGTCCTTTT TTAAAAAATT TTTGGTTTCC AAAGGGGCCA 240 

ATGGnTCCCC CAATTAATGG TTAAAGGTTT TAACCCCAAT TTTCCGGC 288 
(2) INFORMATION FOR SEQ ID NO: 1246: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 161 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1246: 
CATCATCAAT AGAACGGTAT TCGCAACGTC GTAGAAATCC CTTAAACGAC GAGAACAAAG 60 
CAAGTCGACA TCAGTAAAAC ATTAAAGATA TTATGGCTGA AGCAGAGAAC TTAATAACTT 120 
TTTATAAATC TATACCnTCC AAAATGTAAA ACTACCAAAA T 161 
(2) INFORMATION FOR SEQ ID NO: 1247: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 421 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



SO (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1247: 

TCACTACGTT GTTTAATTGT GGTAATTGCA GTTTTACAGG CTTGTCTAGT GAAGATTTAA 60 
AACTTAATTC AAGTGTTTTA GTCATGAATA TGTCCTCCTG ATTAAATTGA TAAAGATTTG 120 

55 
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TTAATTTGGT CGTTTGATGC ATCAGGGTTA ATGTTAGCGA ATCGACGCTT AAATTCTGTT 



240 



TGTTTGCCGT TAGCGTCtAC TTTAGTAAAT GaTAATACAA TAGTGATGTG GTTTATTTtA 



300 



CTCATATTTT AAAACCTCCT TTCACACTAT ATATCGAAAC AAAATAATAA AATGGCTAAT 



360 



TTTATTTTCT ATGTTTAAAA TCTATAAAAn AGGCAATAGA TATGTGTAAC TAAAATATAn 



420 



G 



421 



70 



75 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 1248: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 09 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1248: 

ATAAGCTGCT GTTGATAATC CAAGTGCTAA AGTTAAATAT AATATAGTGC CAAAAATTTT 60 

ATTCTTCTAT AAAAACACCT CTTCATATTT AATCCATATC TCTTTTTCGT TATTTATACA 120 

GAATTTTCTG AAAATAGTCA AGGTTAATTT ATTTGCTGCA AATTTCAACC ACTTTATGTT 180 

AAATGGACAT CAAAGTATAA TTGTATTATT ATTAAATTGT GCAGTGTATA AATAGACGAT 240 

ATGCAGGAAC ATGTCGCCTA TTGAGCCCGT TAAAAAGACG GTGACTAAAT GAGATTTTCT 300 

TTAACCATCA TTCGTTGTCA AAGTTTGGAA ATgATGGTTG TTTTTTATTG TTTAAATTAA 360 

TCATTGCGAC TTCTATATCA ATGAAAGTTA TCTTAATATA TGAACTTCA 409 
(2) INFORMATION FOR SEQ ID NO: 1249: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 217 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1249: 

CTTTCAATTA CGAACAAATC ATTACTAGTT TATTTAATGA TAATGACTGn AATTTAGCAA 60 

AAAACGTAAC ATGATCATTT AGCTTGAATT GGTAAAACTG TTTATCCAAC ATTTCCAGAC 120 

CAAATCACAC CGGTAAAACG TCAAAATATA TTGTnTCTAT GCCCGTTTTT ACCAGTTATC 180 

TCATTGCAGG TATATTGATG AATTCACAAG TTGGTAT 217 
(2) INFORMATION FOR SEQ ID NO: 1250: 
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(A) LENGTH: 176 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1250: 

10 CAGAACGTGC GGATCGTTTT TATGCAACCT AAACCAGGTA CGGATTTAGC GTGGTTAAGT 60 

GGCAGTGCAC TAAGTATATT CATTGATCCT GCATTTACAC GATGAAAGCA TTTATTGCAT 120 

GAGTGGGTAG ATGCATTTTG CTGGAATGAT TCACAAATGC ATTAGAGnAC ATTTAC 176 



99 (2) INFORMATION FOR SEQ ID NO: 1251: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 212 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2s (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1251: 

TTTCAACTTT CTAAATTATA ATATATCTTT TTAAAATAAG CTAGAATTTC TATATAATAA 60 

ATGTTAATAA CGAAAAGGGA TGATGCATAG TGATCGCAAG CACGCCAGAG GCCGATTTGA 120 

30 TATTGCGAGT TAGTTTATAT GGTTTGGGAT GATATGGATA GAATTGGTAA ACATCTCCTA 180 

AAGCATGGTA TAGTGCAATT nAAAAnCTGT GT 212 



(2) INFORMATION FOR SEQ ID NO: 1252: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1252: 

45 CAGTAAGTCA ATTGAAATGG CTAATTTATT AAATCTATAA AAGCATAGAG CACTGTTGTG 60 

AGTTCATAAT CAAAGATTTA TAAATGTnTC AGACTGCCAA TATAACATTT AGGACCTAGA 120 
ACATTGATTA T 131 

50 (2) INFORMATION FOR SEQ ID NO: 1253: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 462 base pairs 

(B) TYPE: nucleic acid 
« (C) STRANDEDNESS: double 
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w 



20 



nAATCTATGT ATGGGGGCAT CCAAAGATTT CATAGACTAC TTATTTGTTG ATGAAGCCGG 120 
ACAAGCAATC CTCAAGC 137 
(2) INFORMATION FOR SEQ ID NO: 1256: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1256: 

TGAAATGTAG AAATTGAATT AGAAATGAAG ATTAAAAATC nACACGTATC GTTCAAGTGG 60 

TGCAGGTGGT CAGCCGTAAA CACAACTGAC TCTGCGTACG TATTACCATT TCCACTGGTG 120 

TCATTGCAAC ATCTTCTGA 139 

(2) INFORMATION FOR SEQ ID NO: 1257: 

<i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 177 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1257: 
TTACCAnTTA TTTTAACACC ATGTTTAGAC CAATTTGATC TGACTAAATT AATCGCTGTT 60 
35 TGTACCTCCA AATTGTTACA ACGTACACCT TTAGTTTTTC TAAATTAATG TATATTCATC 120 

ACATCTTCTT CAGTTAAGGG TCAAAGTATA ATTTGTCGAA ATTGTGAAGT CGTTGTA 177 
<2) INFORMATION FOR SEQ ID NO: 1258: 

40 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 250 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1258: 
AAGACCAACC GAAATGAATA TCGACATGGA TTAAGCCTAT ATTCAGATGT AAACGGCGAT SO 

50 

TATATTAAAA AGCCAATTAC AGAATGTAGT GGTTAATGAA ATATGCCCAA GAATGGGCTG 120 
TATCACTTAG GTGTATCAAA CTGACCAAAA ATTGGAAGGA CTTTAGGCCA AAAACCATGC 180 

55 
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TTAATTTTTC 250 
(2) INFORMATION FOR SEQ ID NO: 1259: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 170 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1259: 
ACATTTACGG GACATTTCAT TACATCACCC TGCTTTATTT TGGATTATGG CCTAATTTAT 60 
ACTGATAAAT CTAGGAGGTG GAAAAAAGAA TGCCCTGCAA TTTAATTnCA TTTAACCAAA 120 
TAATGAAACA ATAAAAAACA TTATATCGTT ACTTATTAAG TAATTTGGCA 170 
20 (2) INFORMATION FOR SEQ ID NO: 1260: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 313 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1260: 

TTTGTACTCC GATACGTTGT ATTCAGGTTG ATGACACTAG GAATTTGTAA TGATCAATTT 6 0 

CTCTAATTCT TTACAATTGA TAGAATTCTT CGATTTGTGG ATAGACATTC ATATCATTGT 120 

35 CTAATGATTT TTGGTGATTC ATAAATTGTG ACTAAAGCTT GGATGCTTTA GGATTGTAGC 180 

TGAGACACAT GTTGCGTGAC TGnGGATTTA TCAnATAATC TCAATCACGT GATCCnATCA 240 

CATTCATCAG CTCACTAAAT CAAGATGATC GTCGTTTATG GGCGATTAAT GGCGTACCGC 300 

40 CAGTGTCCGC ACG 313 

(2) INFORMATION FOR SEQ ID NO: 1261: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 206 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1261: 
TAGCGATCAT TTAATCAAGG TTAGATTATT TAATGTCAGC ATTACGTTTG ACAATGAACT 60 
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GTTTGAGGTT ATCACAATGC CATTTAACAC TATGCGCACA TGGCTGAACT AATnAGCGAC 180 
GAGATGACTT CAAACCTTGA TTAGGT 206 
5 (2) INFORMATION FOR SEQ ID NO: 1262: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 144 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1262: 

AAGTGTGTAC ACGATAGCTA AACTCAAATA TCACAGAACA ACAAATGTCT TAGTACTTTG 60 
TGCCGGTGGT GGTACAAGTG GATTATTAGC CAATGCACTA ATAAAGCAGC TGAAGAATAT 120 

20 CATnTGCCAG TGAAAGCGGC ACTG 144 

(2) INFORMATION FOR SEQ ID NO: 1263: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 132 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1263: 
ATAACGACAC CTAATGCAAT TTGAATAAAG CAGTAGAATT TGTGGGAATC GATTATTGAT 6 0 

35 AACCGAACTA ATAATCACAG CAAAAATAAA ATTAAAAATG CTCTAATAGT GCCTACATnC 120 
TCCTCAAATT TT 132 
(2) INFORMATION FOR SEQ ID NO: 1264: 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 159 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1264: 
SO TATGTCAATT TCGTAGAATT GGTTTTAnGC GCTATTTAGA ATAGCCATCA GATAAAATCA 60 
TTATTTAAAC GTATAATAGG TCAAAATATA GAGAGTTACT ATACAAATTT CTAACTTTCA 120 
CTTAAAATAA AATATATATA ATTAAAGTGG AGGAGAAGG .159 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 132 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1265: 
ATAGCTCAAG CAATCATTAT GTTTATAATG ATTGTATGGT TCTTTATAGA TGCTTTATTG 60 
ATTAATTAAT AAAAAGCTTA TTGCAAAATA TGTTTTTCGG TAACTGTAAT TTAGTGATTT 120 
15 TATCATTAAC AG 132 
(2) INFORMATION FOR SEQ ID NO: 1266: 



20 



25 



30 



40 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 405 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1266: 
CATGGATTTA TCTTAGCGAT TGGTCTAATT TTACCTTTAG GTGCACAAAA TGTATTTATT 60 

TTTAACCAAG GAGCTAATCA ACCAAAATAT AGATATGTAT TGCCTGCAAT AATTACAGCC 120 

GGGTTGTCAG ACAGCTTACT TATTATTATT GCAGTGGTAG GAGTwTCTAT CATTATTATG 180 

TCTTTACCTG TACTTCAwGC AwTTATTTAT ATAGTTGGTT TAATTTTCTT GATGTATATG 240 

35 GCTTGGACCA TTTGGCATGA TAAACCCTCA ACAGATGGAG AAACTCAAAT TATGTCTCCA 300 

ATGAAACAAG TAAGTTTTGC TTTATCAGTT tCATTACTCA ATCCACATGC TATTTtAGAT 360 

ACAATTGGAr TAATTGGtAG TAGTGCTGCA TTATATAGTG GCnGC 4 05 
(2) INFORMATION FOR SEQ ID NO: 1267: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (xij SEQUENCE DESCRIPTION: SEQ ID NO: 1267: 

TCTTTATATT GCAGTACAAA ATTCGCGTGG AGGTTTAACA CAAGTAGACC GCACAAGATT 60 
TAGCGTCTGA AGGTATTACT GTGTAATGCA TTCGCACCTG GnTATCGTTC AAACACCAAT 120 



55 
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(2) INFORMATION FOR SEQ ID NO: 1268: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 247 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS : double 
(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1268: 

TTTGCCCAAG TGACGTAAAG TACCCAATGT CCATTTGTAC TTGTATCGCC ATCAACAGTA 60 

75 ATCATATTAA ATGTATGGTC AGTCGAAGAT TTTAATAATT GATGAAGTGT ATTCGATTCA 120 

ATCGATGCAT CGTGTTATAA AAGCAAGCAT GTAGCCAATT GGGAATCAAC CCGAnCTTGG 180 

CACACATGTA CGTTACACAT TAGAACnCAA GTGACCGACG GTAATCCTAC CCGCTCAACA 240 

20 CAAGCGC 247 

(2) INFORMATION FOR SEQ ID NO: 1269: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 215 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1269: 
TCATTGTATA TGAGCAGATT GGCTAGGCGG TGGCTGGACT GACGGAATCG ACACCCGGCT 6 0 

35 GGGGTTGGGA AAAGTACAAG ACGCAACATG CTATGATTTT CCTATGTGGT TATCGTCCGA 120 

TTTAAAGTGA GCAGCGCACG GTCAGTCATC TCTCACAGnA CCTAAAAAGA ACAGTAAGCn 180 
CAACCTAAAG CAGTGGAACT TAAAATCATC AAGGT 215 

40 

(2) INFORMATION FOR SEQ ID NO: 1270: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 base pairs 

(B) TYPE : nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



SO (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1270: 

ACAATAAAGA CTATTAAAAG AGATATAGGT TAGATATTAC ACTTTTAGAG CAAGACGGTA 60 
TAAATGCAAG TAAATTCGTG TATTTATCAA TACAGCAGGT nGAGTGAAAG GCCCAGCAG 119 



55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 223 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1271: 

10 

CGTGGCACGT TAAGCGTTTA ACCATAGCAT TAAGATGATT GTCTAGCAGA GGCGATTTGC 6 0 

GGGCTCACTA CAGTGCATGA TGAACTTAAT GCTTCAAATG TAACATTAAA AATAAAAGCA 120 
75 ACGATGTCAC TTCTTACTTC TACATCTGCC ATnTTCGTGA TTTCGTATCT ATCCCGCATC 1B0 
TCATCTTGAA CGTACGAGCC TAATCGCCCn GCGCGATCCT GCC 223 
(2) INFORMATION FOR SEQ ID NO: 1272: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1272: 
3Q TAGTTACAAT ATCTGTCAAT TTCTGGAGAA CCACTAAAGC TATGCATAAT CCCGCCTACC 60 
TCTTCAGCAT GCTCCTCCAA TAAGATATCG GTACAGTCTT GAGnTGCTTC ACGGTTATGA 120 
(2) INFORMATION FOR SEQ ID NO: 1273: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1273: 
TTGCGCGGCA GTAAAATTCA AACTATTGGC GTCATTTTGC CTAGCTTAAC AAATCCGnTT 60 

45 

TTCTCAGCAC TGATGCAAAG TATTCATGAC CATAAACCAT CTGATGTTGA TTTATGCTGG 120 
TTAACA 126 
SO (2) INFORMATION FOR SEQ ID NO: 1274: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1274: 

GATTCTGAAG GATCAATACn ACATGTACAA TTTTGGCGTA GGTGCAAAGG CATCAGGTTT 60 

GCTTGCTAAT CTACATCGAA GCGGCTACCT AAATTAATGA GAAATCACAC TCAGTTAATG 120 

CATGTACTAG C 131 



(2) INFORMATION FOR SEQ ID NO: 1275: 

10 

(i) SEQUENCE CHARACTERISTICS: 
<A) LENGTH: 159 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1275: 

20 TGGAGTATTA CCTCAAGTGA ATACAACATA CCTGTTGGAA GATTTTTCAA AACTTTAATT 60 

GGACCAAGTG ATGCCATTGA TGAGTTAAAT CCTAATAGAT TCAGGTTACC TCGGATGATT 120 

GATACTAATT TGGCCTGGCG CACGCTTTAG TAnTAGTGG 159 



(2) INFORMATION FOR SEQ ID NO: 1276: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 577 base pairs 

(B) TYPE: nucleic acid 

30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1276: 



45 



GAAGTAAATA ATATATAGAA TATAACAGGA 


AATAAAATAG 


ATAATATTAA TGTTGTTTTT 


60 


TTACGCATTA 


TAACTTTAAA TTCGATTTTC 


AAGTAACTTA 


GTATCATAAT TAGATCCCCT 


120 


TTGCTTTTTA 


TTGnTGAAGT ATGAATCAAC 


AATTGAGACT 


tTTTGTATTT CAATATCATC 


180 


CAAATTAATA 


TGAAGTTGTT GAAGATATAA 


AATCGTATCA 


TTTACATTTG AAGTAATAAT 


240 


TTTsATAGTG 


CCATTATGAT TTTyycTGAA 


TAACTAAATC 


ATCTTTATCT AGTTTTAACT 


300 


TTCTTATATA 


TTCATCGGAT AACGTAATCT 


GAGATTGCTG 


ATTGGTTCTA ATATGTGACG 


360 


TTGAATCATT 


AAGTATTATT TCTCCATTTT 


CAATGAGAAT 


AATTTTGTCT GACATACGTT 


420 


CGACTTCTTC 


AATATAGTGC GATGTATAGA 


GTATCGTTCG 


ATTATCTTCT TTTAAATTTT 


4B0 


CAATAATTGA 


CCAAAAATAT TCTCTAATTT 


CTATATCCAT 


AGTCGATGTT GGTTCATCTA 


54 0 
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(2) INFORMATION FOR SEQ ID NO: 1277: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 131 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

w 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1277: 
CTAAAnTAAG GTAATAGTTA CCAAGTACCA TATCTTGTGG ATGGTGTACT ACAGGTTTAC 60 
15 CATCTTTAGG TTCAAGATGT TTTGATGACT GCTAACATCA ACATTCTTGC TTCAGCTTGT 120 
GCCTCTTTTG A 131 
(2) INFORMATION FOR SEQ ID NO: 1278: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 166 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1278: 
GTTTGCGATA TTTTAGGCAG ACAACCTAAC TTTACAGAAA CAGGTATCTT TTCTGTTATG 60 

30 

TGGAGTGAAC ATTGCTCTTA TAAACATTCT AAACCGTTTT TAAAGAATTT CCTACGCAGG 120 
TGCCATGGTT TGGGCTGGAG TCAGGTGCGT TGTGTATAGC TGATnA 166 
35 (2) INFORMATION FOR SEQ ID NO: 1279: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 418 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1279: 

CATAATTATG AAAATGATAT GATTTTTATT AGACCATTTA AAAAAGCATA ATTTAAATCG 60 

AAGGCAGGAC ATTGAAATAT GAAATTTTCA ACTTTAAGTG AAGAAGAATT TACCAACTAC 120 

ACCAAAAAGC ACTTCAAACA TTATACGCAG TCTATAGAAT TATATAATTA TAGAAATAAA 1B0 

ATAAATCATG AAGCACATAT TGTGGGAGTG AAGAATGATA AAAATGAAGT TATAGCTGCA 240 

TGTTTATTAA CAGAGGCACG AATTTTTAAA TTCTACAAAT ATTTCTACTC TCATAGAGGT 300 
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ATTCATTTAT AAAAATAGAG GAGTATTTAT TCTTGTTGAT CCATATnTAA TAGAGAAT 418 
(2) INFORMATION FOR SEQ ID NO: 1280: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 449 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1280: 

75 GACATATCAT AAATTACATG GTGATAAAAT TnTCGGCTAC GATACTAACG GATTCCCGAT 60 
TACCTGGTTT TATCCATTAG GTGAAAAGAA AGTTGAACGT AAGGCACCAA AATTAGAAAA 120 
ATAATTAAAT AAAACAGCTT AATGATGTAA TGAAATTAGT GAGTTAATCA CTGACTTCTA 180 

20 CGTCATTGAG CTGTTTTTTT GTGCTTTGTT ACAAAGCATT ATTGAATTTA TTTTACGTGT 240 
TCATATTTTG AAACATCAAA GCCGTCTTGT TTAGCTTTGT TGATAATGTC TTTGATTGAA 300 
TGTAGTCCTT TATCGGCGAA GTATGATCTT AAGTTGTCTT TTGTAGCTTG GTCAGCATTC 360 

25 

TTATCTAATA ACACATCAAT ATAACTTAAT TCATGTTCTA AGAAGTTTGC ATCATCATGT 420 
AGTACGAGTC CATTTTGAGA ATAAACTTT 449 
(2) INFORMATION FOR SEQ ID NO: 1281: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 289 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1281: 
40 TATTTATATG TACTGATGAT GAAGTTTATT ATCTATCAAG TGGATCAAAT CCGAAATATA 60 
ATCAGTATAT GGGTGCATAT CATCTACAAT GGCATATGAT AAAATATGCA AAATCACATA 120 
ATATTAATAG GTATAATTTT TATGGAATAA CAGGCGTCTT TAGTAATGAG GCGGATGATT 180 

45 

TTGGTGTTCA ACAATTTAAA AAGGGTTTTA ATGCACATGT TGAAGAATTA ATTGGTGATT 240 
TCATCCAACC AGTAAAACCC ATTCCAATAT TAATnTGCCA AACCTnAAT 289 
5Q (2) INFORMATION FOR SEQ ID NO: 1282: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 02 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(A) LENGTH: 137 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1285: 

10 ATTTCGCGTG ACTGGACTTG GATCCGCAAC TTGGTAATTT AAGGAATTCT TGTCATTATA 60 

AGCCCTCCAT TTCATGATTT GATTTGCCAC TCGGTAACCA TTGGGGTTAC AGCTTCACTA 120 

GGGGAnATAC GAACCTC 137 



(2) INFORMATION FOR SEQ ID NO: 1286: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 594 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1286: 



30 



40 



GCTATTGATT 


ATGGTTAGCm 


TGTTGTTCwC 


TTTACTCATT 


GTTCCTTGGt 


TAAGCTCrAA 


60 


AAAAGCACGT 


ACTTTAAAGA 


AACATGCAGC 


TAATGAACAG 


GCCCGATTTT 


TAAATCATTT 


120 


TTATGATTAT 


AAAGCTGGTA 


TGGATGAACT 


ACGTCGATTT 


AATCAAATTA ATCATTATCG 


180 


AGATAATTTG 


ATGGCTAAAT 


TAAATCATTT 


TGATAAATTA 


CAACTTAAAG 


AGCAACGCTT 


240 


TTTAACGATT 


TATGATTTTA 


TATTAAATAT 


TATTGCTATG 


CTTTCGATTT 


TTGGTAGTTT 


300 


AGTTCTAGGA 


TTAATTCAAA 


TTAATGCAGG 


CCAACTAAAT 


ATTATTTATA 


TGACGAGTAT 


360 


AGTTTTAATG 


GTCTTAACTT 


TATTTGAACA 


AGCTGTACCA 


ATGACAAATG 


TCGCGTATTA 


420 


TAAAGCGGAT 


ACTGACCAAG 


CATTGCACGA 


TATTAATGAA 


GTGATATCTG 


TACCTTCTAC 


480 


TAATGGAAAA 


AAACGTCTTA 


ATGATAAGTA 


TGATGCAACG 


AACATTTATG 


AAGTTAAGGA 


540 


TGCTAGTTTT 


AAGTATTGGA 


ATCAGCAAAC 


GTATGTnTTG 


TCGGATATTn 


ATTT 


594 



[2) INFORMATION FOR SEQ ID NO: 1287: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 233 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1287: 
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TGAAGTAGTA ATAAACCCGG AACCCTAAAA CTGGATGGAG GATGAAACCA AAAAGGAACC 120 

5 AGCCAAGCCA AATTGGGGAA ACCAGGACGG CCCAATGGAG GTCCAACCAA TCCAAACCCC 180 

ATTCCGCTAA TGnCTATGGG TCCCAATTAG GAATCCAATG GATGGATGGA TTn 233 
(2) INFORMATION FOR SEQ ID NO: 1288: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 132 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1288: 
AATCCCTGTA CGTTCGTAAA GCTAGCTGGn TAATAAAAAA GAGTCTGGAA AGTAGGCAAC 60 

20 

AATCAATGAC AATGAGCAGA TCCAATCGCA GTATGCTTAC TCGTGTAAGA AACGCAAACA 120 
TGGTGCGTCA CG 132 
(2) INFORMATION FOR SEQ ID NO: 12 89: 

25 

■ (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1289: 

35 TATCTGATAA TTCTGTACCC AGGCGTTTTA ATATGTTTAT CTGGTGTCAT GATACATAAA 60 

CATTGTACCT TTAGGTCATA CGATGTCGCA AATAACTGCT CTTGCCGTTA CAACACCATT 120 

ACGGTTATAC ACTTnTAGCC AATCATTATC TGGG 154 



(2) INFORMATION FOR SEQ ID NO: 1290: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 5 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1290: 

50 

AAAAGTGGCA CATGCGGCTG TAAAGTCCTC TGTTTCTGAT AAATCATAAC CTATATACAT 60 
GTCTACCTTC CAACTCATCT AAGAAATAAG TCATATTTTT TTGAATGTTG GATAATCAAT 120 

55 
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(2) INFORMATION FOR SEQ ID NO: 1291: 
(i) SEQUENCE CHARACTERISTICS: 

s (A) LENGTH: 360 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



70 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1291: 



15 



CTTAATGCTA 


TATATTCTTT 


GTTTTTGATA 


CCATTTCATC 


GTCTTCTCTT 


GATTTCTAAA 


60 


CAATTTAGAA 


AATAAAAGAA 


TATACGCTTC 


AGACTTATTA 


AAACCCGCTA TATCATCTTG 


120 


ATATTGTATT 


AACAATTGAG 


TAAAGCTGTG 


TATTAAGTCA 


TCTTTCTTCG 


ATGCAATGGT 


180 


AGTTAATGAT 


TTTACACGAT 


AAGCATATTT 


ATCTGTAAAT 


AACTTAGCAA 


CTACCCCACC 


240 


TAAATCATGT 


CCTAGAATAT 


GTGCCTCATG 


AATATTTAAC 


TTCTCCATTA 


GAATTTTTAA 


300 


ATCCTCAACG 


TGATCGTTTA 


AATCGTATGA 


TTCACTTTTA 


GAAGACTTGC 


CATGAcCTCT 


360 



(2) INFORMATION FOR SEQ ID NO: 1292: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 164 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



40 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1292: 
TGTGTTAGTT GTTTATGTTG TTGATATATA CTGCTCGTGC ACATGGTACC CAGACGATTC 60 
AACGnTGAGT ACACAAAATA CAAAATCTAC GGCACATGGT ACCGTTTATA AAAGATGTGG 120 
AACCTTACTA GCATTTGTTG AGAACGCTAC ACGTTTAAAT CAAG 164 
(2) INFORMATION FOR SEQ ID NO: 1293: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 132 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1293: 
TTAATTTTCT ATATATTTCT TAGGTTATAT TGGTATCTAT GCCAGTAAGT GACATGACGT 60 
TAGATCATTG AATCCAAGAT CGAnACATTG GGACATATTT ATTAACGACA TGGCTTCAAC 120 
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(2) INFORMATION FOR SEQ ID NO: 1294: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 213 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

w 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1294: 
GTCATGCnTA ACAGGTGAAT ACCTAGTAAT TCAGATATTA TCATTTATAT ACCCTCTTAT 60 
75 ATTTTAGTGC ATTATCTCGA AATCGAGATA CTTAATGTAA ATTTTTAGTG CAGCCTACAC 120 

TTCGTGATTG GGCAnTAGTT CTTAAACGCT GTGGTAAGAT GTTAATTCAT CCTTGGTTAA 180 
CACACAAACG CTTGGTTAAT GCTCAGCAGC TAG 213 

20 

(2) INFORMATION FOR SEQ ID NO: 1295: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 163 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1295: 

AAGAAGTTTG AAGTCTATGA AAACAATCAA AAATTGCCAG TGAGACTTGT ATCATATAGT 60 
CCTGTACCAG AAGACCATGC CTATATTCGA TTCCCAGTTT CAGATGGCAC ACAGATGAAA 120 
TGTTTCTCGn CCAATGAGAG GGAGAACATA GTATCAATAG ATG 163 
(2) INFORMATION FOR SEQ ID NO: 1296: 
(i) SEQUENCE CHARACTERISTICS: 

40 (a) LENGTH: 207 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1296: 
TAGCTTTAAT ACATTCTGAT TTTTAAACGC TTCGAAATGT TTTCAGTAAC TAATTTTGCC 60 
50 ATAATCCCAA AAACTCCTTG ATTATTAACT GCnTTTTGAT TGGCTACATT AAGGCTTTAT 120 

ACACATCAGC TCACCATGCC CATATCTACT AATGGTTATA TCCCTAGAGT CCCAGCGATA 180 
TAACATCAAC GCTTACnGGA GTTTCAG 207 

55 
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10 



15 



55 



ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1297: 
ATGGCATCGG TTGGTTATGA AAAGnCAAGC CATGGGGAGG CCATATTTGG GGTGGAATCA 60 
TACCTGGAAC CTTTGGTGCC TACCACCAAT TGGTAACGGT TTTACCATCG GATTTTTAGT 120 
GATACAGCGA TATGTTTTGT ACAGG 14 5 

(2) INFORMATION FOR SEQ ID NO: 1298: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 

. (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1298: 
TCCAAAAGTT AAAGGTCAAT TGAAACAGAn AAAGCTTATT ATGTCTGGAA AAGTATTAAA 60 
AGTAATGGTA TCAAATGACA TTGAACGTAA TCATTTTGAT AAGGCATGTA ATGAAGTCTT 120 

30 

TCAAGCGTTG AATTGTGGT 139 
(2) INFORMATION FOR SEQ ID NO: 1299: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1299: 
GATATTGGCA ACCTTCAGCC GATGACCTCA TGGCAAATGA TTGGGAAGTT ATAAACCCAA 60 

45 

CTAGAGACCA GGAATTATTG AAGCAATTAT AGAAATGCTA TCAATGATAC TTTTTAAATT 120 
GTTTTTAAAC TCATTTTCAA AGTAAACAAC AGTCTTGTCT GAAATTGTTA CATGATAAAT 180 
SO AGTGTTACTA GCATACACGC CGTTTAGGAA CCCAGAGTTT TTAAGTTTAT TTAAATCGTA 240 

TTTTACATCT TCGAAATGTA GTTTTTGAAA ATACTTTGTA TGTATATCTT TAGCACTTCC 3 00 

AAAATTTATT GGCAGGTTAA TTTAATCGAA CCTAACTTTA CACATTCTAA ATAATCTTTG 360 



1910 



EP0 786 519 A2 



20 



25 



(2) INFORMATION FOR SEQ ID NO: 13 00: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 693 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 00: 
CTACAGTGCA ATTTAACCAT GAAGTTGTTG ATTTTGAACA ATTATCAAAT GGTCAATGGG 60 
is AAGTTACTGT TAAAAATCGC CTAACTGGTG AGAAATTCAA ACAAGTAACT GACTACGTAT 120 
TCATCGGTGC TGGCGGTGGA GCAATTCCAT TATTACAAAA AACAGGTATC CCTGAAAGTA 180 
AACATTTGGG TGGATTCCCT ATCAGTGGTC AATTCTTAGC TTGTACAAAC CCaCAAGTTA 24 0 

TTGAACAACA CGATGCCAAA GTTTATGGTA AAGAGCCACC TGGTACACCA CCAATGACTG 300 
TACCTCATTT AGATACGCGT TACATTGATG GTCAAAGAAC ATTATTATTT GGACCATTTG 360 
CTAATGTTGG ACCTAAATTC TTGAAAAATG GTTCTAACTT AGATTTATTC AAGTCTGTTA 420 
AAACATACAA CATTACAACT TTATTAGCAG CAGCAGTnAA AAACTTACCT TTAATTAAAT 4 80 

ACTCATTTGA CCAAGTAATT ATGACAAAAG AAGGTTGTAT GAACCACTTA CGTACTTTCT 540 
30 ATCCAGAAGC ACGTAATGAA GATTGGCAAT TATACACTGC TGGTAAACGT GTACAAGTTA 600 

TCAAAGATAC ACCTGAACAC GGTAAAGGAT TCATCCAATT CGGTACAGAA GTGGTTAACT 660 
CACAAGACCA CACTGnAATT GCATTATTAG GTG 693 
35 (2) INFORMATION FOR SEQ ID NO: 1301: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 471 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1301: 

45 

CATACTTGGG TAATGCTGCC CATGGnACGC TGGnACAAGG TAAAGTTGCA CGTTTAATTT 60 
GTGnATGTAT ATAAAACAGA TGGGAACACC ATTTGAAGGG GATCCTCGTG CAAACTTAAA 120 
50 ACGTGTATTA AAAGAAATGG AAGATTTAGG cTTCACAGAC TTTAACCTAG GACCTGAACC 180 

AGAATTCTTC TTGTTTAAGT TGGATGAAAA AGGGGAACCA ACTTTAGAAC TTAATGATGA 240 
TGGTGGATAT TTCGATTTAG CACCTACAGA TTTAGGTGAA AACTGTCGTC GTGATATTGT 300 

55 
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TCAACATGAA AtTGACTTaA ATATGCAGAT GCTGTTACAG CATGTGATAA TATCCAAACA 4 20 

TTTAAATTGG TTGTTAAAAC AATCGCACGT AAACATAATT TACACGCAAC A 471 
5 (2) INFORMATION FOR SEQ ID NO: 1302: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1302: 



20 



CATGTGATTA 


AGAACGTTCA 


CTGATGAATT 


TTTGATGATC 


GTTCGGTTTT TGTTTGGATT 


60 


TTAATGATTA 


TTTATACAAA 


AACAGCCGTA 


TTTCAAGCCG 


TACATTTTAA ATTTAACTAA 


120 


ATTTGCATCT 


AGTTAATAAT 


TGCATTTATC 


AAATTTGTCT 


TATTGATCCA ATCTAATTTG 


180 


TACTCACAAA 


CTAGTTTrAA 


ATTCTAACTT 


TATCTCTCAG 


TTCGTTATCA ATCATCAGAC 


240 


ATAAACCAAT 


GAAGCAATCA 


GAAAACACTC 


TAATTTTCTa 


TTAGAAATTT GnTTTAATAT 


300 


AAAAAAACAG 


GCTTACTTCA 


TATAATTTAT 


GAAATAAACC 


CGTCAATTTT TGTTTAATAT 


360 


GCTTGGTGAT 


CTnTTATTCT 


GCGTAATAAT 


GCTAAACCTG 




400 



(2) INFORMATION FOR SEQ ID NO: 1303: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1303: 

AAAAGCTTAG TTGAACTTTC AACGTATCTT AGCTACTGAA GGTGCAGAAG TTTTAGAAGC 60 

AAAAGACTGG GGTAAACTnC GCCTAGCTTA TGAAATCAAT GGATTTCAAA GATGGGCTCT 120 

ACAACATC 128 



45 

(2) INFORMATION FOR SEQ ID NO: 1304: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 base pairs 
50 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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10 



15 



20 



25 



30 



TCCTTCGGAT TCTAAATGGC ATTGGACAGT GTTTACAAGC TCGCATTTCT CCACTTTTTG 60 

CAATTTCTTT TACAATTTCT AAAGCTTCAT CAAAGTTTCC TTCAATAGnA AACGATTTCT 120 

GCACCATACA TTACTGACTT G 141 
(2) INFORMATION FOR SEQ ID NO: 1305: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 162 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1305: 
GACTGGTAAA CACTAAGTGA ATTAGCTGGA CAATGAAAAA TATCCACAAT CATTAATTAA 60 
CGTACGCGTA ACAGATAATA TCGGTTGAAG AAATGTTGAC GTTAAGAGTT ATGACTAAnT 120 
AGAGTAGAAT GATGGTGAGG TCGATTTTAG TAGACTCTGG AC 162 
(2) INFORMATION FOR SEQ ID NO: 1306: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 282 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1306: 
35 TTCTTAGTTG CTCGAACTAA TAATTTGCTT AATAATGATs TAGCTGTTAT TGTGTCATAT 60 

TCTAAAGGTG CCATAAATTT AAAAACTATA GTAGTTGTTT TAAATTTAGT TGTTGGTGAA 120 

ACTTTGATAT GTATATTTGG TTGAGATTGT CTACTCAAAT ATATAGCCTC CTCTATATCT 180 

40 

TCTTACATCT ATATTTTTCT AGTGATTTTA AATTGAACTA AGCTATTTTT CATATAATTT 240 

AATGAATACA AAATAGGTTC ATCTGATTCA TTATAGTGCG TA 282 

(2) INFORMATION FOR SEQ ID NO: 1307: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1307: 

55 
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AAGGAAAAAA CCCTTGGCCT TTGGAAAAAA CCCAAAAGGA AAGGGGTTTA AAAAAAAAAA 120 

AAGTTTAACC CGGTTGGCCC CAATTCCCGC CCGGGGAACC CAAAAGGAnT TTTAAAAAAG 180 

GAAACCCAAT TCCCGGCCGG AAAAGGGTTT TTAAGCCCAA CCGGATTTTA AGGAAAACCA 240 

TTTTAAGATT ACCTGGGAAA AAAAACCGTT TAGGAA -276 



(2) INFORMATION FOR SEQ ID NO: 1308: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 692 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 130B: 



20 


TGTATTTAAT 


GCTCGTACAC 


ACAATTACAA AACTGCAAGA GAAAAAGCAT TGAGTAATAA 


60 




TCATATTCCA 


GAAAATGTAT 


ATGACAATCT 


AGTAAAAACT GTACATAAAT ATTTACCATT 


120 




GCTACATAGA 


TATACTGAAT 


TGCGCAAAGA 


ATTGCTAGGT TTAGATGACT TGAAAATGTA 


180 


25 


TGATTTATAT 


ACACCATTAA 


TTAAAGATAT 


TAAGTTTGAA ATGCCTTATG AAGAAGCTAA 


240 




AGAGTGGATG 


TTAAAAGCAT 


TAGAACCAAT 


GGGTGAAGAA TATTTAAATG TAGTTAAAGA 


300 


30 


AGGCTTArAC 


AATCGTTGGG 


TCGATGTCTA 


TGAGaATAAA GGTAAACGTT CAGGTGGCTA 


360 


TTCATCAGGT 


GCACATTTAA 


CTAATCCATT 


TATTCTACTT AACTGGTCTA ATACTATTTC 


420 




AGACTTATAC 


ACATTAGTTC 


ATGAATTTGG 


GCaTTCaGCA CATAGTTAcT TCaGTAGAaA 


480 


35 


ATTCCaACCg 


TCaAATTCtA 


GTGACTACaC TATTTTTGTC GcTGAAgTTG CaTCAACTTG 


54 0 




TAACGAAGCA 


CTTTTAAGTG 


ATTATATGGA 


TAAACATCTT GATGATGAAA AACGCTTATT 


600 




ATTATTAAAC 


CAAGAATTAG 


AnCGTTTCAG 


AGCTACATTA TTCCGACAAA CAATGTTCGC 


660 


40 


AGAATTTGAG 


CATAAnATTC 


ATGCAATTGA 


AG 


692 



(2) INFORMATION FOR SEQ ID NO: 1309: 

(i) SEQUENCE CHARACTERISTICS: 
4S (A) LENGTH: 151 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1309: 
GGACTATTCG ATGATAGCTT TTTTGACTGG ATTTACTAAA ATGAAAGCAA GTACTATATA 60 

55 
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atCGAGTAAT ATCTATATAT GACATTTTAA A 151 
(2) INFORMATION FOR SEQ ID NO: 1310: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1310: 
75 TGTGCATTTG ATAATATTCA CTATGATTCG TGGTCATTCA CATCGTCTAC GCTCACCGGT 60 

CTAAACGTAC CTAACCCAAC ATGTAATGAA CAAATGCGAT ATTAnCACCT TTATT 115 
(2) INFORMATION FOR SEQ ID NO: 1311: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 164 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1311: 
CACCCAACTG ACCTCAATGG TATAATGCAT TTGTGAATAC CGAATATCAT TGGAATATCT 60 
CCTATCATAG GAATATAATA TGTATATATC TTCGTAATCn TGTTCATTTT TAAGAAAATC 120 
AATAGAAGTG TATCGATTAA AACTACATTT GAACCATTAC TTTG 164 
35 (2) INFORMATION FOR SEQ ID NO: 1312: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 base pairs 

(B) TYPE: nucleic acid 
4Q (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1312: 

GAGGAAAATC GAAGTGAAAT TATTAAAATA TGGCGATGGT GGAATACGAA TAGATGGTGG 60 

TTTAATAGGC GGCTTTATTC GGGTGTTATT GTATGTAAAG TGAAAAATTT AAnCCCATTT 120 

CAAATTGGTG ATATCGTTGC G 141 

(2) INFORMATION FOR SEQ ID NO: 1313: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 



1915 



EP0 786 519 A2 



w 



15 



20 



25 



(C) STRANDBDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1313: 
AATTGGTATT ATGCATAGTG CAATGGATGC TGGTATTAAA nTCCAGAGGA TTACAATTAT 60 
TAGTTTCAAT AATCACGATT AGTTGAGATG GTTAGCCACA ACTTTCTAGT GTATCACCAT 120 
TATATGTATC GGT 133 
(2) INFORMATION FOR SEQ ID NO: 1314: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 629 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1314: 
TTGCAATTAG AATGCTGTTT CACCCCTTTA AACCATACTA TATATTTAAA TTTAGAGTCC 6 0 

CATTTACACC AGGTTTAATA CCGAAAAGAC GCGAAGAAAT TGCAACTAAA ATTGGCCAAG 120 
TGATTGAAGA GCATTTGCTT ACAGAAACTT TAATTAATGA AAAATTGAAA AGCGAGCAAT 1B0 
30 CACAGCAAGC AATAGAATCT ATGATTCAAC AGCAGTTACA AAAGTTGACG AAAGATCAAT 240 

TGTCAATAAA ACAAATTACT TCTCAAATCG tATTGATTTA GAACAAGTAT TACaAACTAA 300 
TGGAAATCAA TATATTGAAT CACAATTgAA TAATTATTAT aCAAAGCaTC AAAACCAAAC 360 
35 AATAGCATCT TTATTGCCAA ATCAACTTGT AACATTTTTA AATCAGCATG TAGATAACGC 420 

AACAGACTTA TTATGTGATC GTGCAAGGAA TTATTTATCA TCTGCAAAAG GCACACAAGA 4 80 

TATTAATGAT ATGTTGGATA CTTTTTTCAA TGAGAAAGGT AAGTTAATTG GTATGTTGCA 540 

40 

AATGTTTATG ACAAAAGAGA GTATTGCAGA TCGCATTCAA CAAGAACTTA TACGTTTAAC 600 
ATCTCATCCT AAAGCAAGAA CAATTGTGA 629 
(2) INFORMATION FOR SEQ ID NO: 1315: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1315: 
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ATACAGGTAC GTTCGTTATC AATGGTGCAG AACGTGTAAT CGTATCTCAA TTAGTTCGTT 120 

CACCATCCGT TTATTTCAAT GAAAAAATCG ACAAAAATGG TCGTGAAAAC TATGATGCAA 180 

5 

CAATTATTCC AAACCGTGGT GCATGGTTAG AATATGAAAC AGATGCTAAA GATGTTGTAT 240 

ACGTACGTAT TGATAGAACA CGTAAACTAC CATTAACAGT ATTGTTACGT GCATTAGGGT 300 

TCTCAAGCGA CCCAAGAAAT TGnTGACCTT TAAGGGGACC AATGGAATAT nTACCGTAAT 360 

10 

ACCTTTAGGA GGAAAGACCG GCACCTGAAA CCACTGGAA 399 
(2) INFORMATION FOR SEQ ID NO: 1316: 

r5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 778 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1316: 



25 



35 



45 



ATAAACATTT 


TAAnATGTAA 


TTnAGAAATT 


TTTTTAGTAC 


AAAATCTTTC 


TTAATAATGA 


60 


TTAAGGAGGT 


CAGTAATGAT 


TGAAATTAAA 


ACATTAACGA 


ATAATGATTT 


TAATGAGTAT 


120 


AAGAGACTTG 


TTTCGACAGT 


CAATGAAGAA 


TTCACTCAAG 


ATTCACATTA TAGTCAAACA 


180 


ATGACtGACA 


CCTTAATACA 


TGACATTTTA 


AATCAAGGTT 


CACCGAAATG 


TATTGTATTT 


240 


GGCTGTTATG 


AAAACGAAAC 


ACTTATCGCA 


ACAGCTGCCT 


TAGAACAAAT 


TCGATACGTT 


300 


GGAAAAGAAC 


ATAAATCATT 


AATTAAATAC 


AACTTTGTTA 


CTAATAACGA TAAATCGATT 


360 


AATAGCGAGC 


TCATTAATTT 


CATTATTAAT 


TATGCACGGC 


AGAACAATTA 


CGAATCTTTA 


420 


CTTACATCAA 


TTGTGTCAAA 


CAACATAGnn 


GCTAAAGTTT 


TCTATAGTGC 


ACTAGGATTC 


480 


GACATTCTTG 


GTTTTGAGAA 


AAATGCAATT 


AAAATCGGAA 


ATACCTATTT 


CGATGAACAT 


540 


TGGCTTTTTT 


ATGATTTGAT 


TAATAAGTAA 


TACAGTTTTA 


TATATTCTAC 


rTTTCTCATA 


600 


AATTCAAATC 


ATATAGGTTC 


TATTTTTCAT 


ACAACTACTC 


TACTATTGAG 


TAGTTGTTTT 


660 


TTATTTGATA 


TGATAACAAT 


AAGTTTTTTT 


CAGAATATTC 


TATGTTTTAG 


GGGTGTCAAA 


720 


ACTTAATGGG 


TAACCGCAAT 


TATTCATGGA 


nTTATCnTAA 


GCGATTGGGT 


CCTAAnTT 


778 



(2) INFORMATION FOR SEQ ID NO: 1317: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 4 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 1320: 
TAGTGTCCAA ATGAAAGTGT GGCTACCTAT AGCTGGTCCA TGAAGCTTTA TTTTTAACTG 60 
w GTTTGTACAA TATTTAAATA TCAAAATCTT CTCGCGnTTT GGACAGTTTT TTTGGTATTA 12 0 

ACCATTAATA AACGGAAAGA 14 0 

(2) INFORMATION FOR SEQ ID NO: 1321: 



15 



20 



30 



40 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1321: 
25 CTTATTATAT AATTCTAATC CTAGTACATT ATACATTTTA TCAAATAGTC AACTGGATAA 60 

CTTTGAAAGT GAATGATnCT TTTAAAATAA AGAAGATAAT ATAAAGTGCT TGATAATGGA 120 
TTTGTAGTTG ATGATTTAAA 140 
(2) INFORMATION FOR SEQ ID NO: 1322: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 185 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1322: 

TCGTTGCAAC ACAGGCACTA TTTTACCTTT ATATGTTGTA ATAGTTTGAT TGCTGCCATT 60 

TAAACAACCA CCTTTCTTAC TCCACAAATT TACCATGAAT AGCGCGCGCG CCATAGCGGG 120 

45 ATACTAAAGT GTTCTGCACC TTGCCTGTCT CCTTCAAnTT TCGATTACTG TAGAGCACAA 180 

GTACG 185 
(2) INFORMATION FOR SEQ ID NO: 1323: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1323: 
ACCTGCAATT TTCGTTATTC AAAACAATAA CTATGCAATT TCAACACCAC GGAGCAAGCA 60 
AACTGCTGCT GAAACATTAG CTCAAAAAGC AATTGCTGTA GGTATTCCTG GGTATCCCAA 120 
GTTGGTGGTA TGGTGCGGTA nTTGGTTT 14 8 

(2) INFORMATION FOR SEQ ID NO: 1324: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1324: 

20 

GAAAGCATTG ATGGACAAAG ATGAACCACC AAATGAATGG CGATTAGATT CCAATTGATA 60 

TGGCTCACGG AAAATTTATG CTACAATTGC GTCCAGTAAA CAGTGGCACT AATAGTCCAC 120 

TTAnGCTCCC TAGTGGATGA A 141 

(2) INFORMATION FOR SSQ ID NO: 1325: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 204 base pairs 
30 (b) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1325: 
TTATACTATC GTGAAGGGTT TATTACTCAA TTAATGCCTA AAAAGGATAA AAGTTATTTA 60 
GTTATTGATA ATTTTAATCG TATAGATACA GACATTTTCC AAACGTATAT TAATGTGTTA 120 

40 

GAAGGCTATG AAGTAACATT ACCACGTTAT AATAAAGACG GTAATATGAT TAAATGGTCA 180 
CGACAAAAAG ATTCTTTCTA TTAT 204 
45 (2) INFORMATION FOR SEQ ID NO: 1326: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 147 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
>; (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1326: 
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TTTGTTAAAA GTCTTCATTT CGGATGAAGC TTTATCTATT GAACGCTCCA AATTATTTAA 12 0 

AGCAGCTTTT TCTTTATTAA CAGCTGT 147 
(2) INFORMATION FOR SEQ ID NO: 1327: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 530 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1327: 

CATTnAATGA AGAAACTGAA CCCnGAACTA TACGACGCAG AAGGCAATTT AATTAATAAT 6 0 

AGTAAAACAT CCAGCTTAAT CCATTGATGT GTTATAAAAG TGAAAAGCTC CAATCAAAGT 120 

TGACGCTCAA ATAGTTTAAC TTTGATCGGA GCTTTTTTAT AATGTATACC GAAAGGTTCA 180 

AATATTATAT AATGGTAGAA TTGAAAGAGA ATATAAAAAA GTGAGGATAT AAAATGAAAG 240 

TTAATCCTAA TAATATAGAA TTAATCATTA GTGCAGTAAA AGAAGAACAA TATCCAGAAA 300 

CAGAATTGTC TGAAgTGCAC TGAGCGGTCG ATCTAATGTA GGTAAGTCTA CATTTATCcA 360 

ATAGTATGAT TGGCAGAAAA AATATGGCAC GTACATCACA GCAACCCGGC AAAACGCAAA 420 

30 CGTTAAATTT TTATAATATA GATGAACAAC TTATTTTTGT GGATGTTCCA GGGTATGGAT 480 

ATGCTAAAGT AAGTAAAACA CAACGTGAAA AATTTGGGAA AATGATTGAG 530 
(2) INFORMATION FOR SEQ ID NO: 1328: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 153 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1328: 

4S AAGAAAGTTT GATCTAGGCC AACCTTTCTA ACAACGATAC GACAGTTTAA TAATGTCTCA 60 

TATCTTGACT TCCCATGATG ATATGGTCGT TAATCACATC AATGACTTAA ATCTGGATnA 120 
ATAGATGCGA ATGGATCTTG AAAAATCATT GTA 153 

50 (2) INFORMATION FOR SEQ ID NO: 1329: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 
55 (C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1329: 
TGTAGTTCGT TTGTGCTCTA ATTAAACGGT CGAAACCATG GATTAGACCT GCGATTACAA 60 

5 

CTGCAATGAT ACCTGAAGCA TGAACTTCTT CTGnTAAAAA GTATACGACA AAAGG 115 
(2) INFORMATION FOR SEQ ID NO: 1330: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1330: 
AACAAGTTAT CTACATCTGC TGATAGGCAT ACTATTACTA ATAAATAATG CATCTTTTTG 60 

20 

CCAGATGTTT TCTTAATCAA TTGCACCAAC GAATGGCACT CTCATCTGTA Gn 112 

(2) INFORMATION FOR SEQ ID NO: 1331: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 203 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1331: 



TTCATTGCAG ACAnTTGGTG AACCATGTGG ACGAACTAGT CCTAGATTAA GATAAGAGAT 60 

TAGTGAnCAT TGCCACCACT GCAATTAAAC ATTCTTGGAA AAATTAACTT AAGTTAGAAT 120 

CTTAATGCAT ACAGATACGG CGAAGATGAT GCCAAAGAAC GTCACGACTT TATGATGATG 1B0 

ACTGAACCCA GTTTTTACGG AAG 203 



40 

(2) INFORMATION FOR SEQ ID NO: 1332: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 269 base pairs 
4S (3) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



^0 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1332: 

ATGATGTACT AATATCTAAT AAGCTTGCTA AGTCTTGAGA CCTCATTTTA ATCACCTTTT 60 



55 
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GACTATCTAT TTCTGTTAGT ACGTTTGACA TATTAATCAC TCCaCyTTAA CGCAaTAwAw 1B0 

TTTAwTAGCG TTGGCTATTG TTGTTTAACG CGATGGriATT TACAACTTGT AACGTAAGAG 240 

AATGAAAAAT AAGCTGnATA TGTTGTTTG 269 
(2) INFORMATION FOR SEQ ID NO: 1333: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1333: 
TAGCTTTTGC CCAATATGGT GAATCATGCG CCGTTCTGTA ATAATCTTCA CTTGGCATTC 60 
20 TTGGAATTTG AACAACATCC TGTTCATTTT TATAGAnTGC TTAAATGGTA CAGCTGAAAA 120 

ATCAAAGTAA TGTCCTTTTC TG 142 
(2) INFORMATION FOR SEQ ID NO: 1334: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 211 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1334: 

35 ACTGATGCCC AATATGCATC TTGnCAATTG CAGGTGTGCA TGACTAAACA CATGACAAAT 60 

CTGCCTGACT TTTTGCTGAC CCATAAATAA TTGGnCTAAC TTTTTGCATC TTGATCTTGC 120 

ATCCTTGCCT TCCTATTTAA AATGCTACAA ATAAATTTGC CGGCGAGTGA ATTTTAATGT 180 

40 TTTACAACGC TGTTCAATAC CTGGGAATAA G 211 

(2) INFORMATION FOR SEQ ID NO: 1335: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 129 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1335: 
CTTGAATCTC TTGTGCCTCT GTGATGTATC ATCAAATTAT TTGCACTGCT TCTTCTTTTA 60 
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TCCGCTCGC 129 
(2) INFORMATION FOR SEQ ID NO: 1336: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 633 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION : SEQ ID NO: 1336: 

r5 CATGATGGCn TCTTACCAAA GGCGATTTTA AGAGCAATGA TACCAAGATA TTTTTAATAC 60 

TGATCAAAGT TCAGGTGGTA GCACAATTAC ACAACAACTT GTTAAAAATC AAGTTCTTAC 120 

CAACGAAAAA ACATATAGTA GAAAAGCAAA TGAATnCGCC TAGCAATTAG ATTAGAACAC 180 

20 CTACTCTCAA AAGATGAAAT TATATATACA TATTTAAATA TAGTTCCtTC GGTAGAGATT 24 0 

ATAATGGCGC TAATATTTCC GGAATTGCAT CCGCTTCATA TAGTCTATTT GGTATTCCAC 300 

CAAAAGATTT ATCAATTGCA CAATCTGCAT ACCTTATCGG TTTGTTGCAA AGCC CATATG 360 

GCTATACACC CTACGAAAAA GATGGAACGT TAAAATCGGA TAAAGATTTG AAATATAGTA 420 

TTCAAAGACA ACATTATGTA TTAAAGCGTA TGTTAATCGA AGATCAAATC ACTGaAAAAG 480 

AATACAACGA CGCATTAAAA TATGATATTA AATCACATTT GTTAAATCGA AAAAAGCGTT 540 

AATTGATGCT CACTTTTTAA AGTAACCACA ACAATGAATC CAAATATTAA AAACAGCAGT 600 

AAGATTATTT TCAATTAGAA AATTTCTCAC TGC 633 
35 (2) INFORMATION FOR SEQ ID NO: 1337: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 317 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1337: 

45 

ATCAATATTT AGCAGTTATC ATTATGCTTG AACGGGTGGT AAAGGCGGAG AAGTCATCCA 60 

CTTTTTCCTA TACTACAAGG ACCTTTACTT TAAAACAACG AATTTACAAA ATAAAAGGCA 120 

so TAATTTCTTT TCTGTCACAT CGCTCATTCT AACTACTAGA CTTTTAAAAT CGTTCCTGTA 180 

ATTTAAACTC AATCAACTnT CAATTAATGA TGCATAATAT GATTATAAGT ATAGTAGTTA 24 0 

ACTTCAAATA TCTTAGAAAT GTCCTGTACT ATATCTCTTT TATTCTCAAA AGTCATAGGT 300 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1341: 

GCTTCAGGTC AATTAAAACG TTCAAGAGCT TTCACATCTC ACTTATTCGC AAACAAGAGC 60 

5 

ACTAAACAAA AACGTCAATT ACGTAAAGCT AGATTAGTGT CTAAGAGCGA TATGAAACGT 120 

GTAAAACAAT TATTAGCATA CAAAAAATAA GAACAAATAC AGAAATCGGT AGGAATTACC 180 

10 TAAGGAGGAA TTTTTTATGC CACGAGTTAA AGGTGGAACA GTAACAAGAG CGCGTCGTAA 240 

AAAAACGATT AAATTAGCTA AAGGTTACTT CGGTTCAAAA CATACATTAT ACAAAGTAGC 300 

TAAGCAACAA GTAATGAAAT CAGGTCAATA TGCTTTCCGT GACCGTCGTC AACGTAAACG 360 

15 TGACTTCCGT AAATTATGGA TTACACGTAT CAACGCAGCA 400 

(2) INFORMATION FOR SEQ ID NO: 1342: 

(i) SEQUENCE CHARACTERISTICS: 
20 < A > LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1342: 
GTTGAACAAG GGCAACAAAA ATTTCGAGCG AAACAGATTT TTGAATGGTT ATATCAAAAA 60 
30 AGAGTAGATT CGATTGATGA AATGACGAAC TTATCGAAAG ACTTACGACA GCTTTTAAAA 120 

GATAACTTTA CTGTTACAAC TTTAACAACT GTAGTAAAAC AAGAAAGTAA AGACGGTACA 180 
ATTAAATTCT TATTTGAATT ACAAGATGGC TATACAATTG AAACTGTTTT AATGAGACAT 240 
GATTATGGAA ATTCAGTATG TGTAACGACA CAAGTAGGTT GTCGCATCGG ATGTACGTTT 300 
TGTGCTTCTA CACTTGGCGG CTTAAAAAGA AACCTTGAAG CTGGCGAAAT TGTTTCACAA 360 
GTTTTAACAG TTCAAAAAGC CCTTGATGCT ACAGAAGAGC 400 
(2) INFORMATION FOR SEQ ID NO: 1343: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1343: 

GAAAATTTCA TCAGGTGTTG GCgTGGAACG TACATTCCCA TTACACACAC CAAAAATTGA 60 
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TTTACGTGGT AAAGCTGCTA GAATCCAAGA AATTCGTTAA TCAGCATTTA AACAAAGCTA 180 

TGTATGAGTC AAATTCGACT CAAACAATAA AGCCATCTAG GTCACTTTTA TGGAGTGATA 240 

TAGATGGCTT TTTTTGCTGT TTAGTTAATG TAAAGTTGAT AATGTAATTG TTTATTCCTT 300 

CTCTATTCAT AACGTGTTTG CTCAAAATGG TTATATAAAC AAAAATCTAC TAAGTGCCAT 360 

TGAAAAGGAC TTAGTAGATT TATTAAATAT ATGCGTAnA 399 
(2) INFORMATION FOR SEQ ID NO: 1344: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 134 base pairs 
15 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1344: 

AACTTACAAC ACCAGGTAAT AACAGCAATA AAGGCACCAG TTAGTGCGGT AATGCCAnTA 60 
TCTAGGCCTT TAGGTTGCCA TAGTACGAGA TGTAGAGGTA CTAGAGGAAT GAGTGTCGCT 120 
AAAGTTGTCG TCGT 134 
(2) INFORMATION FOR SEQ ID NO: 1345: 



(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1345: 

TCATAATAAA CAAGTTCACA TGAATCACAA CATCTGAAGA CAATGTTCAA AATGAGGCTG 60 

40 GCACAATAGA TGATCGCAAG TCGnATCATC ACACAGTACT GAAGCAAGA 109 

(2) INFORMATION FOR SEQ ID NO: 1346: 

(i) SEQUENCE CHARACTERISTICS: 
^ (A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1346: 
CCATATCTGG nACGACCGAC ACCTTTACCA CCAACGATTG GTGCCATTTG TTTGCATAAG 60 
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(2) INFORMATION FOR SEQ ID NO: 1347: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1347: 
CAATTGAAAG GTGAATTTTA TAGGTCCATG ACAAACTAAG GCTTGTTAAA GCTTATTAAC 60 
ACAGTTTCAT CAAATAGTTA AATTAGTTTT TGTTTTGCAA TAAATTGGGT ATAGATTACA 120 
AnTG 12 4 
(2) INFORMATION FOR SEQ ID NO: 1348: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 337 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 134 8: 
CATCAGTGGC CTGATCACCC CAACATTTGA CATCAATGCA TACCAGTTGA TTTGAACAAT 60 
GATTGCATTG AGCTATCATC AAGTTTGTCT TTAAGCTACT AAACCCACGA ACCATGTTAA 120 
CCCCGTGGTC ACCATCACCA ATTGCTCGAT CTAATTCAGT TAATTCAGAT TCATGTTTTT 180 
TAAACGTTTC TTCTAAATTT AATAAACGTG CTTTCATATC ATcAtTTCAT TGTGCaCtaT 240 
AAaTGtATAT TaTTCATATT CACTTCTnAT TTAAAGTATG ACTTGTTGTT GGTGCTAAAA 300 
ATGCnTCCAA ATATTCTGGT TTATnAGGCA CGATAGT 337 
40 (2) INFORMATION FOR SEQ ID NO: 1349: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 162 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1349: 
CAGCACGTAA ATACAACAAA GCGATCCCCA GCTTGTGGCA CATCATTAAT ACCTGTAATT 60 
TCAACAGGCG TTGATGGACC AGCCGTTTTG ATTCTTTGAC CTAAGTCATT ACATGCCGAA 120 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1352: 
5 AAGGGAACAA AAGCTGGAGC TCCACCGCGG TGcGgCcGCT CTAGAACTAG TGGATCCCCC 60 

GGGCTGCAGG AATTCGGCAC GAGCATATCT AGTATTTTAG GACGGAGGnA GTACATT 117 
(2) INFORMATION FOR SEQ ID NO: 1353: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 153 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1353: 
AGTTCAGGAG AGTTATAAAT ATTAGGGTGG TACATGCCCG AAATCATTGG AATTGTTAAA 60 

20 

GTAGATTTTA CAGTTTAGAG ATAACAGACA TGTCTATATG AAGGGCTGTC TACCCTCGTA 12 0 

AGGTTATATC CTACAGnTGA ACGTATCAAG CTT 153 
25 (2) -INFORMATION FOR SEQ ID NO: 1354: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 159 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1354: 

TGTTGTAACA GCTCTCTATG TTTACGTTGG AAGTATGGTT TATTTTTCAT CTTCACATTT 60 

AGTTCCTTAT TTAAAAGTGA TAGAGCAATT GCACTCGTAG GTCAAGAAGC GGGATGCCAA 120 

CACAAAGTTC ACAAGAnAAT ACACTTTTGA AAATATTGG 159 



40 

(2) INFORMATION FOR SEQ ID NO: 1355: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1355: 
CGnCTTCCTT CAACCATTGT AGAAGTTGTC TCATATACTT ACTACGGCTT GCTAATACTC 60 
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(2) INFORMATION FOR SEQ ID NO: 1356: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1356: 
GGATTCATTG GTGCTTATTT ATTTACATTC AATAATGAGA nCTTTACACA ACCAATTGGT 60 
15 CAAATTATAG ATGTCAACAT GTTTCTTCGA CACCTACAAA AGATGCACAA 110 

(2) INFORMATION FOR SEQ ID NO: 1357: 



20 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



• (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1357: 
TAATGGTGGG GTATATTTAT ATTAGTACCG AATTTTAGGn GCCTCACTAT CATTTATCAA 60 
3Q ATTATTTAAA GTGGGATCCT ATCGCAATCA ATTGGCAGGG GCAGAATAAT GGCATTAGTC 12 0 

GTTGAAGATA TCG 13 3 

(2) INFORMATION FOR SEQ ID NO: 1358: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 

40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1358: 
GTGTCGGTAA GTCCACTTTC TTAAATCATT ATCGTCCAGA ACTTAATCTT GAGACAAATG 60 

45 

ATATATCAAA ATCATTAAAT CGAGGAAAGC ATACTACAAG ACATGTCGAA CTATTCGAAC 120 
GTCAAAACGG TTATATTGCA GACACACCTG GATTCAGTGC TTTAGATTTT GATCATATAG 1B0 
50 ATAAAGATGA AATAAAAGAT TATTTTCTTG AATTAAATCG ATATGGTGAA CATGTAAGTT 240 

TAGGAATTGT AATCATATCA AAGAACCTAA TTGTAATGTT AAGCATCAAT TAGAGATAGG 300 
GAATATTGCG CAATTTAGAT ACGACCATTA TTTACAACTA TTTAATGAAA TTTCCAAATA 360 
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(2) INFORMATION FOR SEQ ID NO: 1359: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 92 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
ID) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1359: 

CTGTTTTAGT CTTATTGATT GCCTGACCAT TAACTAAGTA ATTTGTGTTT GAAGCGGTTA 60 

ATTGAGCAAT GATTGGAATG TCGTATTTCT TTCTCGTTCG TGAAATGACA TTTGTTAACT 120 

CTTCTAGGTC GTAATACGTT TCGAAAAGTA GCGCGTCAAC GCCTTCTTCA ATTAAGGTGT 180 

CTATTTGAAT TCAGTATGAT AAAGAATAGT TTGTAAGCTG ATATCCCCCT GTTTGGATAC 240 

2o CTCTAAACCC CACCAACTGG GGCCCAATAT ATACGTAAnC TnTAATTGGC nGGCTTTTTT 300 

GCGATGCGAC GGGGGGCTGG AGGATGCTTA ACCTTAACCT CCAGACCGAA CCGTTTAACC 360 

TTTCCAAAAT TGCACCATAG GAATGGGTGG AT 392 
(2) INFORMATION FOR SEQ ID NO: 1360: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 160 base pairs 

(B) TYPE: nucleic acid 
30 <C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1360: 

CCATGGTTAT TTTCTTCACA TTTCATGTAT ATATATTTGT TTATTATCTG TCTCTACTAG 60 
ACTGTAACCT CCAACATATC TGTTTTATAA ACCAGAGAGC AGTCATTCAA TAAATAAACA 120 

40 GATCTGAGGG CCAACTGGCA TGTTGTCAAC TTATGATATT 160 

(2) INFORMATION FOR SEQ ID NO: 1361: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1361: 
GTATCCTAAA GATTCAGTTA ATCGGAGCGT TGTATTGCAT GAAGGTACAT TGCGGAATGC 60 
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ATATTTATTC ACGATnTTAT TTAGCGAC 148 
(2) INFORMATION FOR SEQ ID NO: 1362: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 147 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1362: 

15 AAAATTACTA TGAAGATTGC ATTAGGATGC GACCATATTG TTACAGATAC AAAAATGCGT 60 

GTATCTGAAT TTTTAAAATC AAAAGGACAT GAAGTCATTG ACTGACACTT CACTCATnAG 120 
TGGCGACAGT GTACGTATCA GACTTAG 147 

20 (2) INFORMATION FOR SEQ ID NO: 1363: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1363: 
CTGGCAAAGA AGACAACAAC AAGCTGGTAA AGAAGCAACA ACAAGCCTGG TAAAGAGACA 60 
ACAACAAnCT GGCAAAGAAG ACGGCAACAA GCTGGTAAAG AAGCAACA 108 
(2) INFORMATION FOR SEQ ID NO: 1364: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 153 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
4° (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1364: 

GACAATGTTG CTGTAATGGG GAAGGnAATG GGTTGGTACC GCGAATTGAA TAATTTAAAA 60 

CCGTAATATA TAATCGTAAT TGTTAAGCCC TCATTTTTAT AAATTTTGGA CCTCTTGAAA 120 

AAGTTACGTT TTCAAGAGGT TTTATTTATC CTA !53 

(2) INFORMATION FOR SEQ ID NO: 1365: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 184 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1365: 

TAAGAGAATT ATATGCATTC CAAACGAAAC nAACAGAAAA ACGGACCAAA CTAACTGTCA 60 

10 CAAGTACAAT CGCTGTACTA CTGCAAAACA CGCAAAACGA ACACTTACGT ACACACAAAA 120 

AGACCACCAT TCACGTCGGG ATTATTAAAA AGGTAGTCTC GTACATTTAT TAAACTACTT 180 

ACGT 184 

15 (2) INFORMATION FOR SEQ ID NO: 1366: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 452 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1366: 

ACATTAGATG GGTCAATCAT GTTATACACG GTGATTTAGG GGAGTCAATC AAATATAAAA 60 

GGCCGGTAAT TGATGTTATT GAGGAAAGAA TTCCAAATAC AATATTACTC GGTGCTATGT 120 

30 CATTAATTAT TACTTATATT ATCTCATTTG CTTTAGGAAT AACGTCAGGT AGATATTCTT 180 

ACAGTTTGAC GGATTATACT GTGCAAATAT TTAATTATTT GATGTTAGCC ATTCCATCTT 240 

TTATTGCGGG AGTATTTGCA ATTTnTATTT TTTCTTTTGA ATTACAATGG TTCCCGTTTC 300 

35 AAGGTTCTGT TGATATTAAC CTTAAAGAAG GTACTTTTGA ATATtATATG AGTAAAATAT 3 60 

ATCACACATT TTTACCTGCA TTCACTTTAG GTTTATTATC TACTGCTGGT TATAwTCAAT 420 

ATTTACGTAA TGaTATTATT GAAAATTCTA AA 452 
(2) INFORMATION FOR SEQ ID NO: 1367: 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1367: 

TTGTGAGTAA TTGGACAATA TAAGTGTTGG TCTTGGATGG CATATCCTTG GTACGACCTG 60 
GGCAACTTGC TTCATAGCGC AGTTAGGAAC TGATCAATCA TTGGCGTTTT GATACCTAGC 120 

55 
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(2) INFORMATION FOR SEQ ID NO: 1368: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



126 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1368: 
TGGTGCAAAT TAAAACGGTT GCATATGCAC GTACGACGTA TTGCTAAATA CAATCAATTA 60 
75 TTACGTATCG AAGATGAATT ATTTGAAACG CTAAATATGA CGGTATCAAA TCATTCTATn 120 

ACTTAG 

(2) INFORMATION FOR SEQ ID NO: 1369: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A> LENGTH: 160 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1369: 
TGnAAAGTTC ATCAGGGAGC CATTTTTACA ACACAGGGCA CATACGGGTT GTGTTTAGGT 60 
GCAATTGCCC CAAGCGGACA AAGCATTATT TAAAGTTTCA AGTTCTTCAA CGATTTATTA 120 
GTGCACAGGA TCCTGTTAAG AGGTATTTTG AAGACTTCCG 160 
(2) INFORMATION FOR SEQ ID NO: 1370: 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1370: 

AGTAATTCTG CAAATGCCGC AGATAGCnGT ACTTTGAATT ATGAGGTTTA CAAATACAAT 60 

ACCAATGACA CGTCAATTGC TAATGACTAT TTTAATAAAC CGGCAAAGTA CATTAAGAAA 120 

AATGGTAAAT TGTATGTTCA AATAACTGTC AACCACAGTC ATTGGATTAC TGGAATGAGT 180 

ATCGAAGGAC ATAAAGAAAA TATTATTAGT AAAAACACTG CCAAAGATGA ACGCACTTCT 24 0 

GAATTTGAAG TAAGTAAGTT GAACGGTAAA ATAGATGGAA AAATTGACGT TTATATCGAT 300 
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AATGCACCAn CTGATGTAGC AGGTGCTAAT GCACCAGGTA 400 
(2) INFORMATION FOR SEQ ID NO: 1371: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1371: 

CATCAAGAAC ATGTGAGACC ACAATTTGAA TCACTTGAAA AAATAAATAA AGACATTGTT 60 

GGATGGATAA AATTATCAGG AACATCATTA AATTATCCAG TACTACAAGG TAAGACAAAT 120 

CACGATTATT TAAATTTAGA TTTTGAGCGA GAACATCGAC GTAAAGGTAG TATTTTyATG 180 

20 GATTTTAGAA ATGAATTGAA GAATTTnAAT CATAATACTA TTTTATACGG GCACCATGTC 240 

GGTGATAATA CGATGTTTGA TGTGTTAGAA GATTATTTAA AGCAATCGTT TTATGAAAAA 300 

CACAAGATAA TTGAnTTTGG CAATAAATAT GGTAATCTCC ATTGC 345 
(2) INFORMATION FOR SEQ ID NO: 1372: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1372: 

TTGAAAAGCA GTTTGGATTT ATGCTCAAAC CATGGACGAC GGTTAGGTTT ATGAATGTTA 60 

TTCCAAATAG GTTCATCTAT AAAAACTAGT GGAAAGTGGA AAAAATnAGT GGACCTTCGA 120 

TAATACGATG TATTTATCGT TAGAAGCAGT AATA 154 

(2) INFORMATION FOR SEQ ID NO: 1373: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 136 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1373: 
GAGCCTAATT ATTCAAGCCA AATCGCATAT GAAATTGATA AAGAAGTTCA ACGAATCGTT 60 
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CTATACnAGA ACTATC 

(2) INFORMATION FOR SEQ ID NO: 1374: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 358 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1374: 



15 


ATCTTTAACA ATTAAAACCA 


TACTATCTTG 


AATCATCATC 


AAATTTAACG 


CATGTGCGTC 


60 




AAGTTGTTTC ACTTTAAAGA 


CTTCATTATT 


AAGACCGACC 


TTAGACTGCT 


TTTTAAAAAT 


120 




AGGTACATTC GTAATCATAC 


CTATACTTTG 


ATTGTCTAAG 


TGTAATTTGT TTTGGTGATA 


180 


20 


TCGATTATAA TCTTGTGCAG 


TAAAAGCTGT 


AATCATTACT 


GATTGTCTTG 


AAAATATCGC 


240 




GCCTTCATTA CCAATGAAGT 


CTATTGGaAT 


aTCATCACTA 


GCCTGTTTTA 


ACTTGTAATA 


300 




AGCACGATTC TnTTCTAAAG 


AAGCTCTAAA 


TAATGTCGTT 


TCATATACTT 


TGAAGTCT 


358 



(2) INFORMATION FOR SEQ ID NO: 1375: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1375: 

ATATTGTGTG CTAAATTTGC TTAAGTATGT TTTTTGTTTG nAAGTAAGCA TATGTTATTG 60 

TCTTTTTAAT TGTTGTAAAA GTGCTGTTTT CATAGAATTA ATATCAGACA TCTTTATTAG 120 

40 TA 122 



(2) INFORMATION FOR SEQ ID NO: 1376: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 467 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1376: 
CATTTTCTTC GGTTTCTGTC TTTTTATGCG TAGATTTATT TTCTTGTTCT TGGTTATTAC 60 
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CGATAATTAC GATGGTAATA AGAAGTTTTT TCAAATATAA CGCCTCCATG TTAATGAAAA 180 

GTAGTTGATA CGTGAAGCTA AATAATTnAT TTCAATATTG CCATAATCAT TTTAAAAAAT 240 

AAATATTAGA AAAGTAGGCG ATATTAATAT TTTCATTGTt TTTTGTGTAC TTCAATTAGT 300 

ATAACAAAAC TGTTATGTAT TTATAAATAT AATCATTAGT ATTTTTATGG CTGAAAAAGT 360 

TATAATAAAA GTGTAAGGAA TAAAATATTT GTATGGAAAA GAGAGATAAT TATGAATAAA 420 

ACCAGTAAAG TTTGTGTAGC AGCAACATTA GCATTGGGCA CACTGAT 467 
(2) INFORMATION FOR SEQ ID NO: 1377: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 128 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1377: 
AGGTGTTAGA ATTTATTTTA AGTGTTATAC GTGTCTTCCA GAAATTGTAA TGGCATTATA 60 
TTTATnAAAG TGTTGGCAGG TTATTTTCAG GTGTATTAGT TTAGGTATCA TTCGTAGTAT 120 
GCTTGGGA 128 
(2) INFORMATION FOR SEQ ID NO: 1378: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1378: 

40 GGACGCTAGA GGATCCCGGT CTGGAAAATA TCGTCCAGAA CTTAGAAATA TGAAAATATT 60 

CCCAAGACCA ATCGATAATA TATTGCCAAT ATGGCGTGCT GTTGGTGGTC CACCTGCAAG 120 

TGCTATTAAA GCGGGAAAAC AAGGTGTGCC AATGATGATT ACAACCCTTG GTGGCCCAGC 180 

AATGAACTTT AAAGGTTCTA TAkATGCTTA TCGTCAAkCG GCAACTGAaG CAGGTTTCGA 240 

TGCTTCGCCT AAGTCTTTAC CAGTAAGTAC AGCGAGTCTG TTTTATACAG CTGAAACAAC 300 

TCAGGATGCT ATGAGAGAAT TTTATCCACA TTTGAATACA GGGATGTCAT TTATTCGTGG 360 

TnGTTGGTTA TCCGAAACAG CAATnGCTAA TTCGTCAGTT 400 
(2) INFORMATION FOR SEQ ID NO: 1379: 

55 
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(A) LENGTH: 108 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1379: 
AACTACAACA ATTTAACGAC CAACCTTAAA AnAATACGCT CTTATGCATT GGATTAGTCC 60 
TGATTATACA ATTTAACTGA ACAAATACCC ATCATTTAAA AGACTTAG 108 
(2) INFORMATION FOR SEQ ID NO: 1380: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1380: 
AAGTGGGGGG AATCAGTATG TTACATTTAC ATATATTAAG TATTAGCGAT TATTTTATTT 60 
ATCGpTACAT ACTTAACCAT TTCAAAAATT CAAGGCGGnT CACCATTTTC CAACCCGT 118 
(2) INFORMATION FOR SEQ ID NO: 1381: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1381: 

TCATGAAAAC ATTTATTTTA AAATTTGATA TTTGTTCAAT AATATTCGAA ATTAACTTnT 60 

GTGTATAGAT TTTCTTTATA TCCTGAGAGA CATGTACTAT AATGTTTGTG AATA 114 

(2) INFORMATION FOR SEQ ID NO: 13 82: 

(i) SEQUENCE CHARACTERISTICS: 
4* (A) LENGTH: 165 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1382: 
CGGTATTGAT CATATAAATA GTGTTTAGAT GCTATAGTCG GnTGACTTAA GTAATTTAAA 60 
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GTTTTCTTCT GCCTTGCTTA AAGATATATG ACAGGGTGCT GGCAT 165 
(2) INFORMATION FOR SEQ ID NO: 1383: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ill base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1383: 
15 TTTGGTGTGA TGGAGTATAT TTAGGTGTGG AAATCAAGAG GGAATTCCAT TTTCAAACAT 60 

CCAATTAGAG TCGnAATAAG AACTCGCTAT CGGTCCAATT AACTGATTCA G 111 
(2) INFORMATION FOR SEQ ID NO: 1384: 

20 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 144 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1384: 
CATTTAAATA ACGTTGTGAC CATGTGCTTT ATGCTATGTG CTAGAAAATC CATGTTTTTA 6 0 

30 

TCTAATTTCT TAATAAATTG ACATTAAGTT GGATTCTTGT CCnCTTCACG TTTCGACATT 120 
GGATGACTGA ACGCATGAAA TCAG 144 
(2) INFORMATION FOR SEQ ID NO: 1385: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
An (D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1385: 
45 TCGTTGTGCA GCAACTGCAT TACGCTGTCT CATTAATGTA AGCGCAATGG CCATTTGGTT 60 

TTTCnATAGT GGAATACTTG TCAAAATTGA ACATTGTATC TTC 103 
(2) INFORMATION FOR SEQ ID NO: 1386: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 533 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1386: 

CCAGnACAAA TACAACGTTA TATTCAACAA TTAGAAGACT TAGnATAGAT ATAAATTGAG 60 

5 

GGAGGACATC GATATGGCAT TTGAAGGGTT ATCAGAAACC TTGCAAGCGA CGATGCAAAA 120 

AATGCGTGGT AAGGGTAAAC TTACTGAAGC TGATATAAAG ATAATGATGC GTGAAGTAAG 180 

70 ATTAGCGTTA CTTGAGGCTG nACGTAAACT TTAAAGTGGT AAAAGAATTT ATTAAAACAG 240 

TATCAGAACG CGCATTAGGT TCCGATGTAA TGCAATCATT AACACCAGGG CAACAAGTTA 300 

TTAAAATAGT TCAAGATGAA TTAACGCAGT TGATGGGTGG AGAAAATACG TCGATTAAnA 360 

75 TGTCAAATAA ACCACCTACT GTTGTTATGA TGGTTGGTTT ACAAGGTGCT GGTAAAACAA 420 

CAACTGCAGG TAAATTAGCA TTATTGATGC GTAAAAAATA CAACAAnAAA CCTATGTnAG 4 80 

TTGCAGCAGA TATTTATCGT CCAGCAGCGA TAAATCAATT ACAAACAGTA GGG 533 
(2) INFORMATION FOR SEQ ID NO: 1387: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1387: 

TTATTTACAA GCCATTAATA TATTTTAGGT TTGTTCTGCA TCGATTCATT GGTGCTATTT 60 
TATTTACATT CAATAATGAG ACTTTTACAn CAAACCAATT GGTCAAATAT AG 112 
(2) INFORMATION FOR SEQ ID NO: 1388: 



20 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 88: 

ACACCTACAG TTAATAGTAT CAGTGCACAC TAAAGTCCTA ATACTTTCAA CCATGACTAA 60 
TGATGTATCn TCTTGCCCAA CGAACGCGTT GTGCCAAATT GAATTAGACT GGACGGAC 118 
(2) INFORMATION FOR SEQ ID NO: 138 9: 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 147 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



15 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1389: 
CGACGACACA ACTTTATAAT AAAATCTTAG ACAATAACGA AGGGTATTAA CAGAACTTGG 60 
TGCTGTTAAT GCAAGTACTG GAAAATATAC TGGTCGTCGC TAAAGCAAAT TTTTGCTCTG 120 
ACCTnCAATG GTACTTGTTG GGGAATA 147 
(2) INFORMATION FOR SEQ ID NO: 1390: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 161 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1390: 

25 TTTTTGATCA TGATTTTTGG GCATGGATCA ATCACTTGCT TGGCCAATGG TCTTTCAACA 60 

ATTTGGATAT CTGACCTTAT TCGCTTTATC TAGCACTTTT GnCAATTTGT TGGCATTGGA 120 
AAACATGTGT TTAGATTTTT GTATGCCTCT CGCAGGCTTT T 161 

30 (2) INFORMATION FOR SEQ ID NO: 1391: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1391: 

40 

GCCGCACGCG CGCGATTCTC GGCCTAATAA GAAAACAAAT AATTCCAATT CATATATGnA 60 
CATTTTTGCC TCCTTATTTC TTGAAAATGT GGAATTGGAA TT 102 
45 (2) INFORMATION FOR SEQ ID NO: 1392: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 412 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1392: 
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AAAATGCTAT TAACAACGTA TTAAATAATC AAGATTACCA TGGTATTAAA GATAAACCAT 120 

TCGCATTATT CGTAACTGGA TTTTTCGACA ATGTAACAGA TAATACTGTT GGTATTAACT 180 

TTAAGACAAA AGACGGTTCA ATAGCAGTAT TTATGCGTCC AGATATTGGA GAAACATTTA 240 

GCGAGTTTAG AACATTCTTA GCCGTCTTGT TAATGTTGTT ATTATTTATC TCGATTTCAT 300 

TAGTTATCGC ATCAnCCTAT TCAATCATTC GTCCAGTAAA AAAGTTAAAG CTAGCGACCG 360 

AACGCTTAAT TGATGGTGAT TTTGAAACAC CTATCAAACA AACnCGCAAA GA 412 
(2) INFORMATION FOR SEQ ID NO: 1393: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 186 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1393: 
AGCAAnTGGA TTGCAATGAG TTTCTTATAT TTACAAGGTG GTAGATTGAT TGATGTTTTA 60 
ACTGCGATAT TAGCAGTAGT CTAGATACCT AGTCACTGAG ATTTTAGATC GAGTTACACG 120 
CACATTATCC GATCTGTCTA TATGGATATC CGTATGACTA CCTATCCCAC GGACTGCACA 180 
TACTGG 

(2) INFORMATION FOR SEQ ID NO: 1394: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 175 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



186 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1394: 

TCTTTAAAAG AATCAGGAGC TTGGAAGAAG TATATCAGGA TCATTAAGTC AACAAATTAC 60 
GCGATATGAA AATTTGAATA ACAATTTGnA AAAGCATGCT TCCGATAATC AGCAAGCC 118 
(2) INFORMATION FOR SEQ ID NO: 1395: 
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GGTTACCTCG GATGGATGAT TACTATTTTG GGCTGGGCGC CGGCTTTnGT TATTAGTGGT 60 
GGCAATAGTG GCAAAGTGTC ACAAAAAAAT CCAATAGCTG GAAACCCGGG TATATTTGGG 120 
TATTAACGCC GGTGGCCGGG ATTTGGCCAA TCGCATTAAT TTAATGGCCA TTGGG 175 
(2) INFORMATION FOR SEQ ID NO: 1396: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 132 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1396: 
AGAAACTTAG ACGATTAGTA TCATATATTA GAACACnGCA CCGAACTTGA AATCATGGCT 60 
20 GATATCGCAC CTTGAAGAAG CAAAAATGCC GCACGACTTG GCTTTGATAT ATTGGCACGA 120 

CTTACATGGC AT 132 
(2) INFORMATION FOR SEQ ID NO: 1397: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D> TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1397: 
35 AGAGGTCCGG CTATCTATCA AATAAAGTGG TCATTTAAAG CGTACACTTC GGGTGCGTTG 60 

ATTTCTTACT TTAGGTGTAG GACAATTGTA TCGCATCTAT CTTTACnCTA CCTGCATTGT 120 

T 121 
40 (2) INFORMATION FOR SEQ ID NO: 1398: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 202 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

<D> TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1398: 
CGTTCGTATA ATCTCACTTG CATCnTGAAT TGAACAACAT CCTGTCATTT TAAGACTGCT 60 
AAAnGTACAG CTGAAAACCA AGTAAGTCCG TTTCGTCTGG CTGTGAAATG GATCAAGGAG 120 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1402: 
CAATGTTAAA CCTACACCGT TAACAGCACA CATGATACTA AATTGTTGGG GTGTCATATT 60 
ATACAATGTT GAGTAnTAAA TGGCGATGCA GATGAATAAC TA 102 
(2) INFORMATION FOR SEQ ID NO: 1403: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 169 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1403: 
TTTATTATTT GTGCTACAAC TACTTAAAAA AATCAGTAGA TATAGCATTA AACATATTTT 60 
20 CATCCCCyTG AATTTTAAAA ACTTTTTCAA AAGCAACACC TCTAAAAATA AATaCAATAT 120 

ATTATAGCAA ATAGAAATTA TTATTTTGTT AAATTATGTT GTnCATGTT 169 
(2) INFORMATION FOR SEQ ID NO: 1404: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1404: 
TTAGTTGATA AGTAAATCCG AGTGACATTG GGATTCACCC CAACCGACTC TATTCCAGTC 60 
TGAAATACGT GAACCCATAA nATCCTATGT CCAGATTTAT ATTTCT 106 
(2) INFORMATION FOR SEQ ID NO: 1405: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 309 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1405: 
TATTTTTGCA GCAGAGATGT TCGCGACAAG GTTTACGCCA AATTGTCACT GCTACTGCGA 60 

50 

TGTGTATTGC ATGCAAGTGC AGGnAATATA TTGAACATTT AAACGATCAG TTTAATTCGA 120 



55 
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CTTTAATAAG CAATTTGTAC TGACTGTCGA CATTGCGTCA TGGTCTGTTT TTGTTTAACT 240 

ATACTATnGG TGCGAAGTAG GCCTATGTTT AGAGGTCTAA CATGCCGTAG GTCTAATGGA 300 

5 TCAGGAACC 309 

(2) INFORMATION FOR SEQ ID NO: 1406: 

(i) SEQUENCE CHARACTERISTICS: 
w (A) LENGTH: 144 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1406: 
GTGGACCTGC AGTTAATTCA ACGATTTCAA GATGGGCGCC AAGAACGAAA CGTGGCCGAT 60 
2 0 ACTTAGGATT CTGGAATCAT CACATAATCG TGTGCATGAG GTGTTTCACT TTGGGGTCTA 120 

ATGATTCTTC ATGGAAnGTA TAGG 144 
(2) INFORMATION FOR SEQ ID NO: 1407: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1407: 
ACCTTTGCGT CCAGAATTAG CTACATGGTA AAGCTTCGTG TTACTATTTT AGGGATATCT 60 
TCAACnCGTT TCACTTGTAT AATTTGTTTT TGTAATTGGT GAAGTCATAG TATAG 115 
(2) INFORMATION FOR SEQ ID NO: 1408: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1408: 
ATTGGTATTG GCGCTGTAGT ATAGCTTCAT TATCTGATGC CATTAGTATA CGCACACTnT 60 
TTATTTATGG GCGTGGTATT CATCCTTATC GGGATCAATT ATTGGGTTAC ATTTT 115 
(2) INFORMATION FOR SEQ ID NO: 1409: 
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(A) LENGTH : 123 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1409: 

AACCAGATGa AAAGCAAATA TACATATATA ACTCTACATG GGGTCGTGGT TTGGATATTG 60 

TTCATGATGC ATTCGGTATG CCAATGACAA AGCAATATAA AGATAAATTn CAAGAAGATA 120 

AAA 123 



(2) INFORMATION FOR SEQ ID NO: 1410: 

U) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 120 base pairs 
(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1410: 

CTnTTTATAT TGAGGATTTT GTATCATATA TGGATAATCA TTAAAGGTGT ATGCTCTTGT 60 
TATCAGATCG CTACGGGTAA AATCGCTTCT ATAGGGCATT TACATGCGGG CTTCTGCCGG 120 

30 (2) INFORMATION FOR SEQ ID NO: 1411: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 455 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1411: 



45 



50 



TCTCGTATTG 


CGTTTAGAGA 


ACATGCGCAC AAAGGACAAA TTCCAGGTGT TAAAAAATCA 


60 


AGTTGGTAAA 


ATCAAATTTC 


GTACTTTAGC CCATTTACAA TATCAATAAA ACAATGTACA 


120 


GTATATACGA 


ATGCTATAAA 


CTGAATGTTT TCTCATATTA ATAAGGAAAC ATTCGGTTTT 


180 


TAATTTGCAT 


TTAAAAATAA 


TTAGTTTTTA AAGGGGCTAT TTAAAGTGAA AATATTTGAT 


240 


TACGAAGATA 


TTCAATTAAT 


ACCTAATAAA TGCATAGTTG AAAGTAGGTC TGAATGTGAT 


300 


ACAACTATCC 


AATTTGGTCC 


GAAAAAATTC AAGCTACCTG TAGTTCCTGC GnATATGCAA 


360 


ACAGTTATGA 


ATGAGAAATT 


AGCGAAATGG TTTGCTGAAA ATGATTACTT TTATAATCAT 


420 


GCATCGTTTT 


GATGAAGAAG 


CAAGAATACC TnTTA 


455 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1412: 
ACAATGTCAA ATCACAATAG CTGTTGTAGG CATTTGATTA CAATGAACTA AAGGCAAAAT 60 
TGGAGCAGTT ATCCATGAAT GATTAATAAC AACAnAAAGT ATGGGGTCAA GTTTAGGG 118 
15 (2) INFORMATION FOR SEQ ID NO: 1413: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 245 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



25 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1413: 

TGTTGACGAT ATAGGAATTA GCAAGAAATA GGCTAAGATA GTTTCGCACA ACTTGGGGCC 60 

CAnCCACTTG CTTGTTTGTA GAATTAGGGG TCCATTTCTC GTGTTGGGGC CCGAACTAAT 12 0 

AGTATGAATA TATATATCTA ATATTAAAAC GGCAATATTT ATATGGTATA CATTTTTATA 180 

TTTAGTnTTT GTATAGACAT GCTAATTAGC ACTTTCTAAA AAGGGTTGAA ATGATATACT 240 

GATGA 24 5 
(2) INFORMATION FOR SEQ ID NO: 1414: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 252 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1414: 

45 TTTTTGTTAT TCAAAATTTA GAGTGTGTTA TATGATAACG GTTTTTTCAT AGCGACTTGA 60 

TCATTTTTCG AAATGATGAA AGATATGCAA GTTCAATCAA TCGGAACAAA AATACTATAT 120 

TATGGTAAGA AnTTCCCGAA GACTAGCGCA CTCACACACA AGTGCATCCT CGCGAACAAT 180 

50 

GCGCACTTTT CACAAGCACA CAAACACAAG GCACAAGTGC ACGCAnTATT AGACAATGGT 24 0 

CTACCTACCA GA 252 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

5 (O STRANDEDNESS : double 

(D) TOPOLOGY: linear 



w (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1415: 

ATCTGCTGGA AGAGAAAAAA GACGCTCTTA AAACTGGCTT TAGAAGGTCA AGATATAGAA 60 
GnTATTAAAT CTAAAAAAGA AGGAACTTGA AAAAGTGATT CCAGGAATTT TC 112 

15 (2) INFORMATION FOR SEQ ID NO: 1416: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

ID) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1416: 
CTCAATTACA TTCAAGAAAA TGGGTGGAAT TACACAACGT TGGACTGAGA AGTATAGTTA 60 
ATAGCGCAAA TGCnATAAGC CTTATATAAA AATGGGCACA ATTATTTCAT GTACCAACAA 120 
GAAC 124 
(2) INFORMATION FOR SEQ ID NO: 1417: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1417: 
TTCAAGAGCA CATACTGTAA CTCGTACGAG AATTTTTTCA AAATGACGCG TCAATCTCAA 60 
TATCATCATA TGGTATTCCG AGTAATACCC CTCGnCACCT TTTTTAGGTA GCGTCAATAT 120 
T 121 
(2) INFORMATION FOR SEQ ID NO: 1418: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1418: 
CTACGCCATC AAGAGGGTGT TAGTGCTATT AACTATTGCG GCGAGAGCAA TTAGTCGAAT 60 
GCAAATTAGG ACAAGTTGAT GAGTAACTAC nGCCAATATC GGTAAGTTTC ATGGCGGTTC 120 

AGC 123 
(2) INFORMATION FOR SEQ ID NO: 1419: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1419: 
20 CTTATAATCC TTACnGCAAT TTCACCTTGT ACGGAATTAA ACAACGGAGG CATTTACTTA 50 

CCCCCTTTAC TTAATACGTA CCAAAACTTG GTCGTATTCA ACCATTGGG 109 
(2) INFORMATION FOR SEQ ID NO: 1420: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1420: 
35 GCTGTnGTGC TGCCAAGATG CTGATTGAAA AGTATATATG ATTGCATCAG TAGAAGAGCG 60 

AGCAGAAAGA AGATATAAAG ATAATCAGTT AAGAGGTGTC GAATCAAATT TTGAAGATTT 120 
A 



121 

(2) INFORMATION FOR SEQ ID NO: 1421: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 128 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1421: 
TGTTTTTACA GTCACATACA CTAGGCATCC TAGCATTATC TAAATTTAAT ACCATCGCAA 60 
CTTGCGCTTT AATCTTCAAG GCCAATTAAA CCTCCTTCAT CTTTCTAACT GCTTAnATAT 120 
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(2) INFORMATION FOR SEQ ID NO: 1422: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1422: 
GCCAATCATT GTCAATGTTC AGGCATCAnA TTTATCGAAT GATTTTCATT TGCCATGATC 
AGTCAAGGCG GGGATTTATT CAAAAATTAT GACGCCTAGT AAAAAATTTT 
(2) INFORMATION FOR SEQ ID NO: 1423: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 1423: 
ATTACCTTGC ATGAATTTCC ATCTGTCAAA TGTGCGCCTT CACGAATTTG TTCGATAAAG 
ATACGTTGGT CACCGTGAAT AATTTCACCA GCTGCATTTn TCCATGGACC A 
(2) INFORMATION FOR SEQ ID NO: 14 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 200 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1424: 
TGTTGTGTGA TTGCGTATTC TCAGGTGAAT TCTTACATAT ATAGTACTTT TTGTTTCCGC 
TTGATTTGAC CTTGCATATC TTTCACATTC TTCGAAAATT GATCAAAGCn CTATTGAAAA 
ACCGTATCAT ATACAnACCT CTAATTTTTT TGACTAACAA AAAGAATTCT TTGACGTATC 
AACTATATCA TCATGACTTC 
(2) INFORMATION FOR SEQ ID NO: 1425: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1425: 
5 TTTCTATAAT TTTAGACTAT TTCTACCATG TTGCTGAACA ATTTACTTAG ATAAAAATTA 60 

TnAAATTTTG GTCAATTAAC AAAGTTAGTT TGTTAAAACG TATACTTTAA TTATTCCGG 119 
(2) INFORMATION FOR SEQ ID NO: 1426: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1426: 
AAAATGGCGT TGCATTTTAC TCTAATAACG CTCAAGGCGA CGGCAAAGAT AAACTAAAGG 60 
CACCTATTAT CGAACATAGT ACTCCTAnCG GACCTGGAAT TTAAATCAGA GCGGCC 116 
(2) INFORMATION FOR SEQ ID NO: 1427: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 212 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1427: 

TTTTATTTAC GTATAAGTGG GCGTTAGGTG TCACAGCGGT TGTCGATCAA AATATCATCA 60 

TCAATCTTGT ATATGGGTTT GCGGATTCTT ATTTTATGAT TTTACAGAAC TATCCTAGGC 120 

TTATTCTTTA TTAAAAGATG CAACnAGTTA TATAAAAAGA CGAATCTATC AACGCGAGCT 180 

GCTCACAAGG CATCTCnTAT AGCGTCCACA TC 212 
(2) INFORMATION FOR SEQ ID NO: 1428: 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 265 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1428: 
GAAAAATTGG TTCTGAATAT AATGGTGCCG TATACTTTAC GCCTCAAATC AAAGATTTTA 60 
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(2) INFORMATION FOR SEQ ID NO: 1432: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 145 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1432: 
GGAATGATTG ATAAATTGGA CTACTTAAAG ATTTCGGTAT CGTGTCATTT GGCTCAGTCC 60 
15 ATGTTTAATC ACCTATGnTG ACATGGTATG ATATTAGTGA CTACCAGAGA TATGGATGAT 120 

TTGGAACGTG GAGGACTTGA TCGTT 145 
(2) INFORMATION FOR SEQ ID NO: 1433: 



20 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 169 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1433: 

30 TTTATTGCAT TTACATAATA ATATCCTTTT GTTGTTTTGG TATTTCTATT CATATACAAG 60 

ACCATACCTT TAACTTTCAG AGCTTCCCCC TTATTTTGAG TTGCCATTTC AGAACCAATA 120 
ATCCATGTAC CTTTATCATT TTTATCAAAT TCGTCATCAC GATAACCTn 169 

35 (2) INFORMATION FOR SEQ ID NO: 1434: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1434: 

45 

GATCTATAGT TCTGTAATCT GACGTGCTTT GCCATGTGCA CCACTCGTCn TAAAAATCAC 60 
TTACACTTAA CCCTTTTCCA CCTTTATCGT ATCCACCTTC AA 102 
50 (2) INFORMATION FOR SEQ ID NO: 1435: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1435: 
TTCTTATTAT ACAAATAGAA GCCATGTGTG CTTATATCGC AGCATCATGA CTCCTTTTTC 60 
ATTTGAATAT ATAAATAATA CAGnCGCTTT CGAATAAATT TAGGCTAATT CTACCA 116 
(2) INFORMATION FOR SEQ ID NO: 1436: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 144 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1436: 
GGGGGTTTAT GTACTGGTGG ATCTGCAAAC TACTTGGCGT AAAGAATATA CAGATATGGT 60 
AAnGAAAAGT TTAGATTCAC ACGCCATCAC AATGGATTAG AAAAACCGAA TTTCTTCAGC 120 
AATTCTACAA TTTCTAGTAT ACGC 144 
(2) INFORMATION FOR SEQ ID NO: 1437: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1437: 
35 GTTGCTGGGn AACCTATGGT CGAACATGTA TTGGTAAAGT GTGAAAGGCT CTGGTGGCGA 60 

TCAAGTTGGT AACCATCGTA GTACATGGTG CTGTAAATGT A 101 
(2) INFORMATION FOR SEQ ID NO: 1438: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 321 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1438: 
50 AAAGATGGTG ACATTTCATA TAATCCGAAT GTGCCAAGTT ATTCAGCAAA GTATCAATTA 60 

AGTAATGATG ACTACAATGT GAAGCAACTT AGAAAGAGGT ATGATATACC AACTAnGAAA 120 
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AATTTAGAGT TTACATTTAT AGAAAATAAA GAAGAAAACA TCTATTTTAC GGATAGTATT 240 
AATTTCAAAC CTACTGAATA GGGTTAATAG AAGTTTGAAA TGAAAATTTC nTAAAGTGTG 300 
CAAAATAATT TGTCGCTTTA G 321 
(2) INFORMATION FOR SEQ ID NO; 1439: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 135 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1439: 
CAGTTGTAAT GGGACCTGGG CCAATCGGAT TACTTGTAGC ACAAGTGTTA AAAAGTAAAG 60 
GCGCAACTGT TGTGGGTACT GGGTTGGGAC AATTGACCAA GTCAGATTAG ATTAAAGCCA 120 
GAAnGCCATT GCCAC 13 5 

(2) INFORMATION FOR SEQ ID NO: 1440: 

• (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1440: 
35 AAATTATTTT GAACACTTTA TGAAATTTTT ATTTCAAACT TCTATTAACC CTATTCAGTA 60 

GGTTTGAAAT TAATACTATC AGAAAAATAC ACATTTnCTT CTTTATTTCT 110 
(2) INFORMATION FOR SEQ ID NO: 1441: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 436 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1441: 
so TCTCTTTTGG ATTCATTAAG ATTGCnGCAT CGATACCAAC GTTmAACGGT GATTGTGTAA 60 

TGAATTTTTG CCACCAAGCT TTTTTAACAT TATTCTTTAA TTCAACACCT AAAGGACCAT 120 
AATCCCATGT GTTTGATAAA CCACCGTAAA TATCACTACC AGGGAACACA AAACCTCTGT 180 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

5 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1444: 
TGGTGTTGGT TCATCAGTTG TAAACGCGAT TGTCACAAGA CTTAGAAGTA TATGTACACA 60 

10 

GAAATGAGAC TATATATCAT CAAGCATATA 90 

(2) INFORMATION FOR SEQ ID NO: 1445: 

(i) SEQUENCE CHARACTERISTICS : 
15 (A) LENGTH : 218 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1445: 



ATTGAACAGT GACAACAAAT GACAACAATG AATGACCAAC TGAGTTGCAG AATTGACCGA 60 

25 CCTGACTTGC TGTnAGATGT GCATTGCCTG TGACCAGTTA ACTGCTGTTT GTACATTATG 120 

ATTGTGCACG TGAAGTCTTT GCAAATGACT TTTAACATTA TGCTGCTAGA GCCATCTTTT 180 

AAAGATGTTT GGACTAACGT nCATGATGTG AATATCTG 218 



(2) INFORMATION FOR SEQ ID NO: 1446: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



4Q (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1446: 

TTTGACTTGA CATTATAGAA CACAAATTCA TTTGAAACTA TGTTTTCAAA TTTATTTATT 60 
GTTACTGGGA ATTTCACATT ATTAGATTTA TTTATTTTCT TTTGA 105 

45 (2) INFORMATION FOR SEQ ID NO: 1447: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1447: 
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AGACTGAAAA CTGCATATGC AGAGGCGATG AAACAAAATG CCAT 104 
(2) INFORMATION FOR SEQ ID NO: 1448: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1448: 
75 TTGAATTAAC TGAAGAAnTA GCAGTGCAAG CAGGATTGTT GATATGACAA CATTCGAGTC 60 

AGAATGGCAA CAACAACGTG ATTCGTGCAC TCCAAGCACG TGCA 104 
(2) INFORMATION FOR SEQ ID NO: 1449: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1449: 
TATTAATTTT TTTTAATATG GAATATTCAT TGCATCGCTT TCCTATTCTT CAAGCCCACT 60 
TTTTATCTTC ATATACATTA ATTAACCACC kTCAAACATT GTCGTTAGAT TCGCCAAATT 120 
GAATCTATTT TTAGCACAGC AAAAAACCGA ACTGCTGAAA TAATGCATCT CCAACAGTCC 180 
GGTCTATTAA ACTATTTACT TATCTTTATT AAACAATTGA CATGATTTAT TAGAATAACC 240 
CAATTGGCAT GACCATGCAT CAGTAACATC CATGTTTAAT GGCTGCTGGT TTTTTAGGTA 300 
AACCAGGCCA GAGTCATGGn TGGCACCTGn GCAACGCnAC GATAAAGCC 34 9 

40 (2) INFORMATION FOR SEQ ID NO: 1450: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1450: 
GATTTTATAT AAATATAGCT TTTCAACAAA ACAAATGATT GAATTTCTAG GAATTGAGTC 60 
ATTAAAAAAA CACTTGAAAA ATTCAGGTGG GATTGCGCTA TTGCCGGAAT TTATTGTTGC 120 
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AGAAACAACA TTGaTAATTA ATCCTGAATC GAATAAGCAitl GTACTTGAAT CTTTTGTAAA 240 

AGATGTTTTT TTATAATTAT TGGTGAAAAC GTGTAGTTAT GGTGAAACTC AAAGATAATA 300 

5 

ATTTAAATGA GATGTTAATG AAAAAGTAAT TCAATATAnA ACAGGTGATT TAnATCTTAA 360 

TAAGGnTAAT TCCAGGTTGA ATTCCAATTG CGGGCATCAT 400 



(2) INFORMATION FOR SEQ ID NO: 1451: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1451: 

TGCGTTATAG TTGCTATTCT CAATTATGTT CGCGATAATT TTAAGTAAAA GTAAGCACAG 60 

ATATTGAATT TGATAGGAGT TAATTGATAT ATACATACGA ACTTTCATGG ATCACTTAAA 120 

TTnG 124 



(2) INFORMATION FOR SEQ ID NO: 1452: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1452: 

TGTATTAAAA ACCTTCCACC TTTAAAAGCA ACAATGCGGT GTCCTTTAAA TTCAAACATA 60 

ACCATATACG AATTACTCGA TAATTCTGTG TGTTTAATTG ACAGATGTCG TGTGAATTGA 120 

40 TnATTT 126 



(2) INFORMATION FOR SEQ ID NO: 1453: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 280 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1453: 
ACTTTGGCAA CATCTGGAAT ATCATATAAA TCAAGTAACT TACCTAACCG ATGATTAATA 60 
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CTAACAGTTG TTTCCATGCC TACACCTCAC GAT ATT AT CA CTATTCATAT TAACATTATA 180 
TGTAAGAAAT TAAAATCTTT TGAAGCATTA AGATTACTTA TCATTTnTAA ATTTCAATTT 240 

5 

AAACTAACAG TAATTTATGT AGCTTTTGnA ATTCTCATAA 280 

(2) INFORMATION FOR SEQ ID NO: 1454: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 242 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 54: 

ATATTCTTTA AATTAAACTG ATCACTTGAA TAATTAACAT TACTTAATTC TATGGCATTC 60 
20 ATGATGATTC CTCCTCATAA ATGAACGTTA AAATATCCTG CAGTTCCTCA AGTGACATTT 120 

CGATGGCTTG CGCTTCATTA ACCAATTCTT TAACCAAATT TTCAATGGTA AAAAATTGTT 180 

TCTCTTTTAA AATAGGAACT ATTCTTnGCT CCTTAACAAA GGnCCCTTTT CCTCTAATTG 240 
25 ^ - 242 

(2) INFORMATION FOR SEQ ID NO: 1455: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1455: 
ATAAAATTGC AGACTTAGAT TACTCTTGTT CAGCATTTTT AATGTATATC GGTATAGATA 60 
40 TTGATGTGAC AGATCAAGTG AGACTTGCAT AnTGGTATTT TATTCAGATG 110 
(2) INFORMATION FOR SEQ ID NO: 1456: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 551 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1456: 
ACCAGTGGTT GCCTTTTTAA GTCCCGCGTG GGACAAAAAT TAACCTCTTT ACACTTGCAA 60 
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AAAGCGCTTG 


CAATATATTT 


TCGATTTGTt 


ATTCAACmAA ACGTTTTATT tTATTCGCTG 


180 


TAGTCAAATG 


TATACCCTTA 


TACTGACTCG 


aTAATCATTT GCTTATnATT TGAGAcTAGG 


240 


ACATAAATcA 


ATGCTCTAGA 


ATCCAAAAAG 


TCACATTAGT AGTAGTTAAC CGAACGAAAA 


300 


TGCACTTGTA 


ACAAGCTTTT 


TTCAATTAAA 


GTCAGGGGCC CCAACATAGA GAATTTCGAA 


360 


ATGAAATTCT 


ACAGGCAATG 


CGAGTTGGGG 


TGGGACGACG AAATAAATTT TGCAAAAATA 


420 


TCATTTCTGT 


CCCACCTCAC 


TCAAAATAAA 


TTTCACTATC CGTAAAATAA ACAACTAACT 


480 


ATTTAAGTAT 


CATCTCTCCC 


CTAATTAACA 


ATTATAAAAA TAAGAACCAA TATTCGAGAC 


540 


AACCTAATTA 


A 






551 



(2) INFORMATION FOR SEQ ID NO: 1457: 

(i) SEQUENCE CHARACTERISTICS: 
2Q (A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1457: 

ATCnGGGGCT GCATAAGCGA TATCAAGTGT GAGCATTGAA CGATTCAGGA CTGACCAGCA 60 

30 CGCCGTTTGC CTGCTTTGAA AGATCCACCG ACAAATCCGC CAACATCGT 109 

(2) INFORMATION FOR SEQ ID NO: 1458: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 
55 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1458: 

ACCAGAGCCT CTTTGACTTC CTAAGTCGAA TAGCATCGTT GATATAGTTA AAGATGACGC 60 

45 TAGATTTAGn AATCCAAACT CATAACACCT CCACCATTCC ATCACATCTG GA 112 

(2) INFORMATION FOR SEQ ID NO: 1459: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 224 base pairs 
50 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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CCCCAACCAA TTTTTTAAAA AAGGGGGCCT TTGGGGGGGC CAACCAAGGG GGAACCCCTT 60 

AACCCCAATT TTGGCCAATT TTAAAGGGAA GGCCTTGGAA CCTTTTTGGG AATGGGCCGG 120 

TTTTAAACCC TTGGTTTCCG GAAGGGGAAA ATTTTTAAAA AAACCGGAAT TGGTTGGCCC 180 

CCTTTAAATT AAAAAGTTCC CTnAAAAAnA AATTCCCCCA AGGG 224 
(2) INFORMATION FOR SEQ ID NO: 1460: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 135 base pairs 

(B) TYPE : nucleic acid 

(C) STRAND EDNESS : double 
15 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1460: 
TTTCGACAAT CAATTCGACG TCAGTGCCAC TCCATCTATA GTAAAGCGTT GATACTTTCA 60 
ATAATAACTG GATCACTGTC TAATTATAAA TGGATTCTTA CATCCCACCA TAATAAATTn 120 
CATATGTTCA TCACC 13 5 

(2) INFORMATION FOR SEQ ID NO: 1461: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



35 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1461: 

TTATAGAACC TCGTACTCCT nTCGACACTT GAATTTAAAT CAGAGCCGCC AGTGGAGAAG 60 
CATGAATTGA CTGGTACCAC TCGCAGAAAG TAATGATTCT AAGCCACTTG ATTA 114 

40 

(2) INFORMATION FOR SEQ ID NO: 1462: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



so (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1462: 

GTTGAATTGT TGGTGATGTG GTTACACGAA TTTCGAATAA TTGTTCTTTA CGTCAAAACG 60 
TATCGTTCCA AAGTAATCCC CnGGTAATAG TTACCAACAA GTTCA 105 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 162 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1463: 
TTGTATGACT CTTCGGACTT TGGTAAAATT GTGAACGCTG GnTGAATGAT TTTTGTTTGA 60 
CAATTGGCCT TATCATCATT AATCGTATTT TTAAGCTGCT CGGATATAAG TTCTCAGCGA 120 
GTTCTTTTTG ATGTATCATT AGTGTAGAAA ATAGCTGTTT GT 162 
(2) INFORMATION FOR SEQ ID NO: 1464: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1464: 
TAAATTGGAA AGTCACATTC AAnATGCGAA AATGTTTTAA AATGTCCTGT AGGTGCTTAA 60 
TAGTTTTGCA TTTGCAAATT TTACTGAACC GGTTTAAACG AAT 103 

30 

(2) INFORMATION FOR SEQ ID NO: 1465: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 153 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(XI ) SEQUENCE DESCRIPTION: SEQ ID NO: 1465: 
AAATTGTATA ACTACCAAGC TTATATGAAA TGGTAAACAA AATATTATCA CTTGTTTGAT 60 
AAGTAGCGTG GAAAATATTG TATCTTTCTA AATGTACACG TTAGAAnTCA TGCTTATGTA 120 

45 

TTACACGCGG GGCACTGGTA CCTAAGGGCC TAT 153 
(2) INFORMATION FOR SEQ ID NO: 1466: 

SO (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1466: 

TTTCAGTAAC ATATGAAAAC TTAATTAACG ATGTTCAGTA GGTTCATACA TTTTACTTTA 60 

TGATGCTTAA TTGAATTACA nTTAAGATAT GACCAGCTAA AAAGAGTTAA TGTGATATTT 120 

AACC 124 



(2) INFORMATION FOR SEQ ID NO: 1467: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 354 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
15 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1467: 



20 



AAGGAATTAA GTTTGCGACA 


CCAGCAAATA 


GTACTAATAA 


AGGAATATAT 


GGTAAGTCAA 


60 


TAATTGAATA ACCGATATAT 


AAGAATATAC 


CTAAAATAAC 


ACTGACAGTT 


ACTTGACCTT 


120 


GAATGTAAGA TTTTAATGTA 


AAGTTTAAAT 


CAGTTAATAA 


ATCTACGAAA 


AATACTTTAC 


180 


GTTCACCTTT GAnAAATTTA GCAACAGCTG 


GGATAAATTT 


TTCATGGTCT 


TTTAACATAT 


240 


AAATTAAGAA GAATGGAACC 


ATAATCAATA 


AGAAGATGGT 


TGAAATTAAT 


GATGTAATGT 


300 


ACTGTAATGA ATTAGATAAn 


ATATTAGnAA 


CGCCATCACC 


CATTGATTTA 


ACCA 


354 



(2) INFORMATION FOR SEQ ID NO: 1468: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1468: 
TGCAAACTAG GAACAATAAT GTTAATATAA CTATGATGnA AGTTAAAAAA TAAAAAGGAA 60 
CACTCTATAA TATGAATTAG GGTTTACAGT TTTTTGAGTA TTTTACAGTA TCAAAGTTTA 120 

45 

(2) INFORMATION FOR SEQ ID NO: 1469: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 476 base pairs 
so (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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TCTAAATGCT GACTAAAACT AGCAACACGA GACTCATTAT TATTAGACAC GATTGTAATA 
GTGATTCCTT TTTCATTAGC TTCCTTAAAC CATGCTTTAA CACGTTCTGT AGGTTCTTTA 
ACATCCCAAC CTACTAGCGT ATTATCTAAA TCTGTAATAA TACCTTTAAC GCCTTTGTCC 
ACTAACTTGT CTAAATCAAT TTGAAATATT GATTGAACAT ATGAATTCGG CATAAAAAAC 
TTGCGAACTA AACCCATTTA ACTCACCTTT ACCTTTTTAT AATTGAGACA CTAATGCTTC 
AACAGTTTGA CTTGATGATA CAGCTGCTTT TTCTAAAAAT GCTTCGAAGC TCATTTCCGC 
TTCTCCATTT GCTAAGTCTG AAACTGCACG AACTACAACA AATGGTACAT TAAATTGATA 
ACATGTTTGT GCAATTGCAG TTGCTTCCAT TTCAACCGCC ATCGCATTTG GAAATG 
(2) INFORMATION FOR SEQ ID NO: 1470: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1470: 
CACCATACAT GGGTAAGGAT ACTACTCAAA TCAACTTGAA ACCAATAATn CATGACCATA 
TGTGTGCCAA TGAATTCAAT TGGAAAGACA ATGATGAGAT ACTATTAAAA CGATTATATT 
TATTGTCACT TGTTCAAACG CACTCCTTTT CCAAAT 
(2) INFORMATION FOR SEQ ID NO: 1471: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1471: 
AACAAAAGTT TTGAAAAGCC GGGTGCCAGC GAAAACTTAA AAAGCACTTT ATCAGAAAAA 
GCTAAGAAAA AAGATTAATA TTCATTCATT AAATATAAAT CCAATTTAAT TTGTTGTTTA 
AGGTCTACAA GTGTATGTTT AATATACAAT TCATCGTTTG ACGGTAAATC AGATACTTTG 
AAATCTTGTC GCTCAACCTC TAGTAAATCG AAATCGCTAC CAGCTGAATT ATAGGTTTTA 
AGTTCACCCT CTTCAATGAT TCTGTTTTCA AAGTCTTTAA TAACTATAAA TACTGGTTTA 
CCGTTGTTAT TAAACAACTT GTCTCTTTTG TCTAATAAGC TTATACAATC CAAATTCATA 
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(2) INFORMATION FOR SEQ ID NO: 1472: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1472: 
CTAGGATTnC ATCTATTTGG GATGAAAATA AGCGTTTCCT GAATCCACAA GAATATCCAG 60 
TCGATTTAAG CCAGGCATGT TGGGGTAATA ACATAACGTT TTTTGA 106 
<2) INFORMATION FOR SEQ ID NO: 1473: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1473: 
TATCTTACCT ACATTGTTAT CTGATGGCTG TAATCATTAA ATCTATAACA CCGAGTTCTT 60 
CCATTAATTT TCAGCTTCAT TCGACTGCCT TTTTATnTTT CGTACTATTA CGAATTT 117 
(2) INFORMATION FOR SEQ ID NO: 1474: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 164 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1474: 

ATGCATGGCA CTGGAAnCAG CTGGGAGATA TAGGTAGTAT CCTAAAGAAG TTCAGTTAAT 60 
CGGAGCGATT GTATTGCATG AAGGTAACAT TGCGGAGTGC CAACAGGCGA AGTAAAACTT 120 
AACGGCAACC ATGCCTTATA TTAAATGCCC TTCCGGGAAA GGAC 164 
(2) INFORMATION FOR SEQ ID NO: 1475: 



(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 210 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1475: 

ACAGCAAGAC GTGACAAATC AGATACTATT AGTCATCAGC GTTAACATGT GGATAnGTGT 60 

GAGGTACGAA TAnCCGAAAG GAAATACGAC CTTTAACATT CGCGCACAAA ATGAGCTCAG 120 

GCGCCTGCCT TGCCCATTTT TTAAATTATT TCCCTGGAAA TGATTCGCTG TGTGCTGTTC 180 

TGTCCACAAC AACACGATTA ATGCCATGAC 210 
(2) INFORMATION FOR SEQ ID NO: 1476: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 128 base pairs 
75 <B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1476: 

AGGGTGATTT CACGGTTCGT CTGCCCATTT AATTGCGCAT TTTGCACACC ATCTACCGTT 60 
TGCAATTTTG GTATTAATTG TTGCATGCAG TACTGTCCGT TGACTTTGnT GCAAGTGCAT 120 
GCTCTTTC 

(2) "INFORMATION FOR SEQ ID NO: 1477: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 641 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



128 



<Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1477: 

AAAATCTGGT AAAGTAACTA GAGTTTAATA AATATATTGC ACATAAAAAA TGTGACCTTA 60 

40 TGTGGAGGAC ACATTTACTT AAGAACTAAG AGCTCAACCT CTTAGTTCTT TTTTTGTTAC 120 

CAAACAATAC ATAATGGTTC ATAGTGAAAT TCGAACTATC AATATAATTT GGTTAATACG 180 

TTTAATAATG GTTCTCTGTC AAATTGGACT TATGGGTTCA ATATCGATTT TGGCACATAA 240 

ATCAATGTAC TAGGACCTAC AATTTTCCTT TCAATAATAA ATCACGCCAT AATCTTCATT 300 

AATTACAGCG TGATTCATCT ATTATTATGT TATAAATkCT ATCTATAAAC GTCACTTTAT 360 

TAAATAACTC ATGCACTTTA TTAAAAATCC TCACAAATTT GAATATACTT AATTTAAATC 420 

TGTACTTCTA ATTTGCAAAA TCAACCCATC ATGTACAGTT ACTTTCGCTT GCAAAGACTC 480 

AATTTCATTT GAAATAGTTA AAGTAGAACC TATATnAAGC ATTTGTCTAG CTAAATTATA 540 
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GATAACTCTT ATCTTTTTCA ACTGTAGGTG ACCTTTAGGG C 641 
(2) INFORMATION FOR SEQ ID NO: 1478: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1478: 

1S TTAACCGTGA TGCAGAGTAG TAAGTGGATn CATGCTCTGT TATGGATGAC AAGACAAAGC 60 
AGCGAATATT GCGTACTGCG ATTGATGAGC AGATGCATAT GATTGGATTG GTGCAGCTGT 120 
C 121 

20 (2) INFORMATION FOR SEQ ID NO: 1479: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1479: 
ACCATTGCTT AGATAAATAC CTCGCAGTGA ACCGCATTAG TATAGCACTT CTAGCTGATC 60 
GCATCAGTAA AGTATGCTAT TAATGTCTCA GTTTTATCTG TAATGCATGT TTAAGTTAGT 120 
CATAGCATTA TTn 133 
(2) INFORMATION FOR SEQ ID NO: 1480: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 201 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1480: 

TTTTGGGGnT TTTAAATTTT AAATTCCCGn TGGGGGAAAT TCCCTTAAAA ATTCCCAACC 60 

CTTTTAAGGG GTGGGGGTTT TTTTAGGGAA AAAGGGGCCC GGGGTTAATG GTTCCCAAAA 120 

AATTGGGGAA AATGGCCCCC CAAATTTTAA ATTCCCGGTT TTAAAATTGG GGTGGGTTAA 180 

ATTGGAAAAA CCCCCAAATT T 201 
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TATTATTGAT GTTCTTTGGT TCATTCTTTG GTAATAATTT TGCACTTGAA AATTTACAAC 
CGTTAGCTGG AACCTAGnCA AAGGGATGGG TTTAGTGGTC TATTGTGGGT TTATTGGTAT 
TCCGTGGGCC ACCCCATGGG GCCATTATGG TTTGGGAATT TTGGGAATAA ATTAATTTnC 



CCAACCAAAA ACCAGGCCAA G 

(2) INFORMATION FOR SEQ ID NO: 1485: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 210 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1485: 

20 CTCACAGCAA CATCAAAGAG GCAGATATTA GTCAAGTTCA ACGTAATAAC ATCTACCTTC 60 

ACAAGTCGAT AAAGGAGCAC CATCATTAAT AAGTAGATCA ACAAGTCAAC GAGAATTTTA 120 

ATGTGCAGAA TAGAGAAGTA CACCACACAn ATAATCAAGC GATGTAATTA CTACTACATT 180 

25 TTnCATGACA GAGTGAACCT CAACAGCGGT 210 

(2) INFORMATION FOR SEQ ID NO: 1486: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 158 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 86: 
CAGGTTATGT TTGCATTAGA AGTTCTTGGA AAATCTTTAT GGAACGTGGT TTACACCCTG 
40 ACTTTGAATT GCATCGATCT GATGAAGATA AATGAAATTG AATGGGATGG CCnACATGGA 
ATGCAACCTA TGACTTGGAT GGAATTAGAT GAAGCGGG 
(2) INFORMATION FOR SEQ ID NO: 1487: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1487: 
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TTGCAGCATA TAGAGGTAGA GGCATCGCGA CAAAGTTATT AACGTCATTA CTTG 114 
(2) INFORMATION FOR SEQ ID NO: 1488: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 108 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1488: 
TGCTAAGTGA TAAAAAGAAT GATAAGCCAG GTGTACCAAT GGGTCCTGGA TTAGACCATT 60 
TGGGAGATAT CGTTGTACCA CATGTTGATC AACTAACGTT nCCACATG 108 
(2) INFORMATION FOR SEQ ID NO: 14 89: 
20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1489: 
CAAnACGTAA TTTCATGATG AAAGTGGTCG ATAATTTCTT GAAACATCGC TTTCAGTAAT 60 
AACGCCTGCT TTAAGGTCAC GTTCCGCATA GGTGTACTGA GGATGTTGAT GT 112 
(2) INFORMATION FOR SEQ ID NO: 1490: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 265 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1490: 

CAGAACGTTT AAAACAAAGT TGGAAAAGTT TTCTAATCGT ATTAGCTGCA TGTTTAATAC 60 

TTATTATTGC AAGTGAAACG CTTATTTTCC TTTAGTCATT TGACCGATGT TAAAGAGGTG 120 

AGATGGTTAT TTAGAATCAT TGTATTGATT GTTTTTGCGG TAGTGATGTT CACAATTTAT 180 

ATCTCTTATC ATCATTATAT GAATGACTTT TTAGTTACTA AGTTATTTAA TATTTCCGCA 240 

GCGACGCCAt AGTTATTATG TCTAT 265 
(2) INFORMATION FOR SEQ ID NO: 1491: 
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(A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1491: 
10 CnAAATTGGC CAGGGGCTCA TCCAATATTA AAATAGGCGT ACGAGGGATT AATAGACCAC 60 
CTAATGAAAC GCGTTGGTTG TTGGACCTCC AGATAAATCC TGGGGGTCGG TGG 113 
(2) INFORMATION FOR SEQ ID NO: 1492: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1492: 

25 ACTAAGAAAA TCCGAAATCT TTTCCGCTTC TTTTAAATAC GTAATACTTC CTTTTTTTCG 60 

CTCTAAATGT TTGGCATTCA ACTCATAACT ATTCATTAGT TTCGTTAAGC CTTCTGCATG 120 

ACTCTCATTT TGAGAAAAAA TTTCCAAATG GTACGAAGAT GTTTCAGGGT TATTCACTGA 180 

30 GCCACCTGCC AGAAAAGCTC CTCTCAAGTA ACTGCGTCTC ATTTCGTCAT CTTGAATCAT 240 

TGAAATGATC AATTTCATGG CGnnAAAATG CCGTCT 276 



(2) INFORMATION FOR SEQ ID NO: 1493: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1493: 
45 GATGACGAGC GCCAATTATG TCACTTTTAT GGCAAAAGCT GGAACTAAAC AACCnAGCCT 60 
GCCAGTAAAA TTGGCAATTG GGACGTTCTT AGCAGGTGCG TCATACATAC 110 
(2) INFORMATION FOR SEQ ID NO: 1494: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 200 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1494: 

AAAAAAAAGG TTTTTTACCC GGAATTCCAA AnTTTTAATC CCTTAAAAAA AATTCCGGCC 60 

AACCCCCAAA CCCAAGGTTT TTTCCTTAAC CTTGGAAnTA ACCAAGGTTT TTTTTCCAAA 12 0 

AAATTTTCCA AAAAAGGAAT TACCCAAACC CTTAAAGGTT TTAAAATTGG GGGGGGAAAA 180 

AGGCCCTTTT AGGGGGGGAA 200 
(2) INFORMATION FOR SEQ ID NO: 1495: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 253 base pairs 
is (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1495: 

AAAAAATTTG GTGCATTTAT CATATGGAGT ATTAATCTGT AGAAGTAAAG GCGATATAAA 60 

TGTTACTTTG GTAATAAAGA TTACAGCGAA CGTTATTATT GCTCAGGTCA GATCAAGAAA 120 

TTGGTGTCCG GGTGACAAGA CTTGGTGGCG CGGTGTAGTT TGTCAGTTGT GTGGTCATCT 1B0 

TAAATAACGC TATCGTACGG TGTGTATCAC ATGAAGGGAC TCTTACTAAT TCTGCAAGTA 240 

30 CACGTCACGC nnT 253 
(2) INFORMATION FOR SEQ ID NO: 1496: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1496: 
ACGCTAGCTT CTGAAAAAAT AAGTGAACTA TGGATGCAAT GAnCCTATTC CTGAATGATA 60 
TTAGACGTAG CGCACCTGGT GCAGAACGCC AATAAAAAGA CAAG 104 
(2) INFORMATION FOR SEQ ID NO: 1497: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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AGGGAGGCGC CCAAATGGCT CTATATTAAA AAAGGACTCT CAGAGCATTA ATGAAAAGTT 60 
GAAGCTCAAA AGGAAnCGAA AGAAACAAGT ATCAAAACAT 100 
(2) INFORMATION FOR SEQ ID NO: 1498: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



75 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1498: 

TGGAACTTTG GGGAAGTCAA ACGGTTGTAA TCGTTGAACA TAAAGTTAAA CACATTCTGG 60 
ATCATGTCGA nCGCGTCCAT TTGATGGATA TAACGGGAAT A 101 

20 (2} INFORMATION FOR SEQ ID NO: 14 99: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



3Q (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1499: 

AGTTCTGGTG CATCGTTTTT CATTGTATTT GTGACGATTA TCATTCCAGC ATTAGAATAT 60 

TATGCATTAT ATTTAGGTGT GATAGGTGCA TTTATAGGTG GTTTAACTGT TTATACACTT 120 

35 TCAGGTG 127 



(2) INFORMATION FOR SEQ ID NO: 1500: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 560 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1500: 
TCCCCGCTTT AATACCTTCC ACGATTTCTT TAATTGCTTG CGGTTGGTCA CCTTGAGGCT 60 
50 CAAAATCAGA ATGTATTTTA AAAGGATAAT GTTCAACCAT TGTCACATAT GCCTCCTCTT 120 
TCAACGTATT ATTTATATTT CCGCTCAACT CTTTGCTTTC TCATnACATA TnTTAGCAAA 180 
GTAGTCACAC AAAAaGCAAA CGTTkGTTCG TAAAAATGTC GAACAAaGAA AnACAAACAT 240 
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AAATACACAT TATATTAATC ATCATTTTGT TTCAACAAAT TTGTTTGAAA CATTATTTTA 360 
AAGTTAATCT TAGCGATCTT CATCTTGATG TTTATGAAAT TCGAGTTGAT CTATAATTAA 420 

5 

ATAACCAGCT AATAATGACA CTACATCAAT AAAAATAATC CACTCGTTAT GGAAATACTC 480 
TTTATAGATT GAGGCACCAA TTAAAATTAA TGTCAGAATA GTACCGACCC ATTTACTTCT 540 
TGTTATTACA CTAAATAATA 560 

10 

(2) INFORMATION FOR SEQ ID NO: 1501: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

75 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 

(Xl) SEQUENCE DESCRIPTION: SEQ ID NO: 1501: 
ATTAAATCAT ACTnACAATT ACCGATGACA TTATTCCAAT TCAATCTAAT TCCGTGATGA 60 
AAGAGCCACG TTTTGGTTAC TTCGTGGGCG TGAATTATTA TG 102 

25 

(2) INFORMATION FOR SEQ ID NO: 1502: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE; nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1502: 
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TATGGTAGCT 


CCAAATGGTT 


GTATCGTCAC 


ACCATCATCT 


TCAAGTGCAA 


TGCGATGTAA 


60 


TCGATTGGCT 


GTTGTTTCTG 


TTACCCATAG 


TACTTTTTCA 


TCTGTACTTA 


AAGCAATACC 


120 


ATTTGCTACG 


CTAATATTTT 


GAATGATAGG 


CGTCACTGTT 


CTAAAGTCCG 


GCGAAACATA 


180 


ATAAACGCCT 


CCTAGTGGAT 


TGGTAGAGTA 


TCCTCTAAAA 


TCTGTAAAAT AAAATCCACC 


240 


TTTAGAATCA 


AATACCATGT 


CATCAATACA 


ATATGCTGTT 


GAAAGATCTT 


CAATAATATC 


300 


TTGTAAGTTG 


TCACCATTTT 


CTGTAGCTGC 


AAAAATGCCT 


CCnGGAGATT 


TAAAATCTCC 


360 


nAAAATAACC 


AACGnATAAA 


TCGGGCAnCT 


TATGGAATTG 






400 



so (2) INFORMATION FOR SEQ ID NO: 1503: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 168 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1503: 

5 TACAGGTAGT TAACAGTTGA TGTTAAATGG CGTACTGGAT TCTTTACGCA CGA TTTTT TG 60 

TTAATAAGTA TGGGATAGCA CATTACTATA TCCTACTTAC GACTTATTGG ATATGTCnTA 120 
GCTATTCTTA AGCTCGAAAA GTTTCACAGG ATACATAAGG GACCAACT 168 

70 (2) INFORMATION FOR SEQ ID NO: 1504: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 237 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
15 (D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1504: 

CTACTGATTG TGTAATGTCG TTGGTAGGCT TGGGCTGTAC GCAGTATTAG GTGTAGGCAA 60 

CTTGGCTTTT GGCATCTACC TTGTATGTGT CGTGTATCTA nGGCTGGGGC TTGCTCCTTC 120 

AGTTGTTAGA CAGTAGGGGG TAATCTCAGG GGTGCAATGT ACTCCCTCCG TCCTAAAATA 180 

CTnTATATGC TCGTGCCGAA TTCCTGCAGC CCGGGGGATC CACTAGTTCT AGAGCGG 237 
(2) INFORMATION FOR SEQ ID NO: 1505: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 209 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1505: 
CGCATTTACC ACCATATGAT GGATCCAnCG ACGTTTTAAT AAAGATAAAA GTGACAGTAG 60 
CGGGAAAACA GGnCCATAAT TCACATCTCT TTTGAAAAAT ATGTTCAAGC TAGGATCATT 120 
AGGAGAGTCA TATTAATAAT AAAAATGTTG CAATCAATCG ACGTGCGTTG AATCTTAAAT 180 
ACATAATAAA TGTTGTAGAA GATATGGGT 209 
(2) INFORMATION FOR SEQ ID NO: 1506: 



40 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 
so (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1506: 
AAAATGTGGC TATTGATTTT GACTTGGAAC TTTTTGAACA TTTCTCTCAA GGATTTAAAT 60 
GTAGGTAACA GGGCAGGTAC TACGGTACTT nCCTATTTTT TTATGCAAAT TTTAAAAAAC 120 
A 

(2) INFORMATION FOR SEQ ID NO: 1507: 



121 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 144 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
is (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1507: 

AATGACAAGG TCAGCATTAA AACCATTTAA AAATAAACGC GTTATGGTTA CTGGACGTAT 60 

ACAACGTGTT TTGTTTAAAA ATTATTTAGA TAGACATAGC ACATTTAAGC CGAATGTAAG 120 

GATATTATTA AAAGAnGTAT TTGT 144 

(2) INFORMATION FOR SEQ ID NO: 1508: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 9 base pairs 
(BJ TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1508: 

CCGATTGAAT CTGTGTACAC TTCACCAAAG ATATCTTTCT TCGTTTCTTC AGATAAACTT 60 
TCCATTGCTT TCTTATCAAC ACTTGTTTCT ACTAATAAGT GTGTTAATTT GTGCTTnTTA 120 

40 

ACAAACTCAA TAGCTTGTC !39 

(2) INFORMATION FOR SEQ ID NO: 1509: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 155 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1509: 
TCTGCCTGCC TCGGCCTCCC AAAGTGCTGG CATTACAGGC ATGAGCCACC ATGCCTGGCT 60 
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CAAGTTAAAA TACAGATGTA AGACTTGACT TGATC 155 
(2) INFORMATION FOR SEQ ID NO: 1510: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1510: 
15 ATCCCAATGC TAATGAATTT GCATATACGA TAAATAATGC TTTTTATCAT CAATAAAGCT 60 
ATGAATCTTT CAAGATCTTC ATTGAAC 87 
(2) INFORMATION FOR SEQ ID NO: 1511: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 217 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1511: 

30 ATAGGCGTTT ACCAGTTATT TTCGAATCCA TATAATTATG TTTGTCCGTT TGGTTTAATC 60 

CAATTAATTG ATTAAGTTTT TCCAATTCCT TTTTTTTTAA TTAAAATTCC AATCCTTAAA 120 

AAAAATTGGA AAAAAGCCTT AAAAAAAATT GGTTAATTTT CCCAAGGGAA TTAAAAATTT 180 

35 TGGGGTTTTT TnAGGnCCCT TTTGGGAAAA ACCCAAC 217 

(2) INFORMATION FOR SEQ ID NO: 1512: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 101 base pairs 

<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1512: 
TGACATTGCA TCGGATTATG TTACATCAnG GACAACGGGC CTCAAAAAGC GGTGCACAAA 60 
50 CGTTCCGTAA TCATATGCCA GTGCAATCGG ATGTAAAGAG A 101 
(2) INFORMATION FOR SEQ ID NO: 1513: 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 
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(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1513: 

GATTTTATTG AAATGATTTT ACCTGTGATC AATTATTGTA ACAAATCTAC AATAAAATTG 60 

10 TCTTACTGCA TGACCTAATA AnATAGCAAC AGATATCATA CACACTTGTA ATTT 114 

(2) INFORMATION FOR SEQ ID NO: 1514: 

(i) SEQUENCE CHARACTERISTICS: 
1S (A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1514: 

ACATATACAG GTACGTGTTT AGTCCGTCGT ATACTGCAAA ATTATGTCCG ATGAAATTAG 60 

25 GGGAAAATTG TAGAACG 77 

(2) INFORMATION FOR SEQ ID NO: 1515: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



40 



45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1515: 
CCTTATAAAG TTAATGCAAG CAACATGGAC AAATTATTAn TTGAATAAAC TGCAAGAAAG 60 
ACAACAATCA TTCTTCGGAA TGCTAGGAGA ATATATTTTA GA 102 
(2) INFORMATION FOR SEQ ID NO: 1516: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



so (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1516: 

CAATTTTAAA TAGGATTTTT AAGACCTTGG TTGGGTTTTG GTACAATTAA TGGGGACATG 60 
ACTAGGTCTT GCCACGTTTA TATGCATCT 89 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 102 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1517: 

10 

GTAAGAGTGC ATAGTTTTTA AATGTTGCTT GTCTGGTnTC ATTTTGGCAC CATACAGTTC 60 
GTACCTGGAT TAGGGAAATG CCAAATGTCC GCGTAGTGAT AT 102 
75 (2) INFORMATION FOR SEQ ID NO: 1518: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1518: 

25 



35 



GAGAACTCCT 


TACCACAATC 


AAAAGTAATT 


GATTTAAATA TATGAGAAGA 


TAAAATGAAA 


60 


AGGTGCAAGC 


AGTATTAAGA 


ATTTAGGTAG 


CAAGAAAACA AGAAGTGGTA 


CATACGATGC 


120 


TAACCTAAAA 


AGAATTGGAG 


ATTAAAATGA 


TTATTAACCT TGAAACACAA 


CAAATACATT 


180 


TTGATTTAGA 


ACATGAAATT 


CCCTATTTTC 


AAGCACCTGA GAAAAATAGG 


ATACGCTTAG 


240 


ATATTGATGT 


TCTCAATAAA 


AAGCnAATTT 


CTAATATTAT TAATGTTATA 


TTTAATAACC 


300 


AATCAAAGAC 


GAAATGTACA 


TTTTTGTCTG 


AATACTTATA TCCTGTTAAA TTTAGAGAAA 


360 


AAACAAGAAT 


TGGTCGTTTT 


TTTAATATTA 


CTAACTGGTA CGAAGAAATC 


CATTCTACCG 


420 


ATGAGAAGTA 


TGTnATTGCA 


ACTATTAA 






448 



(2) INFORMATION FOR SEQ ID NO: 1519: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 304 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1519: 

50 

ATGGACGAAA GAAGATGTCA TTGCTTTTGA AAACCTAACA AATATTAAAG TAAATTTAAA 60 
AGGTAGCGGT TTTGTGTCCC ACCAATCAAT TAGTAAGGGA CAAAAACTTA CTGAAAAAGA 120 
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10 



15 



25 



30 



35 



ATTCAAATTC AGATGGTnAA GAAGAAATCT GACAGTTAAA ACTGACAGGG ATAAGTCGGG 240 

ACTnAACAGG AATGGGCTAC nTTTAAATTT AGGGATGGTA TTGGGCCACT ATTTGGTTTT 300 

TGAC 304 
(2) INFORMATION FOR SEQ ID NO: 1520: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 322 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1520: 

ATGACGTCGC ATGCACGCGT AcGTAAGCTT GGaTCCTCTA GAGCGGCCGC CCTTTTTTTT 60 

20 TTTTTTTTTT TTTCTGTTGG CCTTTGATAA TTTTATTGGA TCAGTAACAA CTTTTTGTGT 120 

TTCAACTAAG ATAGCTAAAA TTCTAACACT TATATGTAAA AATTACACTC CATTTTAGCA 180 

CAAATGTTAA CAGAAATTAA CAGCACAGTG CCATGAAGAA ATGAnAAATA CACAGCTTTG 24 0 

GTAGGGnAAT GGTCCTGGAA ATAATGTAAT GCCAAGTnTC TGATCATTTA ACATATCACT 300 

CACCTCCTTC TTCATCTGAT GT 322 
(2) INFORMATION FOR SEQ ID NO: 1521: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1521: 
40 TAAATACAAA CCCTTTAAAC ATATTTACTA AGTCGTTCAA TTGTTGATTT GATAAnTGAT 6 0 

GTGATGTGGT ATTTTGCATC GGTCCTGCTT GATTCCAGAC ATGTC 105 
(2) INFORMATION FOR SEQ ID NO: 1522: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11B base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1522: 
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GATCGTATTT CCCAGATGTA AATTCnGTGG ACAATTGGCG TCAAATAGCT TCTAGTGG 118 
(2) INFORMATION FOR SEQ ID NO: 1523: 

5 

(l) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 157 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1523: 

CnGCATATAA TCCCGCGACA TGTCTTTTAC GGGTGCACTT GTAATATTAT TACCCCCCGT 60 

ATAACCCATG TATATCTATA CTTTACCACA TAAAATAATT CCGGGACTAT TTGGCACATG 120 

TTTTGGGTGA ATTTCTTTAG TGGCACACCA CCCCTGG 157 



20 (2) INFORMATION FOR SEQ ID NO: 1524: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1524: 

30 

ACTGAGGTAG GTTATGTAGG ACGAGATGTT GAAAGTATGG TTAGACATCT TGTTGATCCT 60 
TGAGTAAGAT TAGTCAAGGC CG 82 
(2) INFORMATION FOR SEQ ID NO: 1525: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1525: 

45 GATACAAAAA AGAAGTTCAA TTTGAACTAT GAAGAAATTT ATATTTTAAA TCATATTTTA 60 

AGAAGTGAGT CTAACGnAAT CTCATCTAAA GAGATTGCTA AGTGCTCAGA GTTCAAACCT 120 

TACTATTTAA CTAAAGCTTT ACAAAAGCTA AAAGATTTAA AATTGTTATC AAAGAAAAGA 180 

50 

AGTTTACAAG ACGAAAGAAC AGTTATTGTT TATGTTACAG ATACACAAAA AGCAAATATT 240 

CAAAAACTGA TTTCAGAATT AGAAGAATAC ATTAAAAATT AAATCAAGGT TAATTGCGTT 300 
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AAAATTAACT TAAAATTTAA ATATTGAAGA GCTTAATTAA 400 
(2) INFORMATION FOR SEQ ID NO: 1526: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1526: 
15 ACTGTCTAAT ATTCACTCCC TTAAAGTGTT TTTCATATTT TTCTATTAAT GTTCATATTG 60 
TAGGGTGTTG AATGCATCTA AGCATTnCAA GTTATTCTCC AAGTTCATCA ATTTCAAAAT 120 
GGAAC 125 
(2) INFORMATION FOR SEQ ID NO: 1527: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1527: 

30 

CATGTTTATT TATGTTTCGG CTTTAATGTT GAAGAGTTTT ACAAAGTTTA CCGATTGCAT 60 
TTTATAATTT TAATGCATTA TTGGAGCATT GGCTATCATC TATTACTGCG nA 112 
35 (2) INFORMATION FOR SEQ ID NO: 1528: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1528: 
GCGAAGATGA GGATGAGATG ACTAAAGGAA AATATTGAAA AACAACCAAA AAACTGATGA 60 
ACATTATTAA AAATTTACAA AATCAAATCG ACAACTTGAG CGCAAGAACn AACAG 115 
(2) INFORMATION FOR SEQ ID NO: 1529: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1529: 



75 



ATGGATCTTC 


CGCTTCTCTT 


AATTGATCAA 


TTAAATCAGA 


CATTTCATGT 


TTTTGTAAAT 


60 


AATGATTCGC 


TTTAATGGAT 


TTTTTACATG 


ACATCATGAT 


TGCTACATCT 


TCACGTAATT 


120 


TTTTGATATC 


TACTTTTTTC 


TCTTCCAAAA 


TTAGCTCAAT 


CATATCTTTA 


ATAATTTCTT 


180 


CTACTTCATC 


TTTAGGGAAC 


CAAACTGGAT 


AGCTACTTAC 


AATATAATCA 


TGACCACCAA 


240 


AATGTTCTAA 


CATGATACCT 


ACTTGTTGAA 


GCTCATTTTT 


ATATTGATCA ATGACTAATT 


300 


GTTCATCTTT 


TGAAAAATGA 


AATGTTAACG 


GGATTAATAA 


ATCTTGTACT 


TCATTGGTAA 


360 


CCTCACCTAT 


TTnATCTCGA 


AAATATTCAT 


ATnTTATnCT 






400 



(2) INFORMATION FOR SEQ ID NO: 1530: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 97 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1530: 
TAACAGTCAA CCCACCCATT AATATATATT CAACGGCTGA CTGATACGAC GAACGTCAAA 60 

30 

GAATATGAGA GGAATAGGGA CAAGATCATC ACACATA 97 

(2) INFORMATION FOR SEQ ID NO: 1531: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 150 base pairs 

<B) TYPE: nucleic acid 
(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 

40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1531: 
TCATAACGGT GCAACTTAGA GCTGACGTAT AGTTCATTCC AACTATATAC GATGTATCAA 60 
45 CACCATGTTC CAGTTTTAGG TTAACGATAC TGTATACCGT ATTATGTCAG nGGCACCTTA 120 
TCTTCACGTA CTTTACGGCG AGATGATGAC 150 
(2) INFORMATION FOR SEQ ID NO: 1532: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1532: 

ATTCATTCTG CTAACCAGTA AGGCAACCCC GCCAGCCTAG CCGGGTCCTC AACGACAGGA 60 

GCACGATCAT GCGCACCCGT GGCCAGGACC CAACGCTGCC CGrCCTATCC TGAAGCCAAA 120 

GGAAATGAGA TCGGAATT 138 



10 

(2) INFORMATION FOR SEQ ID NO: 1533: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 460 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1533: 

GGGGnCCnGG CAATGGAGGC GTGCTTGGAT GGTGCTTGGA ATCATCCCTT TGGCCTCGAT 60 

CATAAGCTTA AACTTTTGGT GCTGGnGCCA CTGGAGGGAA ATCTTCAATT CTGGCAAATG 120 

25 GTAATTnCCT ATACCAACAT TTAAGGCATG TGGTAATGCT GGCTACTCCC GCTTCGTTAT 180 

CAGCTACATG ACAAATACAG ATGCCATCAC CTTTGCGTCC ATTTTAATCG TTGATGCTTG 240 

GAAATGTTTT TTGTAAATAT CAATGTTATC CTTCGCTGTA TGTATCGCAT TTATATCTGG 300 

30 

TAGCAAAAAT GTTCCAACAG AAAGCCCTAT ACCTAGTTCG GCAGCTATTT TGGCAGATGT 3 60 

TGCGCTACTA CTTAATAACC ACATTTCTGG AAAATGATCA TGTGTGGTGC ACTACGATCG 420 

ACTTGGTTAT CTTTATTGTT AGATAATACG GAATACGnAA 4 60 

35 

(2) INFORMATION FOR SEQ ID NO: 1534: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1534: 

TACGCTAATA AATAGTTCAC TTTTCCATTT TGTGTAGTCA GCTCATTGTA TTCTTCAATT 60 
TGCTCTTCAT TTAATGCCGC ATAAGCTTGA TCAATAATAT TTGGATTAAG TTGTCCAATA 120 

50 

TACTCTAACT GGTCATGATA AACAn 145 
(2) INFORMATION FOR SEQ ID NO: 1535: 
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(A) LENGTH: 151 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1535: 

10 ACGCGATTTA ATCGTTCGTT CCAACGATGT CCACTCCCCT ACTAATAATT AAAATCATTA 60 

CAAATTATTT CAAACTTTAC AATTnAAACT AACAGTTTTC TCAATAAAAT GCAAGCTTTT 120 

CTCATTTGTT ATTTAGAATG ATTATGATTT A 151 



(2) INFORMATION FOR SEQ ID NO: 1536: 

(i) SEQUENCE CHARACTERISTICS: 
(A} LENGTH: 86 base pairs 
(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2s (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1536: 

ATAATAGAAT CATTACAAAT TATTTCAGAC TTTACAATTA AGACTAACAG TTTTCTCAAT 60 
AAAATGCAAG CTTTTCTCAT TGTTAA 86 

30 (2) INFORMATION FOR SEQ ID NO: 1537: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1537: 

40 

ACCAAACTGT AAAGCCATAT ACTGAACATA TTGATAGCAT ACTCAATGAG ATCAAATTAC 60 
ATCGTGAATT TATTATAGAA GTACCTTATA TGAATTCAAG GAAATTTGAG CTACTGATTG 120 
CTAACATTGA ACAACTTTCT GTCGAATGTC ATTTTAAGCG AACAAGTCGA AAGTTATTTA 180 

45 

TAGAAAAGCT TAAAAGTGTT CAATATGATT TACAAAATAT ATTAGATGGC GTAACACnAG 240 
AGGGTACTGA TGGTTAAAAC AGTTTATGTA ACAGGTTACA AATCATTCGA ATTAAACATT 300 
50 TTTaAAGATG ACGCACCTGA AGTACATTAT TTAAAACAAT TTATAAAACA TAAAATTGAA 360 
CAACTGTnGG ATGAAGGATT AGAATGGGnG TTAATACAAG 400 
(2) INFORMATION FOR SEQ ID NO: 1538: 
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(A) LENGTH: 136 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1538: 
ATATCGTTAC TGCTGTATGT TTCAATATCT ATATTCATAA ATTTCAAATn CTGACACCTC 
AATTTCTTTA AAATAAGGGG CAGAACCCAC TATGACTATA GGATCTCTCA CAGGTCAATT 
CGCAAATCAC TCGTGC 

(2) INFORMATION FOR SEQ ID NO: 1539: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1539: 
TAAATATCTC GGCACAATGA TGCGGGATAT TTTTTTACAA TAGGCATAAA GGCTGGAAAA 
AACATATCTA GTGCTATGAT ACTTA 
(2) INFORMATION FOR SEQ ID NO: 154 0: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1540: 
ACAATTTGTT TATTTCAACA AATTATCTTT ATTCCACGAT GTGCACAAGT GGTTGAAATC 
AGCTGAAGAC ACG 

(2) INFORMATION FOR SEQ ID NO: 1541: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1541: 
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TGCAGGAATT CGATATCAAG CTTATCGATA CCGTCGACCT CGAGGn 106 
(2) INFORMATION FOR SEQ ID NO: 1542: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1542: 
ACATCAACTC ACCCATAATA TATATTCACG GCTGACTGAT ACGACGAACG TCAAAGAATA 60 

15 

TGAGAGGAAT AGGGACAAGA TCATCAC 87 
(2) INFORMATION FOR SEQ ID NO: 1543: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1543: 



30 



35 



GCTTATTCTG 


AAAAATATTT 


AAATTGAAGA 


AAAGAATATT 


CTAACTACGG AAGTGGTATT 


60 


AACTAATAAC 


TAGTATCCTT 


TATAAATAAA 


CATAAAAATA 


TTCAAACGAA 


GGTCTACTAA 


120 


ATAACTATCC 


ATAAAGTGAG 


TATAAGTTTG 


TTTGTAAAAC 


TGAAGTAAAA 


AGCATAAGGA 


180 


ATTACACTTT 


AAATACATAT 


AGTACTTACG 


AATAGAAAAT 


AATCCCTTCA 


ACAGTAATTT 


240 


TTAAACAAAA 


ATAAGTGTTG 


TTTTATGTTG 


ACTCTACTAG 


AATAACTTGA 


TATTATATAA 


300 


AAGTCGTCAA 


ACGGCACTAA 


TATTTAnnAA 


ACAAATGTTT 


TAAGTTGTTG 


GATTTnAAAA 


360 


TATTGAATTA 


AAGTGTAAAT 


TTGGACTATT 


GGAAATTGCG 






400 



40 

(2) INFORMATION FOR SEQ ID NO: 1544: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1544: 

ATAACGCTAA TCAGCCACAT TCAGTATTGT TAAATGGACA CACAAGCAGT TGATGAAAAT 60 
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(2) INFORMATION FOR SEQ ID NO: 1545: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1545: 

GGCTGTTATT GTTGTGGAGT TAAAAATGAA GGAAAATTAT AAACATGGTA AGCGTGTTTC 60 

75 TCGTATTACT TTACTTAAAC nAACGGTATA ACCATACCTA ACTTAGTA 108 

(2> INFORMATION FOR SEQ ID NO: 1546: 

(i) SEQUENCE CHARACTERISTICS : 
20 (A) LENGTH: 554 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1546: 



35 



40 



AAnTATGTTT 


CATATATTAT 


GAATCTAGCC 


TTAATCATAT 


TGCATTCAAA ATAATTTTAA 


60 


AAAATGAAAA 


GAAAGGATTT 


AGCATGCAAA 


AATTCAAAGA 


CTTTTTTTAC GATGATTTAT 


120 


CGGTTACACG 


AGGAAATTAT 


TTTTTAACTT 


TAATGGCAGC ATTTTTTATT ACTATCATTT 


180 


TATTTATCGG 


CATAGTTGTC 


AGTGAAGTAC 


ATTTACTTTA 


TAGCATGCTA ATTGTATTAG 


240 


TAGGTTTAAT 


TCTATTGAGG 


CTATTCAAAA 


TCAATTTATT 


CTCTTTTAAA AAATTAACAT 


300 


TGTCTCAAGT 


TATTTATATT 


ATAGGCGGTG 


CACTATTAAT 


TTATGGGTTA GATAATCTTT 


360 


ATTTATATTT 


TCATGACGTA 


CCGGCAATGA 


ACAACAATTA GAGCAAGCAA TACGGAAATA 


420 


CACCATTCTA 


TATTTCTATT 


TtCACTGTaC 


CATCATCCCC 


GCTATTGTGG aAGAAaTTGT 


480 


TTTtCGCGGT 


ATGATAATAA 


GGGkTATCTT 


CAGAAAACAC 


TTGTTTTTAG GGTTAATTGT 


540 


GTCTAGTTTA 


GTTT 








554 



(2) INFORMATION FOR SEQ ID NO: 1547: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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10 



TAAAGCAACA 


CTTTTAATCC 


CTTTTGAACT TAGTTTATCC 


GCTAAATCAT 


AAGCTTCTTT 


60 


TTTGCTACTT 


ACAAAAATCA 


ATCCTTGTAA AATTTCACCT 


GAATATCCAT 


AGTAATCTGT 


120 


CTTTTGAATA 


ATATAATTAA 


CTCTTTCATC AGAAGTTAAA 


TATCTCAGTT 


TAGTTACATC 


180 


ATCTTCTTTA 


ATACCTTGAT 


GTACATAATC AGTCACACCA 


AAATAATGAA ATGGGACATA 


240 


AAATATCACT 


TTCTAATGCT 


GCTTGTAACC TTATTTCATA 


TGCAATATTA 


TAATCAAACA 


300 


GTTCAAATAT 


ACTTAATTCA 


TCTGGATCTT TCTGGTGGTA 


GGCAGGTCAT 


TCCCAGCAnG 


360 


AACTTAGGGT 


TTGGAGGTAG 


GTTAAAATAC TCGGTTGGAT 






400 



15 (2) INFORMATION FOR SEQ ID NO: 154 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1548: 

25 

CGCTCTAGAA CTAGTGGATC CCCCGGGCTG CAGGAATTCG GCACAGCATA TCTAGTATTT 60 
TAGGACGGAG GGA 73 
30 (2) INFORMATION FOR SEQ ID NO: 1549: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1549: 

40 

GTATCCAAGC AGCTTTTAAA CAATATGGCA TAAACATTAT TAACGGCTAT GGTTTAACTG 60 
ATGGCACCTC TTG 73 
4S (2) INFORMATION FOR SEQ ID NO: 1550: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1550: 
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(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1554: 
TTTGAnATCA AATTCACTTC GCAAACGTGT CCAAGCGTGA GCAAAGGGCT AGATGATTAA 60 
TAGTTGCCCC ACTAACGGGA TCGCCCCAGT TATCCAACTT ATCT 104 
(2) INFORMATION FOR SEQ ID NO: 1555: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 100 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1555: 
25 AATAAGAAAC AnGACACTAG CTCACCACGA CGCGCACGGC CTGCGTGTAA AAATGTTGGT 60 
GGCGCGGGTT GGAGATCGTG TTCAACCAGA GCAGAAAATA 100 
(2) INFORMATION FOR SEQ ID NO: 1556: 

^0 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 86 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1556: 
CAATGAAATT ATTTATTATT TTAAGTGCAT TAAACCCCGA TGATGGCTGT CCGGTACCAG 60 

40 

GTGCATTTTG GTGCCCATGG TTTACC 86 
(2) INFORMATION FOR SEQ ID NO: 1557: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1557: 
GTCATGTTCC CATCAAAACT AATTTGTACT TACTAAAGGC TCAGCAGCGC AACAATTAGG 60 

55 
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(2) INFORMATION FOR SEQ ID NO: 1558: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1558: 

AACTGGTTAC AGAAATACCA CGTTCTTGTT TCAACTTTCA TCCAGTCACT TGATCGCAAA 60 

15 TTTACCAGTC TTCTTCCCTT TA 82 

(2) INFORMATION FOR SEQ ID NO: 1559: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 78 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1559: 
CCACAGCGGC ACTATAGCCA GCCC CTAATA TATACAGTAT TTGCATCTGA CTCATTGGTT 60 
CATAAGTATA TGCAGTGA 78 

30 

(2) INFORMATION FOR SEQ ID NO: 1560: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 76 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1560: 

ACCATTTGCT AACTTTTTAG CAGCGCAATG TTCTTATTAA CTGCTTACGC CATCTATAAA 60 
AATAAACGTT CAACAA 76 
(2) INFORMATION FOR SEQ ID NO: 1561: 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 200 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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TTGGAACCCA AATTTTTTTA ATTTTCCCAA AAATTGGGGG GGGACCCCCA ATTCCCTTAA 
GGGTTTTCCT TGGGGGCCGG GGGTTAATTC CACCCGGGGT TAAAATTTTC CCAAAAATTA 
ATTTTnGAAA AGTTTTAATT TAAGGAAACC CATTnGTCCG GAATTTTTAC CCCATCCTTA 
TGGGGGGTCC CAAAGATTCC 
(2) INFORMATION FOR SEQ ID NO: 1562: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1562: 
AACACAGAGA ATAACCAAGA GAAGACGTTT TCATCTGAAG AAAGTAACAG TAmGCCATTT 
ATGGAAGAAA ATCAAAACGA TGAGATAGTT ATAAAAGAAG ATTCATATAA TCCATTCGTA 
ACGAAAACAT CTGAAAGTTT AATAGCTGAT GATGAATCTT CTGGTTATAA TAATACACGT 
GAAAAAGATG AAGACTACTT CAAAAAACAA CAAGAAATTT TACAAGAAAT GGATCAAACA 
TTTGATTCAA ATGATGGTAC AACTGTGCAA AATTATGAGA ATAAAGCGTC TGATGATTAT 
TATGATGTAA ACGATATTAA AGGAACAAAA AGTAAAGACC CTAAACGAGG AATTCCATAT 
ATGGAATTGT TGGnCAGTCA TGGAACGTTA TTATTGCTCA 
(2) INFORMATION FOR SEQ ID NO: 1563: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 454 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1563: 
TCTTCATCAT CTTCTAATTT ACCAGCTGGA ATTTCTAGCA ATGGTTTTTC TACTGGTTTA 
CGATACTGTT TCACTAATAC GACTTCTTTT TTAGGTGTCA CTGCACAAAC ArCAACTGCA 
CCATTATGAT AAACTAATTC TCTTGTTGAC GTTTCACCGT TTGGTAATGT CACTGTATGA 
ATTTCTACAT CTACAATTTT GCCATTATAA ATAACTGTTC GATCAATTGT TTTTTCATTT 
AAATCCATTA TAATCACGTT CCTTTAAATT CATATTATAT ATTGATACAC TATGCTTGTT 
AGCTAAAGTG TATCGAAAGG AGAACAGACA TGCAAAAAAA TATATTAAAA AGTGGTATTT 
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AAATTATAGG ATTGTGCTGT TGAAAATGGG TATC 
(2) INFORMATION FOR SEQ ID NO: 1564: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 9 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 1564: 
ACATCTCGCA TCGTCACGAC TTGCTTGAAC CACTAGCAGG TCAAACAAAG CTGTACAGGC 
AACATCTGC 

(2) INFORMATION FOR SEQ ID NO: 1565: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1565: 
TCCAGAACCA TTTTAAATCC CGGGAAATAT AATTACCTCC ACTAAnGTAA TATATCCAAG 
CCAAGACTAA TCCTCCTTAA GCCGGTTTAA GTAACCAGGT TGAGAAGGAT TTTTTGG 
(2) INFORMATION FOR SEQ ID NO: 1566: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1566: 
TATTGAGATT AACAGTCTGG GAAAAATGAA CAGCAATTGT nTAATGTGAC GATGCTGATT 
ACTTTTTAAC AGTATCATTT AATAACTCAG AGATGCGCTT TAT 
(2) INFORMATION FOR SEQ ID NO: 1567: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1567: 
AATGGATGGG ACAGCAATTA GTGCATAACG ACAATATATG CTCAATTTGT CGGCAACTGG 60 
TTAAGAATCG TATTGTCACA A gl 
(2) INFORMATION FOR SEQ ID NO: 1568: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND ED NESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1568: 

AATGGATTCA GTAGGTATTG GTGAAGCGCC AGACGCAGCT GATTTGAAAG ATGAAGGTTC 60 

ACATACTTTT AGCATACCTT 80 

(2) INFORMATION FOR SEQ ID NO: 1569: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 95 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1569: 
TTTTTAAATA CGATTTTAAG GAGGCCATTA TAATGGCGAG TAAAAGTAGC GAATTAATGG 60 
35 TTTTGGTTAG GAATTGGTCG TTTAGGCATT CAGGA 95 
(2) INFORMATION FOR SEQ ID NO: 1570: 
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45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1570: 
CCCAATAAAA AAAGCCTGTT GTCACAATGG TCATAGACAC GTACATACTT TAAAGGTTTC 60 
50 TGTAATATAA ATATTTCATA TGCCACTTTA AAGTTGGnAC GTTCGTATGT TGTACTAA 118 
(2) INFORMATION FOR SEQ ID NO: 1571: 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1571: 

GACTTGATCA ATGAAGCATT GTGTGACAAT TGGTCTGTTT GCACACCGCA CGGATTGnGC 60 

10 GTCATTTATT TGTACTAATT CAAAAAACAT TGTTGTTTTC CTAG 104 

(2) INFORMATION FOR SEQ ID NO: 1572: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 
75 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1572: 
CCGAACTGTA ATGGTCCTAA TGTTTTACTC AT AC CAT ATT GCGTAACCAT TGAGCGGCGA 60 
TTGTGTTGCA CGTCGAGCAT TGAGACCGTT GTACTCGTAA nGTATATCTC TGTACACG 118 

25 

(2) INFORMATION FOR SEQ ID NO: 1573: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 74 base pairs 
30 (B) TYPE: nucleic acid 

<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1573: 

AGGGATCAAA GGTCCATCCC CCATGCATTG GATAGTGGGG GATGACTTTT GATCCTATGT 60 
TCCAGTTGCT TATT 74 
(2) INFORMATION FOR SEQ ID NO: 1574: 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 341 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



so (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1574: 

AACCTTTTGA GTAAATTCAC CAATACTCAT CCCCTTATCA TTTAACAAAC TTTTATTAAT 60 
GTTTTTGGTT ATATTATGAG TCTTTACTGC TTTTAGATTG TAAAAATTAT CGTCATAAAT 120 

55 
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GTAATTAATG TAATAATAGA AAAGTGTATA TATCTCATAT CGCCACCTGC TATACAACTT 240 

ATTAAATAAT TAATTCCAAG ACATATTAAT TATCTAATTA TAACCTTAGT TnACGTTATT 300 

5 ACATAATATA AAAATATATA ATAACTTATC CnCCGGCnCC T 341 

(2) INFORMATION FOR SEQ ID NO: 1575: 

(i) SEQUENCE CHARACTERISTICS: 
70 (A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
ID) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1575: 

ACGTGTACCA ACTTTTGGGC ACCATTGATA ATAnGTGTCA TAGGGTGACT CAGCATAACG 60 

20 GGCAAGCCTA TTAATGATAG CCAGATTAAG ACATACAGTA CATATGTTC 109 

(2) INFORMATION FOR SEQ ID NO: 1576: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 79 base pairs 
25 <B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1576: 
GCTAGATTGC GGGAATTAAC AATCATCAGC GATTTAATAT TTGCACTGGA GACGTCATGG 60 
TAATAAAAAA TTGATGAGA 79 
(2) INFORMATION FOR SEQ ID NO: 1577: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1577: 

ATGATGGCTA TCATGAGATT GAGATGATAA TGACAACAGT TGATTTGAAA TGATCGTGTA 60 

ACTTTTCAT 6 g 
(2) INFORMATION FOR SEQ ID NO: 157B: 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1578: 
AAATTGTCAC TnCAGGTCAT AACCAACCAG GTGGGACTGC ACGAGCGTTA CTAATGATCC 
AACGGTCTTG CTTTGTGATG AGGCAACAAG TGCACTTGAT CCGC 
(2) INFORMATION FOR SEQ ID NO: 1579: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1579: 
GCTCAATAGA TACAACTATT AGGACAACGG ACTATCGTTT ACAATTTATT CCAGATAAGG 
ATCGCGCAGG TCGTATGCGT AACTATGCA 
(2) -INFORMATION FOR SEQ ID NO: 1580: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1580: 
TTGTCTCTAA TAATGGnTTT GGCTTTTTCT AAAATTTCAG ATGTGGGTGC TGGTGAAGCA 
CCGACTGGTT AATTTTCTTG TCGTCACGGC CACTTTTTGT TT 
(2) INFORMATION FOR SEQ ID NO: 1581: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1581: 
AAGGTGCTGT TATTAGGATA ATGnATTTAA ACCCCATGGT ATGAAGGATA TCTGGAAGTT 
AGATTGGATA TCCCTTAACC ATGGGGGGTT TTATTTTTGG GG 
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<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 160 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



w (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1582: 

TTCAGGGGAG CTGAACATAT TGACGACTTT TGGGTCAATT CATTTTGCAT TTTACTTTTA 60 

AATGCGTTGT TGCATGTAAT TGTATTAACG ACATACATGG TGGGGCTCTA AATnAATGCT 120 

15 TGACTAATTT CTTGGATGGA GACCACGATT TACCAACTCA 160 



(2) INFORMATION FOR SEQ ID NO: 1583: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 

. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1583: 





TAAAAGCAAG 


TACATTAGAG 


GTTAGATCAC 


AAGCTACTCA 


AGACTTGAGT GAATATTATA 


60 


30 


ATAGACCGTT 


CTTTGAGTAT 


ACAAATCAGT 


CAGGATATAA 


AGAGGAAGGA AAAGTGACGT 


120 




TTACTCCTAA 


TTATCAACTT 


ATAGATGTAA 


CTTTAACTGG 


GAATGAAAAG CAAAATTTTG 


180 




GTGAAGATAT 


TTCTAATGTA 


GATATATTTG 


TTGTAAGAGA 


AAATTCTGAT AGATCTGGTA 


240 


35 


ATACAGCTTC 


AATTGGTGGT 


ATTACTAAAA 


CAAAcGGTTC 


AAATTATATT GATAAAGTAA 


300 




AAGATGTAAA 


TTTAATAATT 


ACTAAAAACA 


TCGATAGTGT 


TACATCAA 


348 



(2) INFORMATION FOR SEQ ID NO: 1584: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1584: 
AGCCAGCAGT AGATAGATAT ATTAATGAAT TCTTGGAGAA AGGTAGCTCA AATTGTCCAA 60 
TTGAGATATT GAA 73 
(2) INFORMATION FOR SEQ ID NO: 1585: 
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(A) LENGTH: 255 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1585: 
J0 GTAAGGAATG GTCACGTATT CCACACTTCT ATATGAATTA TTATGTATAT CAATACGCAA 60 

mTGGTTACAG TGCAGCTCAA AGCTTAAGTC ATCAAATTTT AnCAGAAGGT AAGCCAGCAG 120 

TAGATnGATA TATTAATGAA TTCTTGAAAA AAGGTAGCTC AAATTATCCA ATTGAGATAT 180 
15 TAAAAAATGC TGGTGTAGAT ATGACAACAC CTGAACCAAT TGAACAAGCT TGTGAAGTTT 240 

TTGAACAAAA ATTGA 255 

(2) INFORMATION FOR SEQ ID NO: 1586: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
25 (D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1586: 

30 TTATTAGGTG AnTCCATTGG CAACATTGAT TGGTTTGTCA TTAGGACAAA TTTTATTATA 60 

CATTGGCGTT ATTTTTACTA TCTTATCTGG TATTGAATAC TTTTATAAAG GTAGAGATGT 120 

TTTTAAACAA AAATAAATAT TTGTTTATAC TAGATTTCAT TTTCATATGG AATCTAGTTT 180 

TTTTAATCCC AATTTTAGAA ATTAGCCACG CAATTGTTTA TAATGATATA TTGTAAAACA 240 

ATATTTGTTC ATTTTTTTAG GGAAAATCTG TAGTAGCATC TGATACATTG AATCTAAAAT 300 

TGATGTGAAT TTTTAAATGA AATACATGAA AAAATGAATT AAACGATACA AGGGGGATAT 360 

AAATGTCAAT TGCCATTATT GCTGTAGGCT CAGAACTATT 400 
(2) INFORMATION FOR SEQ ID NO: 1587: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 561 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

so 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1587: 
CAAAGCGTCT ATTATTGTTT GATTTTGATG AAACATATTT TAAACATAAT ACAAATGAAG 60 

55 



35 



40 



2003 



EP0 786 519 A2 



10 



AAGTGATCAC TGCTGTATTG ACAGGAAGTA CATTTCAAAG TGTCATGGAT AAaATGGATC 180 

AAGTTAATAT GACGTTTAAA CCATTACATA TCTTTTCTGA TTTGAGTTCT AAAATGTTCA 240 

CTTGGAATAA TGGCGAATAT GTTGAATCAG AAACATATAA AAAGAAAGTC TTGAGCGAAC 300 

CATTTTTATT TGAAGATATT GAAGATATAT TACGTCATAT TTCTGCGCAA TATAATGTCG 360 

AATTTATTCC ACAAAGAGCA TTTGAAGGTA ATGAAACACA TTATAATTTT TATTTTCATT 420 

CAACAGGTAA TCACAACAAT GATAGTCGTA TCCTAGAAGC ACTnnTCAGA TACGCAAATG 480 

ACCAAAACTA TACAGCGAGA TTTAGTCGAA GCAATCCATT AGCTGGTGAT CCTGAAAATG 540 

15 CGTATGATAT TGACTTCACA C 561 

(2) INFORMATION FOR SEQ ID NO: 1588: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 79 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 
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' (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1588: 
CCAACAGTTT TATCATTATG GCAAGTTCTG TTAAACCTGC TGAGAGTTAT TTTGCACTGA 60 
TTGCAAAACC AGAAATTGG 79 
(2) INFORMATION FOR SEQ ID NO: 1589: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 73 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1589: 
GCAGATATGC AGCAATTTAT AGAGGACTAG TAAACGCATA TATGACTTAC AGCTTTCAGA 60 
CAAATAGCTT TGC 73 

45 

(2) INFORMATION FOR SEQ ID NO: 1590: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 71 base pairs 
50 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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TCATTTTATG GTTGATCATA GGCGTCGTCT TTTTCCTTGG GGATTTTATC TTTAAATACA 60 
CAGATTGGCG C 71 
5 (2) INFORMATION FOR SEQ ID NO: 1591: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

70 (C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1591: 

ATACAATACA ATTCACACCA TATATGGATA AAATGCAAGA TGCAATTACT GCAGTTGCAC 60 
AGTGCAAGTA GCAATACC 78 

20 (2) INFORMATION FOR SEQ ID NO: 1592: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 168 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1592: 
CCAATTAATT AAAAACCGGA AAACCAATTT TTTAAACCAA TTAAGTTAAA AATTTTTTAA 60 
AATTGGGCCC CAAACCTTGG AAAAAGGTTT AATTTTCCTT TCCCAATTTT CCCAAAATTT 120 
TTAAACCCAA AAATTCCCGG TTTTGGGTTA AATTTCCCTn GGTTAAAT 168 
(2) INFORMATION FOR SEQ ID NO: 1593: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 
40 <B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1593: 

TGCTAGAAAG TATAGAACCT GGTTCAAACG CATGGTTTTA TGTCCCTTTT TAAACnGATG 60 

TTTATTAAAA AAATATGGAA ATTGGCCACG TCCGCCAATT TCCTTAGAAA AGAACGT 117 

(2) INFORMATION FOR SEQ ID NO: 1594: 

(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH : 66 base pairs 
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<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1594: 

AGACGAAGCC AAAAAGTTAT TCGCCAAATC TGAAATATTT TCAAAGACCT TAAAGGCGTA 60 

AAATAC 66 

(2) INFORMATION FOR SEQ ID NO: 1595: 

(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 100 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1595: 

ATTTTATTTA GGCCAATAAC TGnCTACTTC TGAAATAAGT TGCTTTGCAT AGTCTGACGC 60 

25 GGGATGTTTG GATAATATCT TCTGTGTTAT TGCATTGCAA 100 

(2) INFORMATION FOR SEQ ID NO: 1596: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1596: 

GACCAGACGG CCGTAAACCT GGATGAAACC GTCCATTAGA TTCTGAAGTT GGTATTTTAC 60 

40 CTAGAACGCA TGG ?3 

(2) INFORMATION FOR SEQ ID NO: 1597: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1597: 
CTTTATAAAA TTGTCTTTGA CTAACAGGAT TTTCAACGCT ATTCACAAAC CATGGTTTAA 60 
55 CATATT 66 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 base pairs 

(B) TYPE: nucleic acid 
<C) STRAND EDNESS : double 
(D) TOPOLOGY: linear 



10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1598: 

TATGGCACCC TCTTTGATnT TGTGACCGTT TTTGGTAATT CACCATTATT GTACGAACCA 60 

TGGAATTCGC TGCCTTCCTT TAGGCAATAA CATAATTATA TTTATCCCCT TCTTGTCACT 120 

AGAGGTGCTG ACAACACCA 139 

(2) INFORMATION FOR SEQ ID NO: 1599: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1599: 

CTCCTCTGCA TGCACATCTT GTTGTAGCAA GGTTCACATG TAATTTATTA AATCGAAACT 60 

30 CTATCCAACT ATGTTATAAA GTTCATTCTA AACAAATnAG T 101 

(2) INFORMATION FOR SEQ ID NO: 1600: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 172 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1600: 
TTGTACCAAG GTTCACATGT AATTTATTAA AGCGAAACGC GTATCCAACT ATGTTATAAA 60 
45 GTTCATTCGT AAACAAATAA GTATAAAAAT TCAATATTTT TATTACTAGA ATATGGTTAA 120 
ATACATTTAT TTCTTATAAn AATTTGATGT TTAAGATATT TTGCCAAATT GA 172 
(2) INFORMATION FOR SEQ ID NO: 1601: 

SO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1601: 
5 TTGGCACTGG CCGTCGTTTT ACAACGTCGT GCACTGGGAA AACCAAAnCA CGACGTTGTA 60 
AAACGACGGC CAGTGCCAAG CTTGCATGCC TGCAGGTCGA CTCTAAGAAG GA 112 
(2) INFORMATION FOR SEQ ID NO: 1602: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 679 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1602: 
TGCAATGGTT AATCATCTCA TATAACAACA CATAATTTGT ATCCTTAGGA GGAAAACAAC 60 

20 

ATGACAAAAC ATTATTTAAA CAGTAAGTAT CAATCAGAAC AACGTTCATC AGCTATGAAA 120 
AAGATTACAA TGGGTACAGC ATCTATCATT TTAGGTTCCC TTGnATACAT AGGCGCAGAC 180 
25 AGCCAACAAG TCAATGCGGC AACAGAAGCT ACGAACGCAA CTAATAATCA AAGCACACAA 240 
GTTTCTCAAG CAACATCACA ACCAATTAAT TTCCAAGTGC AAAAAGATGG gCTCTTCAGA 300 
GAAGTCACAC ATGGATGACT ATATGCAACA CCCTGGTAAA GTAaTTAAAC mAAATAATAA 360 
ATATTATTTC CAAACCGTGT TAAACAATGC ATCATTCTGG AAAGAATACA AATTTTACAA 420 
TGCAAACAAT CAAGAATTAG CAACAACTGT TGTTAACGAT AATAAAAAAG CGGATACTAG 480 
AACAATCAAT GTTGCAGTTG AACCTGGATA TAAGAGCTTA ACTACTAAAG TACATATTGT 540 
CGTGCCACAA ATTAATTACA ATCATAGATA TACTACGCAT TTGGAATTTG AAAAAGCAAT 600 
TCCTACATTA GCTGACGCAG CAAAACCAAA CAATGTTAAA CCGGTTCAAC CAAAACCAGC 660 
TCAACCTAAA ACACCTACT 679 
(2) INFORMATION FOR SEQ ID NO: 1603: 
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(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 85 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1603: 
CATTTTAATT GATATAATTT AGACTTTAAC ATTTCATGCT GTTCACGGTT TTAATTTGAG 60 
ACGTCATTTG GTATAACAAC TATAC 85 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1604: 
ACTGGTGTGA ATAGCTCCAG CAATTTCTTT AACCGCGATC ATAATCAACG TCACCTTTTA 
ATTTGCCA 

(2) INFORMATION FOR SEQ ID NO: 1605: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1605: 
TGGGGGGTnT TTTTGGGTTG GGTTAAAAAA AGGGAATTGG CCCAAGGGGG GAATTCCCTT 
AAAAAAACCC CCAACCCCCT TGGGAAATTA AAAATTGGGT TAACCGGGA 
(2) INFORMATION FOR SEQ ID NO: 1606: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1606: 
GCTTATATAC ATGTTCCATT ATAAAAGGAG TACGAACGAA AGTAACGCAT GACGTTAATT 
TAAAAATATT GTAATAATTA TGGATTAAAT TTAAAACCAn GGGGTATTCC AT 
(2) INFORMATION FOR SEQ ID NO: 1607: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1607: 
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GTTCAAGTTG GTAACCTAAC AACACGnAAT TAGTTTAAAC GTTTGG 106 
(2) INFORMATION FOR SEQ ID NO: 1608: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 83 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
10 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1608: 
CACACTGATA CCATAGGATT TATGATAGAT CAACAGCATG ACCAAATGTA TGACCTAAAT 60 
TTAAAAATTT ACGTACACCT TGT 83 
(2) INFORMATION FOR SEQ ID NO: 1609: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 132 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1609: 
AAAAGAATAA AGTCACTGAA CAATGGTCTT TCACAATGAT GTTGCGTCAA TGCACAAGCG 60 
CATTATGTnT GTGACTTGGG CATTTTGGCT TATCAGCTGA ATATTATACG CATTTACATC 120 
CCAATTAACG TA 132 
(2) INFORMATION FOR SEQ ID NO: 1610: 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1610: 
TTTAATGCAT ACGCTTCTCG CTTAGCAATT TCTTTGCACG TCTAACAAGC ATTAACGCTC 60 
TTAnTACTAT AATCACAACA AAACCAGCGA AATATAACAT GCGTATA 107 
(2) INFORMATION FOR SEQ ID NO: 1611: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1611: 
5 TTCGCACCTG GTATCGTTCA AACCACCAAT GATGGCCCGT CTCGCCGTGG CAACAGCCGA 60 
AGACCGCAGG TAAACCCTGA ACGC 84 
(2) INFORMATION FOR SEQ ID NO: 1612: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1612: 
20 ACTCACATGT ACGATAACAC CCTTCGTAAA TCCATCTTTG GTTTGCCAAG TTCGTCGTTG 60 
TAAACTGTCT ATACTCGTTA AACCGCTACA TGTTTTCCTA AAnCCTGTGC CTAAATGCTT 120 
TACTGAA 127 
(2) INFORMATION FOR SEQ ID NO: 1613: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 129 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1613: 
CGTTCAACTT TTTCAATTTC TAACGGCGTT TTACTATCTT TATCTGTAAC TAATTCAACT 60 
CCAAACATTA AGCCTCGTCC TCTTACATCA CCAACATTTC GATGACGCTT CAGCGCATGT 120 
40 AACTGTTTC 129 
(2) INFORMATION FOR SEQ ID NO: 1614: 



45 



so 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1614: 
nCAACTAGTG GATTTAAnAT AnACATAATT ATAAATGCAA ATGCTAATAG CTGAATACCC 60 
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GCACTAGGTG CATAATTTGT GTATTGAGCA AATAAAGCTA ATACAATGAT TGTAATTCCT 
TTAATGACAA ATAAAGGTAA ATTTAATCGT TTTAAAGGTT GGTAAATTAA AAATACAATT 
GCAGCTATAT GCGAGCCACT AACTGCCAGC AAATGATATA TACCTATCTC TTTAACACGT 
TCCTTAAATT GCTCATTAAC TTCTTTTACG TCACCAGTAA TCAATGCC 
(2) INFORMATION FOR SEQ ID NO: 1615: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1615: 
GAGCTCCACC GCGGTGTCGC CCGCTCTAGA ACTACTGGAT CCCCCGGGCT GCAGGAATTC 
GGCACAGCAT AT 

(2) INFORMATION FOR SEQ ID NO: 1616: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1616: 
CATCACGTTA AATCATAACG CGTGACGTGC TTTTGCTATT TGTCTCTCGG TATCTCTATA 
TCT 

(2) INFORMATION FOR SEQ ID NO: 1617: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1617: 
ATTGAATTCA AGGGTGGAAC TCATGAATTG GCTGGAAAAA GGTAGATTTA ACTGGATGGT 
TGnAGCCATA TATCGGTGCG TTTATTTATT TGGTATTTTA AAAATCAACC TCG 
(2) INFORMATION FOR SEQ ID NO: 1618: 
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(2) INFORMATION FOR SEQ ID NO: 1622: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1622: 
ACCATCTGAC ATCATCAATT ATGAATTAAT GATGATATTA AAAATAAATT TGAAACATTG 60 
75 CCAATTGATA GTGCC 75 
(2) INFORMATION FOR SEQ ID NO: 1623: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1623: 
TACCTGTGTA TCAGCTCTAT TAACAACCTA ACATATGTGA ATAATTTGCG ATCCTTGTTG 60 
ATAATGCTGT AATTTGAC 78 
(2) INFORMATION FOR SEQ ID NO: 1624: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 95 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1624: 
GCAAGCTTTT GCGGCTTCTG ATGCACCATT AACTTCTGTA ATTAAACACA CAAAGTGAAA 60 
CAGGTAGGTA ATGCAAAACT GCAACGGACA ATCGA 95 
(2) INFORMATION FOR SEQ ID NO: 1625: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 
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ATTGCGATTA CACAGTAGTG AATGAGATAT TTGACATGAA AGCTCCTGCA GCTTCTAAAG 
AAGAGTTAGC AGGTTT 

(2) INFORMATION FOR SEQ ID NO: 1626: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1626: 
AAAAGCTAAA AAAGATTATC AGGTGTATCA CAAACTCAAA TTCTCATTAC CATTTATCTC 
AGTGTGAACG TCTTAATTGA GAACTAATCT nAATTGAGAT ATTAGTCATA TAAGGATGGA 
CAAGCA 

(2) INFORMATION FOR SEQ ID NO: 1627: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1627: 
TGATACGATA GAACATAGTT CAGCACATTG TTTGTTGAAA TTGGATATTA CCGCCATTTT 
TTCACAATAT CAATAATACC TGAACGTGTT GGTTnTTCCA CATTATGATT GTACAT 
(2) INFORMATION FOR SEQ ID NO: 1628: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 91 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1628: 

ATTTTGTCCT ATCTTGAACA AATCCGATTT TTCTCAGACA CTGAATCCAA AGTATTCATG 

TACCATAAAC CATCTGCATG TTGATTTATG C 

(2) INFORMATION FOR SEQ ID NO: 1629: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 

5 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1629: 
ACAGAAAGTC AAACAGTAAA AGCGGCAGAA TCAACTCAAG GTCAACACAA TTATAAATCG 60 

10 TTAAAATACT ACTATAGCAA GCCAAGTATA GAGTTAAAAA ATCTTGATGG TTTGTATAGA 120 
CAGAAAGTGA CAGATAAAGG AGTATATGTT TGGAAGGATC GAAAAGATTA TTTTGTTGGC 180 
TTGCTTGGTA AAGATATTGA AAAATACCCT CAAGGTGAGC ATGATAAGCA AGATGCATTT 240 

15 TTAGTCATCG AGGAGGAAAC TGTTAATGGA AGACAATATT CAATTGGTGG TTTAAGTAAG 300 
ACAAATAGTA AAGAATTTAG TAAAGAAGTC GATGTTAAAG TAACAAGAAA AATTGATGAA 360 
TCATCGGAAA AGTCTAAAGA TAGTAAATTT AAAATTACTA 400 

20 

(2) INFORMATION FOR SEQ ID NO: 1630: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 400 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1630: 

GCTTTCCTTT TCGAAATCTA TAAATCTAAT CCATTGAAGT AAACTAATTA TGATAATTAT 60 
TAATTCTATA ATTGTnGTTA TCTTTAAATA ATTTGGAAAC CTTTCATAAT CTAAACCAAA 120 

35 AAAGAAAGTT AGACATGAAA AAAGTATCAT AAATAATGAT GCTAAACTTA AGGCTTGTGC 180 
ACCTGGCTTT CGAAGAATGT CTATATTTTC CTTAGTAGTC ATATTTACCT ATCTCCTATA 240 
CATTGATTTT GTAATAGCAT ATTAAGTATT TAAAGTTATA AGTACTTAGA TTCTTTTCGA 300 

40 

TTAAAAGTAT AAAAGCCTAA AATTATCTTT ATATTATTAT TTGATGACAA CTTTATGGTC 360 
TCTATTGTTT TTTACTTAAA CGCTAAAAAG CTAnACAAAG 4 00 

<2) INFORMATION FOR SEQ ID NO: 1631: 

4S 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1631: 

55 
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TCTAGAGCGA 70 
(2) INFORMATION FOR SEQ ID NO: 1632: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1632: 
1S CAACGAAGAT ATTCAAGTGT TCAGTCATTA TTTTTGACTG CTAATGAAAC TGATTCTTGT 60 

GG 62 
(2) INFORMATION FOR SEQ ID NO: 1633: 

20 <i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1633: 
CTAATGATTA GATTCAAACT AATAAAGACT ACAAAAACAA GTTGATAATG GTAAAGATAT 60 
TATCCAACTT GACATCTAAA G 81 
(2) INFORMATION FOR SEQ ID NO: 1634: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1634: 

AATTTCACCT TTGTCTAGTA ATTTATTTGT GTAGTGTAAT CATTAATTGT TTTAATATCT 60 

AGT 63 

(2) INFORMATION FOR SEQ ID NO: 1635: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 579 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1635: 

ACCAACTAGC TAAATGCCAG CGCGGnATCC ATCTCAnAAG TGCACAGCAA GACCGTCTTT 60 

CCAACTTTTG AACCATGCGG TTCAAAATAT TATCCGGTAT TnAGCTACGG TTTCCCGAAG 120 

TTATCCCAGT CTTATAGGTA GGTTATCCCC AGTGTTACTC ACCCGTCCGC CGCTAACATC 180 

CAGAGAAGCA AGCTTCTCGT CCGTTCGCTC GACTTGCATG TATTaGGCAc GCCGCCAGCG 240 

TTCATCCTGA GCCAGGATCA AACTCTCCAT AAAAATTATG ATGTTTGATT AGCTCATAAA 300 

TACTAAATAA TGTTTGTAAC TAATAGTTAC GTTTTTGGAA TTAACGTTGA CATATTGTCA 3 60 

TTCAGTTTTC AATGTTCATT AATGTTCAAT CTCTTTTATT CTACTTCATT TATTTCTTGA 420 

AGTCAATAAC TTTTTGAACG ATTACTTTAT TTATTCTATA TTGTTTTTAT AGTTATTTCA 4 80 

ATGGtAAGTn TTACACTTTT GaaATTCTTC TTTAAAAACA ACTGCGTCGt TTTTGaCGcT 540 

TTATCaTATT ATCmACTTTG GGaATTTAAA GTCAATAAC 579 

(2) INFORMATION FOR SEQ ID NO: 1636: 

(i) SEQUENCE CHARACTERISTICS : 
25 (A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1636: 

TCGACATTAA GCAACGTTCT TCGCAAAAGG TAGCGAGCGA CACGAGTTAA CTTTGCACGT 60 

35 TTCATTATT 69 

(2) INFORMATION FOR SEQ ID NO: 1637: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1637: 

CTGTGACTTC GTCGCGATGA CCTTCGCCGT TGTTCTCATG GTAAGCTTTA AGTATCGTCG 60 

50 ATGCAGTCnG TTCGCCATGT GCGCCAGCAG ACTGGTTGTA ATGTCGCCTC GTCCGT 116 

(2) INFORMATION FOR SEQ ID NO: 1638: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 71 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1638: 
ACAACATTTA GGTACTTTCA CGCATATCAC TACAGCTCAA CGTGATGATT TACCAAATCA 60 
70 AATTTCACAA G 71 

(2) INFORMATION FOR SEQ ID NO: 1639: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1639: 
GCGTGGCTTT GTGATTAACA TTGACAAGCA CGTGCAACAA CATATTCGAC GCGATAAAGC 60 
GACATCTAAT ATT 73 
(2) INFORMATION FOR SEQ ID NO: 1640: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1640: 

CGCGATCATT TTCATTTCTA ATTAATCTTC CAAGTCCTTG TCTAAAACGT GTAACTGCAT 60 

CAGGTAATAC ATATTCCTTG AAAGTTGAAG TGAATTCAGA ATCCATAAGC CAATATTTTG 120 

CATTATGCTT GTTCATAAAC GGTAACTTCG CTATCATCAC ACATTTAATA CCATTTGCTT 180 

GAAAATCAAA ACCTTCAAAA AATGTTGACG TACCAAGCAG TATGGCCTTA TCAAAATTAT 24 0 

45 TAAACTGTTG TACTATTTTA TAATTTTGGT TCTGCTGTTG TGTTAATACA ACATAATCTT 300 

CAAATTCTGG CAATTCATTT AAGCATATCT TGTACCATAT GCATCATTTT ATAACTCGTA 360 

AATAAGACTA AACATTTTGA TGACGTTATA GTCGTATATn 400 

50 

(2) INFORMATION FOR SEQ ID NO: 1641: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 66 base pairs 
55 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1641: 
ATTGTTGTAC CATGTATACT AACAATTGTA ATGTCTCATT TCAGTAAACA AAAAGCGAAA 60 
GACATT 66 
(2) INFORMATION FOR SEQ ID NO: 1642: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1642: 

ATTTCGTCGG GAATAAATTT TGCCATTACA TAGAAATATC TAATAGATAA CGAAAAAGTA 60 

TCGTATGTAT TTTTAATATA GTGTAAAATA TTATATGTAA AATAAAATGT AGGTTTTTAG 120 

TTAGAGGCAT TATAAGAnAA TTTTGAGTAT AGGTTAGCTT TTAATTATGA ATCTTATTGA 180 

AATTTGATTA ATAAAAATAT GATAGGGGAT TAAAATGAAA CTATTTTATA TCGTATTTCT 240 

TATTATTATA TGGCTGAATA TATTTTTAGG AAATGAAATC ATCCATACAC TGACTGTTTT 300 

AATAACAACA TTGTATATTG TTAATTCACG AnAGGGGATT AAAAATGACA GAGTTGAATA 360 

30 ATATTATAAA CGCGCnTGCA ATCnTTGTTT GAGTCCGGAA 400 
(2) INFORMATION FOR SEQ ID NO: 1643: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) * TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1643: 
AACTAGAGGA GGACATCCTA ATGGAAGCAA AACCCGTTGC TAGAACAATA AGAATCGCAC 60 
45 CTCGTA 66 
(2) INFORMATION FOR SEQ ID NO: 1644: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1648: 
AACTATAGAA AAATTCGGAA TTATACCAGA AATGGAATAT GAAATGGAAG AGGTTAAACA 60 
AAnCGAGCAA TATATTAGAG AGCAAGAAGA AGCTGGAACA ATAGAGGCGA TAACA 115 
(2) INFORMATION FOR SEQ ID NO: 1649: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1649: 
TGTTGTCATG ATCTGAAAAG TCAAAGTCAA TAGAACATTG GCTTTGGCTT TTTATTTGG 59 
(2) INFORMATION FOR SEQ ID NO: 1650: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1650: 
ACCGATAATA GTACACGGCA TAATGnAACA ACTTGGCATG CACCCTTTTT ACGTTCCTTT 60 
ATCTCTGCAT GATTGTCATG TTCATCATGG TTTGGCTTGC ATTAATAGAG AGGGTTGACG 120 
CAGAA 12 5 
(2) INFORMATION FOR SEQ ID NO: 1651: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 71 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1651: 
TGATTAACGC GAATGCCACT TTTACTACCA ATGTTCCCAA AGCTGCTTCT GACAAACGCC 60 
ATTGTACTCT G 71 



55 



2022 



EP0 786 519 A2 



10 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1652: 
TCACTACATG CACCATAAAT ACAGTATGAA CGTATTGAAA TGGGCATTAC ATGATACAGA 60 
(2) INFORMATION FOR SEQ ID NO: 1653: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1653: 
TTAATTGAAA CAATTGACAA ATGCAATTTG ACGCCAAACT TTGAACTTTG AATGGATTAT 60 

25 

CACATTATGA TTGTTCATCC ATGGnCAATT AGCATGGACG TATTACATTC TGGATTATCA 120 
AGC 123 
30 (2) INFORMATION FOR SEQ ID NO: 1654: % 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



40 



45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1654: 
CTATGACGTC GCATGCACGC GTAACTTGGG CCCCTCGAGG GATCCTCTAG AGCGGCCGCC 60 
CTTTTTTTTT TTTTTT 76 
(2) INFORMATION FOR SEQ ID NO: 1655: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1655: 



55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1659: 

TTAATCCCAC AAACAAATGT ATGAAATTGA GTCAGTGATA TTAAATATGG GCTTGAAAGT 60 

GTCTA 65 

(2) INFORMATION FOR SEQ ID NO: 1660: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 91 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1660: 

TGCATTTTTG TAAGAACGCA AAGCATTGTA AATTAGTTTT TATAAATTAG GATATTATCA 60 

20 TGTGTATTGA AAACAATGAA GTGTGCTATG A 91 

(2) INFORMATION FOR SEQ ID NO: 1661: 

(i) SEQUENCE CHARACTERISTICS: 
2$ (A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 



35 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1661: 
ACATATCTGT CCACACAACA AGGACCATTT GTCTGAAGGG ACAGTGAGTG GGGAATATGT 60 
(2) INFORMATION FOR SEQ ID NO: 1662: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 169 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1662: 

TGGGGTTTTA ACCAGGGGAC CTAAAACCAG CCCCCATTTT CCAAGTTTGG ACCCCAAATT 60 

CCCnAAATTT AAAAAAAATT TGTTTGGGGT CTAACTTGGG CCGGTGCCTT CCTGCCTAAA 120 

TTTAGCCCAT GTCTAACATA GTACTTTGGG AACGTAAAAG TTTAATTTA 169 

(2) INFORMATION FOR SEQ ID NO: 1663: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 677 base pairs 
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CO STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1663: 



75 



25 



TGGCACAATT 


GCACCAATTA 


AATGAATAAC TTTATCATTT TTATATACAG GTACAACAAT 


60 


CGCTTCTTTT 


ACGAACTCAG 


ACTGGCGTAA TTGTGTTTCA ATTTCTTCTA ATTCCATTCT 


120 


GTAGCCATTC 


AATTTGATTT 


GGAAATCAAT ACGACCTTGA ATGAACCATT GACCATTTTC 


180 


AAACTTCGCT 


TTATCACCAG 


TGTGATATGT ACGAATACCG TCATCGAAAT TAAATACTTC 


240 


AGCTGTTTTT 


TGGTCATTTT 


TTAAGTATCC TAAACTTACA CTTTGACCTT CGATAACAAG 


300 


TTCACCTTCA 


TCTGTAGTAG 


ATAATCTTGC GCCTGGTCTT TCAACGCCAA CAGGTAATGT 


360 


CGGATATTGA 


TCTAAGATTT 


CTTGTGTAAT TTGAATACTT GTAACTGCTA CCGTAGCTTC 


420 


AGTTGGACCA 


TATGTGTTGT 


AAATCGTCGC ACTTGGGAAA CGGTTTACTA ACGCTTTTGC 


480 


TGCTCTGTGA 


GGTAGAATTT 


CACCACAGAA GAAGAATTCG TTAAGACTAC CATATTGTTC 


540 


TTCATTAAGC 


GTTGGTAATA 


ATAAACACAT TTCCATAAAT GATGGTGTTG ATACCCAAAT 


600 


GTTAATCGGT 


GTTGCTGTTA 


GCATTTCATT TAATAATTTA GGTTTATTAA TCATGTTTTT 


660 


ATCTACAAGA 


nTnAAnG 




677 



30 (2) INFORMATION FOR SEQ ID NO: 1664: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 
3S (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1664: 

40 

GTTACAACAA TAGTGGTATA AAACGGGAGC AATTAGAGAT CAATATATGA TTATTAAGAG 60 
CA 62 
4S (2) INFORMATION FOR SEQ ID NO: 1665: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 342 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1665: 
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GTTTACGCAA ATGATAGCTC GGTAAAACAT GAGCAACATG TTGAAGCCAA TTTGGAAATG 120 

TGTTTATCGG AAACCACAAT CCACCTAATA CTGCTAAACC AATTGTTACG AT ATT AG CT A 180 

AAGCACTTGT TTTTTGAATA TCATTTAACA AAGAACCATA ATATGCCAAA AGTTATTAAT 240 

AGAGACGCAC CTAACCATAA AAATATTCCT GACTCTAACC ATTGAACTGC ACTCATTGCA 300 

ACACCTTTAT AAAAATGTCC AACCATAAAA ATAACTAATA TC 342 
(2) INFORMATION FOR SEQ ID NO: 1666: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

15 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



2Q (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1666: 

GTCCAAGAAT TCAAAAACGT TTTCAACTTC GGCCAAAGCC CAATTTnTCT TTGTGGTTTA 60 
ACTTTTTAAT TTTGAACGTT TTAGGGCATA AAAAAAAAAA GG 102 

25 (2) INFORMATION FOR SEQ ID NO: 1667: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1667: 
TTGATAGTAG CCATAATCAT ACCACTTAAA TAATATGTTT GATCATCGGC ATAATTTTTA 60 
TTTATTGTCt GTTCGCAATA TTTTGAGCAT TATCATAATT ACCACTAGTC ATATCATCTT 120 
TG 122 
(2) INFORMATION FOR SEQ ID NO: 1668: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 57 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1668: 
AGAGATGAAA TTAAAATCGC AATTGAAAAT TTCAAATCAC GATGAGAGTG GGACAGA 57 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1669: 
AACTACTGCC AATATTAATA GCATTGGTAC ATCTTAGAGG CATTGAATTC CTTACTCAGA 60 
CTCATAATGC 70 
(2) INFORMATION FOR SEQ ID NO: 1670: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1670: 
25 TTGTCTGATA TAATCCATTT CGATTGGACT CCACACGTTA CACCGATACC TTCTTTACCA 60 
GCCCGACCCG TAC 73 
(2) INFORMATION FOR SEQ ID NO: 1671: 

30 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1671: 
GAAGAATTGT ACTGTTAAAG TGACTCTAAA CTATCGCGGA AATAACAGTG AAATCACCAA 60 

40 

TTAGACTAGC GACACTGAAG TCATTAAAAA CAGACATTTG TAGTGGTGCn CTTATCACCG 120 
CAAATACAAG AGAGTTTCTC 140 
45 (2) INFORMATION FOR SEQ ID NO: 1672: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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AACAACGTTT ACTATTGGCA CAGAACGGTT GGTACTTAGT CTAATACCAT TGTCATCAA 59 
(2) INFORMATION FOR SEQ ID NO: 1673: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1673: 

ATCTCTTTGA CTTGAAGGAT TGGATTTAAA TCTTGGTGAT TTGGGCCGTG AAATATTTCC 60 

AGAAAATTCC TCAGACGTAT TAGTATAATT GTAACGnTAC ATTCTAATAT ACCTTTCTTC 120 

GATG 124 



20 (2) INFORMATION FOR SEQ ID NO: 1674: 

<i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1674: 

30 

CACCACCACC ACACACACAC ACACAAACAC ACAACCCCCC CACACACAAA CCACACCACC 60 
AACACACCAA CACAnCACAA AAACCCACCA CACACACCAC ACACCAACC 109 
(2) INFORMATION FOR SEQ ID NO: 1675: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 
(B> TYPE: nucleic acid 
(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1675: 
45 TnGTCAACTG ATTTATGAAA TGGCAGAGCA TATGGCGTCA AAGGTTCTTA ATCGTTAAGC 60 
CAGACCACTG GAGGACCATT AGATGCAGCG TTGCTTTCAA G 101 
(2) INFORMATION FOR SEQ ID NO: 1676: 

SO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 



2029 



EP0 786 519 A2 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1676: 



5 



TTTTTAAAAT 


TTGnAAATTT 


TAGACCTTAT 


TTCACGTGCG 


ATTTAATCGA TGTGTTAATA 


60 


AAACAATACT 


GGCATTCAAC 


ATGTAATCCG 


ATAATAAAAT 


AAGGTTGCAA TTATGTTATT 


120 


GCATATTTTG 


TTTATTACTT 


AGAATAATAC 


GATGGTTAAG 


ATGAAATATA TGACAAAGAT 


180 


AAATAATGAC 


ATTAAATTCA 


AGATGTTTAC 


GCCTTTTAGA 


TCTTTTTTAA GCATTTTAAA 


240 


TCCTGTCACT 


TCkACATTAC 


CGACTAAGAG 


TAATAAGACG 


ATAAATACCC ACCAATTsTC 


300 


TTTTGGAAAA 


CTCATCGTCG 


TTAATGCTAA 


GACGAATAAT 


AACAACACAC CCATAATAAT 


360 


TCTCAAAATG 


CGAGTAAATA 


CAACTTCCAT 


TTTAAAAATA 




400 



(2) INFORMATION FOR SEQ ID NO: 1677: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 64 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1677: 

TCTTACTCAT GCATATGAGT GCAAGGGCCT GAGCATTCAT CAGCAAGATT AGAGCGATTT 60 
TTAC $4 

30 

(2) INFORMATION FOR SEQ ID NO: 1678: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1678: 

ACAGCTGATT TATTAAATGA TACTAAGTCC AAAGGCATGC GCATTATATC AGTTGGTACA 60 
TTTCA 65 

45 (2) INFORMATION FOR SEQ ID NO: 1679: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 362 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1679: 

AGCGCCACCA ACTGACGAAT TAGGTGGTAG TTGGACACTA TGGAAAAATT TAGCGCGACA 60 

AAGTCCTGAA TTTGGTAATC CTGATAAGTT TTGCCAAAAT ATTCCTAnAA AAAGTTGGTT 120 

TGTTTCAGCA ACTTCTACAA CAAACAATAA AGAGATTATC GATACAATAG AAAGTATTTG 180 

TAAACGTGAC CCACTTGGCA GGCAAAACAG TTACAGGCGG TATTATTACA ATCAATGATT 240 

CTGcATGGCA AATGAGTTTT ACAATCAATC GTGCAGCAAC AGTTTGAAAG ACCAACCTGG 300 

AAAATGGAAA TATCTACATG GGGTTTGATG CCTTATGATT CnGGnGTAAA CGGCGGTTGA 360 

15 TG 362 

<2) INFORMATION FOR SEQ ID NO: 1680: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

■ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1680: 

AGATACTTCA GATTTAGCAT CATGAAGCAA CTTTAAAAGC AATCGCTGAC GCTGGTATTC 60 

30 AGCCCGAGG 69 

(2) INFORMATION FOR SEQ ID NO: 1681: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1681: 
TAACCATTTC TTTTGACGTT TTATGTTGTT TTAAGAAATA AATACCAGTT AATGTA 56 
45 (2) INFORMATION FOR SEQ ID NO: 1682: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1682: 
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(2) INFORMATION FOR SEQ ID NO: 1683: 

(i) SEQUENCE CHARACTERISTICS: 
s (A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1683: 
CCCCAACACA ACAAACAACA CACCCACCAC CCAACCCCAC CACACCCACC CACCACCCCA 60 
15 ACCCACCACA ACACCACnCA CCAACACACA CCACACAACA ACCCCACAC 109 
(2) INFORMATION FOR SEQ ID NO: 1684: 



20 



25 



30 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1684: 
ATTATGTTCG CGATAATTTA AGTAAAAGAA GCACAGATAT TGAATTTGAT AGGAGTAATT 60 
GT 62 
(2) INFORMATION FOR SEQ ID NO: 1685: 



(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 57 base pairs 
35 (B) TYPE: nucleic acid 

<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1685: 
CATAAGGTAC TTAAATTAAG GCATATCTGC TGTCTAGCAG TCGCATAAAT CATTAGA 57 
(2) INFORMATION FOR SEQ ID NO: 1686: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1686: 



55 
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(2) INFORMATION FOR SEQ ID NO: 1687: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1687: 
CTTTATAGTA TATTGCTTTT TGTTTTTCTT TTTCGTCATA TTTCACTTTT AAATAGATAC 60 
15 CTGCAACACT AATTAATATG ATTAACATAA TACTAGTTAA TATTAAnATT 110 
(2) INFORMATION FOR SEQ ID NO: 1688: 



20 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 214 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1688: 

AATTACTAGT CTGCTTGTCC AAAGATTATT TATATTCTAG CTCAACATTA ATTTCTTTGA 60 

go TTTTGGTACC ATCTATCGTG TCACCCATGC GATGCGGTTG TAGTTTTTTT GTAAGTTCGA 120 

AAGTATAAAA CTTATCATCT TCCATTTTAA CTACAATTTT ACCTTTTCTA TTATTAACAG 180 

CACCATATAA TTTTTCTTCT TCCATCAATT TTTT 214 

35 (2) INFORMATION FOR SEQ ID NO: 1689: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

4S (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1689: 

GCTAGTTGTA ACGTGCTTTT TCACCACCAG ATAAATCATA ATATCTTTTA ACATCTCTG 59 
(2) INFORMATION FOR SEQ ID NO: 1690: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1690: 
CCAAACTTTA TAATATGAAA TGCTTGGTAA TTACAAAGAT AAAATCATAC TCACG 
(2) INFORMATION FOR SEQ ID NO: 1691: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1691: 
TAGACAGCAA TCCATTGCTA TAGGGGTGGA TATCTCATTT GCGTTTGGAG CTGTGCTTGT 
TATG 

(2) INFORMATION FOR SEQ ID NO: 1692: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 57 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1692: 
TGCATGGGAT TGCAGCTAAG AGAATCATAA AAATATATTA CTTTAATAAG TGTAGTA 
(2) INFORMATION FOR SEQ ID NO: 1693: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1693: 
CGATGTGTAC GTCTCACCTG ATTTCGCACG GTAAGCTAGT GCATATTCAG CACCGCTACT 
CGCCCAGCCT AGAC 

(2) INFORMATION FOR SEQ ID NO: 1694: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 162 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1694: 
AACTTTTCAG ATGTTGATAG CTATAGATTT AGGCGCTATT CACCAnGTCT ACATGCAATA 60 
CGTACGTTAT AATGCACTGC AACGAATCGC GCGTTATGAG TTGGTAATTG TTGTTCAATA 120 
TTGGGTGTAT AGTTTTCAAC GTGGTTACAA GCAACTACCT AA 162 
(2) INFORMATION FOR SEQ ID NO: 1695: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
is (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1695: 

20 AATTATCTCT ACACCTTTTC TTTCACATAA TTGACGCAAT ATAATCCCTA TATCT 55 

(2) INFORMATION FOR SEQ ID NO: 1696: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1696: 
ATGCAACGTT GGCATTGGGA AATGGTCCTG CCTAAATTAA CACGCAATAA AATGTG 56 
(2) INFORMATION FOR SEQ ID NO: 1697: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1697: 
ACTGTGTAGA AGATGCTATT ATTGTAAAAC ATAGTTTTAA TTTTATTTTC TGATATA 57 
(2) INFORMATION FOR SEQ ID NO: 1698: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1698: 
AAAATTTTCC CCCGGGAACC CGGTTTTTTA AACCCCCCGT TTTAAAAAAA TTTTGGGGGG 60 
CCCAAAATTT CCCAAAAAAA nAAAAAATTT TTTTTT TCCC GGGGAAAAA 109 
(2) INFORMATION FOR SBQ ID NO: 1699: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1699: 

GTGTTAACGT GGATTATATC AAnGAGGCGG TCAGGTACAG TCCACACGCA CAGCGCACAG 60 

AAGTATCACA TCCAGTAAAC AAGGCTAGTA CAGCATTGCA 100 

(2) INFORMATION FOR SEQ ID NO: 1700: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 129 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1700: 
AAGGTTAAAT GAATTAGGTT GATCAATGCT CTATACTCAT TGCTAAGTCA ACGCACCTTT 60 
ACCACCTTTT CCCAACTCAG TAAGGCATTC GACGTATTTC TTAGCCAAGn TTACATATCT 120 
ACTCTGCAC 129 
(2) INFORMATION FOR SEQ ID NO: 1701: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1701: 
50 CAAGAGGAAC AACTCGGTAC TGCGCATCAG CAGAGATGGC GAAATCACAC TTAGAAGACA 60 
AGG 63 
(2) INFORMATION FOR SEQ ID NO: 1702: 

55 
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(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1702: 

10 TATTTAATAA ATCTTCAATA CCTTGTTCAT CAGTTTGTTG ATAAATAAGA CCTCTCCATT 60 

TTAAATCTTC AATTAATACA TTCGTCATTA TTATTTCCTC CTATTTATAA TTATTTATTG 120 

AATACTTGTT AAAATACTTT AAAGkTTTTT GAACGTAAAA AAAACCCTTA CAACAAATAT 180 

GTAAGGGCGC GATTGCACGT TACCACCAAA CTTAAACATA ATCATAAGAT AATGTTCACT 240 

CTATTAATGA TACGTTCATT AATAAACGTA GGACATGTTA GTTATAAAGG TGTATTCATA 300 

TTATTAAAAA CACTAGTTCA CAGCGACCAC TAGCTCTCTG ATGATTTCAA ATAATATTAC 360 

TTGTCCTTTT ATCCTATTCT GTATGCATTT TCCCTAATTA 400 
(2) INFORMATION FOR SEQ ID NO: 1703: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 208 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



15 



20 



30 



35 



40 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1703: 

TCAATATTGA TATCGAAACG CTTTGCAGAT TGATATAAAT TATCAGAATC AAGTAATTCA 60 

TTTATTTTCT TTGGTGAAAG TACTTGGAAA ATACTATACT GATGAAAACT TAAAAATGAA 120 

ATGAAGTATG GAAGTTGTTG CTTTGGGTAA GCnAAATTTC TAATACATAC TGATTAAACT 180 

GTTTGTTTAT TGnGAATTGC AACGCATC 208 
(2) INFORMATION FOR SEQ ID NO: 1704: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 67 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1704: 
AAGCCGATGT AATTATTTAT GCAACACCTG TTCTAATGCA CAAAGAAATA TCTTAGCGAG 60 
CTTATAG 67 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 170S: 

CCAACTTGCA TGTTATTTTA AGCTGACTTT CCACCAACTT CTGAGTTTGT GGCC 54 
(2) INFORMATION FOR SEQ ID NO: 1706: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1706: 
CAACTACACG AAAGGGTAGT GCTTCAAGAT AATAACGTCC AATTATTAGG AACTGTGGCG 60 

25 

A 61 
(2) INFORMATION FOR SEQ ID NO: 1707: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1707: 
ACCATTCCAA ATGAACCTAA ACCACTTGAT ACGTTGACGA CAACAGGTTG TTCA 54 

40 

(2) INFORMATION FOR SEQ ID NO: 1708: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 59 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1708: 
AAATTTGAAT AACTGTACAC ATTTTTTTGA TCATAGTCTA TATACTTTGT GAATTAATT 59 
(2) INFORMATION FOR SEQ ID NO: 1709: 
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(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1709: 

10 GCACAATAGC CAATTAGATG GGGCCGGTGC GGTAACATTT TGCTTCATTC CTGCATTAT 59 

(2) INFORMATION FOR SEQ ID NO: 1710: 

(i) SEQUENCE CHARACTERISTICS: 
rs (A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1710: 
TTACAATTCA ATCAAGTTCT TCATTATCAG ACGAAGAAAT CCACCGTATG GTAAA 55 
25 (2) INFORMATION FOR SEQ ID NO: 1711: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1711: 

35 

TTTCTGCTTA TTGTCATTCG ATATCGAATT ATTAGAAAGT GCAGATTTCG CATCAG 56 
(2) INFORMATION FOR SEQ ID NO: 1712: 

4Q (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1712: 
TAAACCTTTA GGATTGCTGG CAATAGTAGT GCAGTTGGCT GGACTTGTCA TGCCC 55 

50 

(2) INFORMATION FOR SEQ ID NO: 1713: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1713: 

5 CAAGAGGATT CGTGCAnTGA ATTCATGGAG ATATTTAGAT CTTTCACTGG AGAGAAAATA 60 

AAAAGAAGAA AAGAGTAACC TTTAGATTGC TGGATnTGTG CAGTGGCTGC TTGCGTGCCT 120 

TTAGGTGGCA TAAGGAGGCT ATACGCAGAC AACCACCGTC CCGGGGTTTT ATTGTACACT 180 

10 GTGTAGGACG CAGACTTTAT GTGGTTG 207 

(2) INFORMATION FOR SEQ ID NO: 1714: 

(i) SEQUENCE CHARACTERISTICS: 
7 5 (A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1714: 
TGGTTATCGA CTGCTCGTAT ATTTTGACTG TTTTGACTGT TGTTTCCGTA GCAATACTAT 60 
25 CTCCTAAGCC TTTCATTGGC ATTG 84 
(2) INFORMATION FOR SEQ ID NO: 1715: 



30 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1715: 
GTTTGAATTG ACTGACTTCG TTTTACCGCG TGTTTAATAT TGTTATACAT ATAT 54 
4Q (2) INFORMATION FOR SEQ ID NO: 1716: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1716: 

50 

GAAGCCTGTC AGTGGATCAA ATTATTGAAG ATAACTTGGG TGGCATTTTT GGAAAGTCCA 60 
AATGCTGGGA ATGGTCA 77 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1717: 

10 

GGGCCCTTTT TTTCCCAAAA AAAAAAACCC CCCCAACCCC AATTTTGGnC CCCCTTCCCC 60 

TTTAAAAATT TAAAAATTGG GCCAAAAGGC CCCCCCAAAA AAAACCCCCA ATTGGAATTG 120 

75 GAAAACCATT GGAACCAATT CCATTGAACC AGGA 154 

(2) INFORMATION FOR SEQ ID NO: 1718: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1718: 
ATTGTCTACA CTGCCACTTT ATTTTCATTA ACCATTTCAC AAATGTGTTC ATCATTCAAC 60 
ATGAACATCA ATTGTTCAAT TACATCGACA CCTGATGCCT AAnCACGCAC CTTTTGCACA 120 

30 

(2) INFORMATION FOR SEQ ID NO: 1719: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 54 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D> TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1719: 
TTCATTTGTT TGTAAAAGTG GCATTTCTAT GTCTTAAAAG TGACGAAACT TCAC 54 
(2) INFORMATION FOR SEQ ID NO: 1720: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
so (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1720: 
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(2) INFORMATION FOR SEQ ID NO: 1721: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1721: 
TTTGGATTAT AAATTGACAT GTAAGTACGA GGCAGCTGTA CCCGATATAT AATTGCTAAG 60 
AGTTAGGGCT G 71 
(2) INFORMATION FOR SEQ ID NO: 1722: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 325 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 1722: 



30 



TTTTATCTTT 


ATTACTAAAA 


CCAACTGCAC 


CAAAGTTTGC AGTCATTACC ACACGTTTAA 


60 


CACCCGCATG 


TTCTGCAGCT 


CTTAAAATAC 


GTTGTATACC TTCAATTGCA GGCTTCGCCA 


120 


TCACTTCTGC 


ATCGTCTGTT 


TTACCGAAAA ACACCGGAGA TGCTACACTC AAGACATACT 


180 


TGCAATCTTT 


CATTGCTTCA 


TCCCAATGTn 


CATCTTGTGA TAAATCCGCT TCGACAAACA 


240 


TTAAATCGCT 


CTGTGGAAAT 


GCCCATGTCT 


TGCATTGTTT nAATTACTTT ATCAGCTTTA 


300 


CTTAAATCAA 


GnATCGTCGT 


TTGTA 




325 



(2) INFORMATION FOR SEQ ID NO: 1723: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1723: 
CAGTATTGCA GTCACGACAA TGTGATGACT AAATTATCCA AAGTATGAAT TCCATGCGGC 60 
ATTAATCCTA G 71 
(2) INFORMATION FOR SEQ ID NO: 1724: 
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(A) LENGTH; 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1724: 
W TTGCAACGAT ATTAGGCTAT CTAGTCGGCA TATTTGTAAA ACAAGATCCA ATT 53 
(2) INFORMATION FOR SEQ ID NO: 1725: 



15 



20 



25 



35 



40 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS; double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1725: 
ATCTATTCAT CTTCGTACAC GGACAGGAAA TGAGTCCAGT AGATGCACAT TGGGAATTAA 60 
TCGAAGCTAG C 71 
(2) INFORMATION FOR SEQ ID NO: 1726: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 71 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1726: 
CATCTTGCAG GTCTACATTA TAAAATGTGA AGTTTTCTAC GATAACAATT GGGAAACTCA 60 
GGGGCATCTC C 71 
(2) INFORMATION FOR SEQ ID NO: 1727: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 235 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1727: 
TTCnTTTTTA AAAATTCCCC ATTCCTTTTT AAATTTCTTT CCCGCTGGAT TAAATGGATT 60 
TTAAAAATTC CACCCCAACT TAnAATTAAA TGGCTTGTGG AAAATTAACG GGATTGGCAT 120 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1736: 
GATTTGCAAT TAAACTTAAA TGTAATTTTT CGGAATGTGT ATTTGGTTTA CTTAAAGTAA 



(2) INFORMATION FOR SEQ ID NO: 1737: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1737: 
AAAGAAGCTA AAGAAAAAGT TGATAAAACA GCAAAAGTGA TTATTAGCTA CAGCATT 
(2) INFORMATION FOR SEQ ID NO: 1738: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1738: 
CAATAATATC GCTAAAACCG CCATTTGTAC CAAATGAATT TGATAATGCT GCAG 
(2) INFORMATION FOR SEQ ID NO: 1739: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1739: 
TAGAGCCCAA CCGGCAACCC ATCCATGGAA ATTCACCAAA ATAATACATT GACCCCAAG 
(2) INFORMATION FOR SEQ ID NO: 1740: 
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(A) LENGTH: 136 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1740: 

10 CCTTTTTGGn AATTTAAGGG GGTTCCCAAC CAAATTCCCC CAAATTTTTT TGGGTTAAAA 60 

AAACCCGGCC CAAAAATTTA AGGGAATTTG GAAAAAGGTT TGGTTCCCTT TTTTTCCCAA 120 

GGCCCAAAAT TTGGAA 136 



(2) INFORMATION FOR SEQ ID NO: 1741: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 53 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1741: 

CATTCAACCA ACGACTGACA ACAGAACATT TAAGAGTCTA GGACATTGAT TGA 53 

(2) INFORMATION FOR SEQ ID NO: 1742: 
30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1742: 
GCTCGTCTGA TTCAGTCACA AAATTGTCTT GTTATACTTG TCACCTATCA TC 52 

40 

(2) INFORMATION FOR SEQ ID NO: 1743: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 53 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1743: 
TGTTATTTAA AGAGGCTCAA GCTTTCATAG AAAACATGTA TAGAGAGTGT CAT 53 
(2) INFORMATION FOR SEQ ID NO: 1744: 

55 
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(A) LENGTH: 94 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1744: 
10 TCTGAGTTAA AGACGTCTCA CTTAAAGCTT TAGCAATTCC AACAATCAGA TATCTTCACA 60 
CGTGTTATAT GTGTCCATTA ATATATCCTG TGGC 94 
(2) INFORMATION FOR SEQ ID NO: 1745: 



75 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 212 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1745: 

25 GGAAAAAAnn TTTTTAAAAA AAGGGAAAAG GGAATTGGGG TTCCCGGCCC CTTTTTAAAG 60 

CCCCCAAATT AAGGAAATTT TAAATTTTGG GGAAGGGGAT TTTCCACCGG TTAATAAACC 120 

GCCGATTTTG AGGGGGTTGA ATTAATTGGC CCAAATTTAA AAACCTGGAT GCTGGGTCCA 180 

30 ATTTTTTACC GGGACCAATT GGTCCTGCAT GA 212 

(2) INFORMATION FOR SEQ ID NO: 1746: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1746: 
TATCTTCCGA TGAAGAACAA GATGCACAAG AAGTACGCCA ATGATTTAAG AAAGTGGT 58 
45 (2) INFORMATION FOR SEQ ID NO: 1747: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1747: 



55 
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TCGATATTTG AGACACGCTG CTGTAATAAA ACATCCTATA AAGTATATAC CAAGATCTAC 60 
CAATATAAAC AGCGGCTATA TGATATAAAT GCTCAGACAC ACCCnCTGCG ATCCAT 116 
(2) INFORMATION FOR SEQ ID NO: 1752: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

1S (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1752: 

TATGATTAAG CTTAGTGCAG ATTTGATTTA TTnAACAACG CTTCACTACA TTAAAAATAG 60 
GGCACTCGCA CATATAGTTG TATCAATAGC CTTTATCAAT TTTTTGGGAA GGTT 114 

20 (2) INFORMATION FOR SEQ ID NO: 1753: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1753: 
30 • 

AACTTCAAAT GTGCCAAGTG TTGAATCACA TCAAAATCAT TTTTATTTAA CG 52 

(2) INFORMATION FOR SEQ ID NO: 1754: 



35 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1754: 
ACTAATCCCT TGCGTGTTTC CAATCAATTG CATTATTAGT GGCCATTTGT TTGATATAAC 60 
TGACAAGCTT TAACC 75 
(2) INFORMATION FOR SEQ ID NO: 1755: 
(i) SEQUENCE CHARACTERISTICS: 

50 (A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1755: 
GTGAACAAGG GTAGATGTAA ATAGTTGATG CATGTGTACA CATCATAACA AAA 53 

5 

(2) INFORMATION FOR SEQ ID NO: 1756: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1756: 

TTATTTGGGC AGGCAAATAC CCTTAATATA TTCAAATCAT GTTAATATCA TTGCTATTGC 60 
TAAACC 66 

20 (2) INFORMATION FOR SEQ ID NO: 1757: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1757: 

30 

ATTAATCGGA GCACTTGGGT TCGCAATTTA TGCTGAAATG GATCATTCTA CAT CATC 57 
(2) INFORMATION FOR SEQ ID NO: 1758: 

3S (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1758: 



CGAACAATAA 


CTCTAAGTAT 


CCAACAAATG CTGCAAGTGT 


ACCTACTGTG 


ATTGATCCAG 


60 


AAATAGCAAG 


ATATGCACCA 


ACACCGATGA CAATAATTGG 


TCCAATATCT 


GTAACTGTAT 


120 


TAATTGCGGC 


AAAGGAATAg 


GCATTCCATC TTGTATGTTT 


CAACGCACGT 


GTTAGGAAAT 


180 


TAGTATTCTT 


TTTATCAAAG 


TTTTTCGCTT CATTGTCTTC 


AATCGCAAAA 


CTTTTAACGA 


240 


CTGAAATACC 


TTGAACACGT 


TCATGCAAGA ATCCTTGAAC 


CTCAGCTAAT 


GCTTGAGATC 


300 


TTTCAnGTGT 


CAATTTTCTT 


AATCTTCCAA AGAAAACGTA 


CACCGTTAAA 


ATGTAAAATG 


360 
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10 



15 



30 



35 



45 



50 



55 



(2) INFORMATION FOR SEQ ID NO: 1759: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1759: 
nATTATGTCA TGCTAGGTCA CTTGCATCAT CCATTTAGTA TAGAAGACGA CAAAATTAAA 60 
TTATAGTGGG CTCCTTGATT GGCAGTATTC ATTTTCGGGA AGCGGGGTCC AGGCTTAAAG 120 
GGTATTAGAC GTGGTTACC 139 
(2) INFORMATION FOR SEQ ID NO: 1760: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 315 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1760: 
TCGCCCCTCC AGGCTATTAT TTCATCTATA TCATTGTCAT CAGTTAAATT CAGCCTCGAC 60 
ATTTCCATTT CAATAGACTG TTCATTCAAT TCTAAGTCAT TATTGTAAGT TTCTAGTTGA 120 
TTTTCATAAT GATTTAGATT ATTTTGCTCA ATTAACTTTC TTTGAGACAA TTGCATTAAC 180 
TTATCTTCAA TCTCCTTTGA GAGTTCTTGA TGCTGATTCA CATCTTGAAC ATACTTCTTA 240 
TAATCCACCT CAAAATTAGT GATATTAnTA TATnTCGAGA GTGTTTCAAA TTCAGTGATG 300 
AGATCTCGAC ATAAT 315 
40 (2) INFORMATION FOR SEQ ID NO: 1761: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1761: 
TAAATCCTCG AGATTCTTAA TAGGGTAGAT ATCTAACGTT TTCGCAAAGC TCTTTTTGAT 60 
TTGTTCTTCT TTTGAATCTC CAATGATCTT ATTATCACCA TCACAAGATG TAACAAAGAT 120 
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CCATCCTCAT CATTCATCAT CTTCATCTAC CTTCGCgGCT GGAAATTCAA aGAaTCTATT 240 

ACTGACAAAT CGCTTTTTCC ACCTTTTGAA AAGTCAATTT CCAACTTTTT ATAACCCACA 300 

GAACTTCCTT TCAAATTACC ATCAATATGC ATTTTTAATA CCGGTGCTTT ATCAGTAGGA 360 

ATATTATAAC GACTTCTTAA TTGCTTAACA TTTTCATCT 399 
(2) INFORMATION FOR SEQ ID NO: 1762: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 224 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1762: 

GTATAGAAGA CGACAAAATT AAATATAGTG GCTCCTTATT GCAGTATTCA TTTTCGGAAG 60 

CGGGTCAAGC TAAAGGGTAT AGACGTGTAC AATTAATGAT GGCATTATTA ACGATGTATT 120 

TATTCCTCTT AAGCCACTTA GACAATTGGn AATTATCTCA GGCGAATATA ATGATGTTAT 180 

TAATGAAAAA GTTCATGTGA AAAATAAAGA TAATTATnTA CATT 224 
(2) INFORMATION FOR SEQ ID NO: 1763: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1763: 
AGCAACCAAC GC GAG AT AAA GCAGAAGATA ACGCATTTCC CCCCATCACC ATAT 54 
40 (2) INFORMATION FOR SEQ ID NO: 1764: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 
4S (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1764: 

so 

ATTCCCTTAT CGCATTCTGT AAAATGATCT TCATCAGAAA TTGCTTCGAT ACGTTTATG 59 
(2) INFORMATION FOR SEQ ID NO: 1765: 

55 
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(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1765: 
10 GATTCAATTC ATCTGTATAG ACGATATATC CTGATATGAA TTGGAAATGG AATA 54 

(2) INFORMATION FOR SEQ ID NO: 1766: 



15 



20 



25 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1766: 
ATCGCATAGA AGCATTAGAC TCAAACTATT TTCGGTTATG AGAATAACTC TGACATCCAT 60 
ATGGATACTT AGTTTCCAAG TTAGA 85 
(2) INFORMATION FOR SEQ ID NO: 1767: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 54 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION : SEQ ID NO: 1767: 

CAGTACTGCT GAATGATGCT ATTGATTTTC TCATGAGACA TGGCGATAAC ATCG . 54 
(2) INFORMATION FOR SEQ ID NO: 1768: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1768: 
50 GnCACTACTA ATCGTATCAG GATCACTAAT TAAGGCATCC AGCATCAGAT ACGAGCGCAC 60 
GTCAGACTAA TCTACTGTCA TGATAAAGCA GCTGCTAACC TTGTAAGTTC GTGAAA 116 
(2) INFORMATION FOR SEQ ID NO: 1769: 

55 
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(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1769: 
10 GTTCTATCCA ATATGGAAAT GAGGACATTA TGCGTGAAAG CTATGGACGA TGGACGATGG 60 
TACACGCATG TTGTGTAAGC AG 82 
(2) INFORMATION FOR SEQ ID NO: 1770: 



15 



20 



25 



SO 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 152 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1770: 
TATCTGTATT GTAGTAATCC GCTTCTCCCA TCTATATAGG GATCTTTCGT AGATATTCAC 60 
TTTATGCCTA GGATCCAAGA TGTGTAAGCA GCACTTTGCA TTATCTAATG CAAAGGGnAC 120 
ATGCGGCTGT AAGCCCTGTT CTGATAATCA TA 152 
30 (2) INFORMATION FOR SEQ ID NO: 1771: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
3 $ (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1771: 

40 

TGGAGGCGAA GTAAATGAAA AGTATTACGT TTGAAGAACA TTATGTCATT G 51 

(2) INFORMATION FOR SEQ ID NO: 1772: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 232 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1772: 
nGAAACAAAT ATCTGATGAG ATATGCAATG ATGACTATAA GTAACATTAA AATGAAGCCC 60 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1776: 
TAGACACAGT GCAAAATCTG GTACAGCTTA TGGAATTAGA CGGGTAAAGC AAATTACTGA 60 
GTACCCA 67 
(2) INFORMATION FOR SEQ ID NO: 1777: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1777: 
GTATGCCAGT GTCATTGCTG AAAACATCAA CCATTCCCTG CACCAAAATT TTTTGGTAGA 60 
20 GTTTGATGCT GGCCATCCTC CAAGGGACTA AGGGTAATTT TGnTTAAAAA GAGCCAAAGG 120 

CCCAATG 127 
(2) INFORMATION FOR SEQ ID NO: 1778: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 236 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1778: 

GAACCCAAAA ATTAGCAACA GTGGCTACAA TAGTTGGGCA CTGAAAGCCA GCCAAGTGGG 60 

ATTTTTAGCC CTTGATTTGA AAGCGGGGTC CCCAGGATTA AAAAATTTAA ATTAGCCTAA 120 

TAAGCCCAAA ATTCCCATTT GGAAAAGGAA ACCTCCTTAA ATTGGGTTGG AAAAAAGnTT 180 

40 AAAAAAAAAA AGGCCCAGnC CTTGGAATTT TTTGGAATTG GAAAAAGGAA TTAAAA 236 

(2) INFORMATION FOR SEQ ID NO: 1779: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1779: 
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(2) INFORMATION FOR SEQ ID NO: 1780: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 231 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1780: 
GACGACTCGC TTCTATTTTA AAATCCGGCG TACTTgGTTA TATAAATATC ATAATGGTTA 60 
AAATTAAAAA GCAATGTCAG TTCACACTAT TACTGACATT CTTTTAGTTA TGTGTATATT 120 

15 

ATTCATTCAC AAGCTTTTGG TCTATAAATC GAGTGATTTG CTTTGTTTGT ATATAACCAT 180 
CTGCTACATA TTCATCGTTC ATTGTAATTA ATGGATAAAA TAGTTCATCn n 231 
20 (2) INFORMATION FOR SEQ ID NO: 1781: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 209 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 



(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 1781: 
30 QTCTCCCTGC CCCACATTTA ACATTGTAAT TTTGTGATGT GAATTTGTTG GAAACGTTAT 
TAATAATGTC AGAATAATTA TAGTCCAAAA CGTAACCAAT ATATATTTAC GTTTAGCCAA 
TAACCAAAAT ATGTAATAAA CAGAAATTAT AAATACTATA AATATCCAAT CATTAAACTT 

35 

GGGAACAGAA AAATGTGATT GCTTGATTC 

(2) INFORMATION FOR SEQ ID NO: 1782: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1782: 

GTTAAACTTA GTTAGATAAA ATGCAAATCA CATTATTGTA GATAGTCTCT TTTC 54 

(2) INFORMATION FOR SEQ ID NO: 1783: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 



55 



60 
120 
180 
209 
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(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1783: 
TCTGGAATGT CTCCTTGTCT CTCTATATAG CTATAGTCCG TCGCAAGCGG ACGTAATGTT 60 
CATTTTCATA ATGATTATAG TATGAAAGCG CTTTCTTGTA TATGTGACAT GTGCGTGTnG 120 
(2) INFORMATION FOR SEQ ID NO: 1784: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1784: 
CTACCATTTA CATAAAGACC GTCTAATTCT TCAGTTTCAA TGGCATTTTG GAGCAAT 
(2) INFORMATION FOR SEQ ID NO: 1785: 

25 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1785: 

35 TCATAACCAT TACCAAGTAT CCAAGCAGCT TTTAAACAAT ATGGCATAAA CATT 54 

(2) INFORMATION FOR SEQ ID NO: 1786: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 84 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1786: 
GGATGGGTGA TTTTAGCAGG TTTGGCTATG AGTACCGTAT TTGCATTAGG ACCGATTTCA 60 
TTTAACAAAA TCATAATTTT GGGC 84 

SO 

(2) INFORMATION FOR SEQ ID NO: 1787: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 134 base pairs 

55 
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(C) STRANDEDNESS : double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1787: 
CCGGTTTACC CTTAAAATTA TTTTTTGGGG GGTTCCATTA AACCTTCCAA TTCCCAATTA 60 
to ACCCCnACCC CCCTGGGTTT TCCTTAAAAA CCAAAAGGCC CTTTTTTTTC CCAACCCAAC 120 
CTTGGGGGAA TTGG 134 
(2) INFORMATION FOR SEQ ID NO: 1788: 

*5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1788: 
TATATCAACT AAAAAGCGCA TCTGCAACCG ACGGTTGAAA ATTTGGACAG GAGACAGATA 60 

25 

ATGTAATATA 70 

(2) INFORMATION FOR SEQ ID NO: 1789: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1789: 
AATATCCAAT TATACAAGCA GGTATGGCAG GAAGTACGAC ACCGAAATTA 50 
40 (2) INFORMATION FOR SEQ ID NO: 1790: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



so 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1790: 
TGATTTACTA GCTGAATCCG ACATGCTTGA TGATACACTA TGTGAATTCA 50 
(2) INFORMATION FOR SEQ ID NO: 1791: 
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(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1791: 
10 CCGGACGCTT TACTTCCAAC TTTAGGTGGT CAACACAGGT TTAAACATGG CGATGTCA 58 
(2) INFORMATION FOR SEQ ID NO: 1792: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 58 base pairs 
15 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1792: 
CATCATCCTC TAATTTAGTC CAAACTCCTG GATGATATCC AAATGAAGTT CCAATTGA 58 
(2) INFORMATION FOR SEQ ID NO: 1793: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1793: 
35 CACAAGTTTT AGAAGGAAAC CAATAACAAA TGACGAGATT AATTGCCACA AACATTAACG 60 
AC 62 
(2) INFORMATION FOR SEQ ID NO: 1794: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1794: 
AAGGCCCGGG GGGTTTAAAA AAAAAGGTTT AAAAAAGGnT TTGGCCCTTT AAACCCAAAG 60 

50 

GGAAATTTTA ACCCCAAAAA AAAAAAACCC CTTTGGGAAA GGG 103 
(2) INFORMATION FOR SEQ ID NO: 1795: 

55 
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(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1795: 

10 TATCGATCGA TCATGTCGAA TCGATCTGTC GATCGATCGT ATCGATCGAA TCGCGTCGAA 60 
TCGAATnCGT CGAATCGATG CTATCGATCG AATGCTATCT GAGTCGAATC ACGTCGATCT 120 
G 121 

75 (2) INFORMATION FOR SEQ ID NO: 1796: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1796: 
AATTCATGTT AAAATCCTCC TGATATTAGA TGGCCCATTT TTATTTTTTT CGTTTCCATA 60 
TA 62 
(2) INFORMATION FOR SEQ ID NO: 1797: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 397 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
3S (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1797: 

40 CATACTCGAC AATTTAGATG GTGAaTACTT ATCATTTAAG TCCTTTGaCA CCTCATCTAA 60 

AATTCTAGGA CTTTTAACAA TTTCTTTATA CGTATTTACA AGTTGAATAT TACTTTGAAC 120 

CTCTTGCGCC ATAAACTGAG GATTGTCACC CTTAGTTTGA TTCACTAAAA TTTGAGTATT 180 

AGCTTGATAT TTAGGTGATA AGACGAAAAA TGTAACAATA GCGCTAATAA TTAAAAATAA 240 

TAGCGGTAAA ATAATTAAAA TCTTCAAGTT TTTTTGTAAT ACTTCTTTAA TTTTTGTTAA 300 

TTCTAATGTA CTTTCCATTA TTTACCTCCC TTAAAAATTT TCATTAAAAT TGGTATTATA 360 

TATATAGTAT TTACATATTA CATATCGTTT AAACAAT 397 
(2) INFORMATION FOR SEQ ID NO: 1798: 
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(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1798: 
10 CGGGTAACAG CGAATGGTGT GTCACCGTAT ATAACTTTAC TATTTAATAT TTGGCCTGTT 60 
GCTTTC " 66 

(2) INFORMATION FOR SEQ ID NO: 1799: 



15 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1799: 
2s GTTGCTAAGT TTGTATTACA ATTTAAATGA TTTTTAGCTT GAGTAAGTTT ATTTAAAGAT 60 
GCAGTAATTT CGCTAGG 77 
(2) INFORMATION FOR SEQ ID NO: 1800: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 172 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(D> TOPOLOGY: linear 

35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1800: 
TAATGCTATT TAATTTTCTA CTTCCTAAGC TTCCACCCAT AACGAGTAAn ACTTTTTTAT 60 

40 

TTTCATTAAA GCCTGTTAAT TGATAACCAT TATGTGCATT ACCATTTTTT AAATCTTCTC 120 
GAATTGTTGC TCCAATAAAA TCAGCTTTCT CTTTAGGTAA GTAGTTTAGC GT 172 
45 (2) INFORMATION FOR SEQ ID NO: 1801: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 
so (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1801: 
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AGTAAAATTT GTCATCACGA TCAGCAAAAG CTTTTGATTC TGACGTATCT TCCATAAATG 120 
ATCTAAAAAT TGGTAGTTCG 140 
(2) INFORMATION FOR SEQ ID NO: 1802: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 
<C) STRAND EDNESS : double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1802: 
ATCCCCCGTA CAGACTTCAG CTTACGTAAA CATGCTGAAC ACTCTAGTGA AGATTTCAAA 60 
(2) INFORMATION FOR SEQ ID NO: 1803: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
2 5 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1803: 

30 CAATTTAAAT GCATCTTTCC CATTAATTTC ATTTGTTGTC GCTTTAGCTG TGTTAATTAA 60 

(2) INFORMATION FOR SEQ ID NO: 1804: 

(i) SEQUENCE CHARACTERISTICS : 
35 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

* 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1804: 
ACTTGATCGA AAAGGTTTCA TACCGGTAAA CGATAAAGTT GAAACAAATG 50 
45 (2) INFORMATION FOR SEQ ID NO: 1805: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 
so (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1805: 
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(2) INFORMATION FOR SEQ ID NO: 1806: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1806: 
AAGAACTGTC TATGAATATT GGATGACGCT TTGATGAGAA CATTAGTAAG CCATTTGTTC 
AAGGAGTACA 

(2) INFORMATION FOR SEQ ID NO: 1807: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



• (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1807: 
TAGCATTTCT AATGGAATCC AATCTTACCG AATGACAATT GGAATATAAC TGGTGATAAT 
GTTGAATGGT CCTGTGA 

(2) INFORMATION FOR SEQ ID NO: 1808: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1808: 
CCCGGCCCAA AACCCCTTTT TTGGGTAAAA AATTTTTTTT AAAAAGGGAA AAATTTCCCC 
TTTTTTGGTT CCCAAATTTT AAATTAGAAA GGGCCCCCCC TTCCCCCCCA AATnTTTCCC 
A 

(2) INFORMATION FOR SEQ ID NO: 1809: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1809: 
AAGTTTGGTG AAGGAACCAC GTGCATGATG GTGTTCAAAC AATGCGTTAC GATGTTGACG 
(2) INFORMATION FOR SEQ ID NO: 1810: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 1810: 
TGGTTGAGAA AACACAGCGT TAAAGTTGAG GTATTTCAAA AGACAAGTTG GAACATTA 
(2) INFORMATION FOR SEQ ID NO: 1811: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1811: 
CTTAAATAGC AAGTGGTTTT ATAACAACTT TGAGTTATCT CAATATAGTT ATCGC 
(2) INFORMATION FOR SEQ ID NO: 1812: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1812: 
TAAGTCTTCA ATTTTTTCAG TTGATACACC TAAGTGATAC AGCCATTCTT 
(2) INFORMATION FOR SEQ ID NO: 1813: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1813: 
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(2) INFORMATION FOR SEQ ID NO: 1814: 

5 (i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 1002 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1814: 



15 


TGGTCATGCG 


GGAAATACTA 


GGACATGAAA ATTATGCTAA AGGCATCAAA GTAACTGAAA 


60 


ATAATGGCGT 


AGTGGATATA 


GATATGTACA TTATTGTAAG TTACGGTGTG AAAATATCTG 


120 




AAGTTGCCAA 


TAATGTACAA 


TCAACAGTGA AATATACTTT GGAAAAATCA CTTAATGTAT 


180 


20 


CAGTAAATTC 


AATCAATATA 


TATGTACAAG GTGTACGTGT GAATAATACA GGCAAGAAAG 


240 




CTTAGGAGGA 


CAACTTGAAA 


TGATTAGCAA AATTAATGGT AAATTATTTG CCGATATGAT 


300 




TATACAAGGG 


GCACAAAATT 


TATCTAACAA TGCAGATTTG GTAGATTCTT TGaATGtGtA 


360 


25 


TCCAGTGCCA 


GATGGtGATA 


CAGGAACAAA TATGAATCTT ACTATGACTT CAGGTCGCGA 


420 




AGAAGTAGAG 


AATAATTTGT 


CGAAAAATAT CGGCGAATTA GGTAAAACAT TCTCGAAAGG 


480 




TTTACTAATG 


GGTGCAAGAG 


GTAACnCTGG TGTCATCTTG nCACAATTAT TCAGAGGATT 


540 


30 


TTGTAAAAAT 


ATTGAAAGTG 


AATCTGAAAT TAATTCAAAA TTGTTAGCTG AAAGTTTnCA 


600 




AGCTGGTGTT 


GAAACGGCAT 


ATAAAGCTGT TATGAAACCA GTTGAAGGTA CAATACTTAC 


660 


35 


AGTTGCAAAA 


GATGCTGCGC 


AAGCTGCAAT AGAAAAAGCA AATAATACTG AAGATTGTAT 


720 


AGAATTAATG 


GAGTACATTA 


TTGTAAAAGC CAATGAATCA CTTGAAAACA CACCAAACTT 


780 




ATTAGCTGTA 


CTTAAAGAAG 


TTGGTGTTGT TGATAGTGGC GGTAAAGGTT TGTTATGCGT 


840 


40 


TTACGAAGGA 


TTCTTAnAAG 


CGCTTAAAGG TGAnAAAGTT GAAGCCAAAG TTGCAAAGAT 


900 




AGATAAAGAT 


GAATTTGTAC 


ATGATGAACA TGATTTCCAT GGTGTAATTA ATACTGAAGA 


960 




TATTAATTTA 


TGGCTATnGT 


ACTGAGATGA TGGTTCGTTT TG 


1002 


45 


(2) INFORMATION FOR SEQ ID NO: 1815: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 351 base pairs 

(B) TYPE: nucleic acid 
so (c) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1815: 
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GACAACGCTA TTATTTTTAG TTTTTCAATT CTATTATGTC ATAATTATGT CACTCAAAAA 120 

CTGTTTTCCA ACATTGATTT ATTGTTGGAA AATCTCGAAA ATCTAGTCTA TTTCTCCAAC 180 

AATCGAAGAr TTATGCCCTT TTTTCTCCCT TTaAATAAGT CATAATACGA GGCATACATG 240 

CAACATTTAC AATAAAATAT GTTCCTACAT CGTATTATAC GAATGCTCAC ACTTATAGTT 300 

GTTTAGTAAA CCCAGATGTA TTGCTAACAT ACCCATnAnC nCTATATAGT T 351 
(2) INFORMATION FOR SEQ ID NO: 1816: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 62 base pairs 
15 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1816: 
ATATCGTATC CCATGCGGGA AGGGCTTTAT TTATACTGTG CACGATGAAT GCGCACAACG 60 
GG 62 
(2) INFORMATION FOR SEQ ID NO: 1817: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 70 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1817: 
AAAGGGGGGA AATTTTTTTT TTTTGGGTTT GGGGGGAAAA TTTTT TT TGG GTTTGGGAAA 60 
TTTAAATTAA 70 

40 

(2) INFORMATION FOR SEQ ID NO: 1818: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1818: 
CAAGTTCGGA ATGCGAACGC GTCTTAATCT ATATACAAGT GATGCACTCC A 51 
(2) INFORMATION FOR SEQ ID NO: 1819: 
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(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1819: 
10 TCGCCATACT ATCGACAGCT GCTAAAATTG CGCTCTTCTT GTGTCGCAAT CG 52 
(2) INFORMATION FOR SEQ ID NO: 1820: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1820: 
CAAATTGGGG AAATTACTAG AAATGAAGAT ATTTATAAAG ATGACTGGAC GTCAACTT 58 
25 (2) INFORMATION FOR SEQ ID NO: 1821: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1821: 
ACTGCTTCAG CACCTGTATT CATTGGGGAA AGCTTTATCG TTGACCGGCC AGTTTACA 58 
(2) INFORMATION FOR SEQ ID NO: 1822: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 190 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1822: 

ACCTGTTGCT CGTGTCATAA ATAGGTGACT ATAAATCTCT GTTCAATATA CTTTTCGTTT 60 

TTCCAATCTT AAAGGTCGAT GTTCGTGAGT AATCTTATCT CTGGnCCAAT TTTAATGTCA 120 

TGATATGTTC ATAGTATCAC CCCTTTGTTG TGTAATAATA ATCAGGTGGG TGGTTAGAAC 180 

GGTGTGAATA 190 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1823: 

AGCnTTAGCn TATGGTTTAG ACACAACTGn TAAAGATGCn AAGTTCTTGT 50 
(2) INFORMATION FOR SEQ ID NO: 1824: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1824: 
AAAAATTGGA AAAAAGGGGC CCAAAGGTTA ACCCAAATTG GAAAnAAACC CAAATTTTTT 60 
GGAAATTAAC CCAAAAATTG GCCCCCAATT GGAACCCAAA AT 102 
(2) INFORMATION FOR SEQ ID NO: 1825: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1825: 
ACGTACCAAT GTCATAATCA GTCATTTTAC CACTCTTAAT AATCTGCTTC CGGGCAA 57 
(2) INFORMATION FOR SEQ ID NO: 1826: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 61 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1826: 
ACCATCTTGT ACAAAGTGGA TGTCATATGC ACCATCTTGT GTTTTGAGCT GCATTTAATT 60 
G 61 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1827: 
ACCGTTTCGC CAAGCCGACC TAATTTCTCA GCAATATTTC TTTCTACGCC ACCAAT 
(2) INFORMATION FOR SEQ ID NO: 1828: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1828: 
ACTTATAGGG CGCACTTATT TTTCGCTTCC ATAGCGAAAC TAGTGTCACT TATACGTATG 



(2) INFORMATION FOR SEQ ID NO: 1829: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1829: 
GCTACACACG ATTTACCTTT CTTGTCACGT TTTGCGACCA TCATTGTGAT GATA 
(2) INFORMATION FOR SEQ ID NO: 1830: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1830: 
GTAATGACCA TCGCTGATTT ATGACATTGT TAGATCTCAT GTGCCATTTA GTCTGCTGAA 
TCTTGGG 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



W Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1831: 

ATAACTCTTC GnCAAACTCC TCAACAAACT TCTTGTGTTC CATCTTCTGG 50 
(2) INFORMATION FOR SEQ ID NO: 1832: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1832: 
AAACGTnAGA ATATTTAATG GAGCCAAGAA TGGTTTACAG ACGGAGAAAT GGGATATGTT 60 
GAAGCGAGGC GTACGCGGAA AG CG TACT AG GCTAGAACAC T 101 
(2) INFORMATION FOR SEQ ID NO: 1833: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1833: 
TCGTCATCAT GTCTGTGTTA CCAACGTTTG ACGATTTAnT TCATGCnGAA 50 
(2) INFORMATION FOR SEQ ID NO: 1834: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 55 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1834: 
ATAAGTTAAT TGATTTATTG ATAAAGAGAA GCCAGATTTA AATATTATTA AACGT 55 
(2) INFORMATION FOR SEQ ID NO: 1835: 
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GTCCCAGTTT TTGGGATTGC C 141 
(2) INFORMATION FOR SEQ ID NO: 1839: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1839: 

15 TCTGGGGACT AAGTATGTCT CAGGCTTTAT GCTGTTATGT TTGAAAATGA AAGG 54 

(2) INFORMATION FOR SEQ ID NO: 1840: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1840: 
ATTAAAAAAC CTTTTTAAAC CGGGAACCCA AGGAAAAATT CCGGGTTTTA ATTAAAACCT 60 
TTTGTTAATT GGTTCCAAAC CAACCTTTTG GGTTAATTTT AACCAGGAAT TTTGGAAAAC 120 

30 

nGTTTTATTT GGA 133 
(2) INFORMATION FOR SEQ ID NO: 1841: 

3S (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1841: 
AAAGTATGGA TTGATCGTGG AGAAGTTCTT CCTACTAAGA ACACTAGTCG 50 
(2) INFORMATION FOR SEQ ID NO: 1842: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(D> TOPOLOGY: linear 
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GCGTTTTCCT GGGATATGTT TGATGAATGG ATGTTGTAAC ATGTTAATAA ATCGTTGGTA 60 
(2) INFORMATION FOR SEQ ID NO: 1843: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

' (C) STRANDEDNESS : double 
10 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1843: 
CTGAGATGAA TATTGTGTTT CGCCATACAT ACTGGGTAAT ATCCCAACCA TTGCTGTAAA 60 
(2) INFORMATION FOR SEQ ID NO: 1844: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1844: 
CATTACCTGT AAAAGGAAGC TAAAGACGAT GAGTATTTAT AGAAACCAAT TGCCGACCAT 60 
30 TTGCAGCCAT TAGGAGGGTA GGAGGGCAAT CGCGnCCAAA GGTTATTAAC CGTCAATTAC 120 
CTTGA 125 
(2) INFORMATION FOR SEQ ID NO: 1845: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1845: 
ATCCACCTGG GTTTGTTCTT AATTTAACCT GnTAATTAAT TGGGTTGGGT CCGGCAAAAG 60 
TCCGGACCTG CAAATCGGAT TTTATCGTTA AATCTTGAAT TCTATTGCCC ATATTAAATC 120 
GCAAAT 126 
50 (2) INFORMATION FOR SEQ ID NO: 1846: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1846: 
TTTTGGGAAT AAACCAATTA ATCATGGGCA AAAAATAAGC AATCCAAGTA CTTACTA 57 
(2) INFORMATION FOR SEQ ID NO: 1847: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1847: 
TGATAAATAT TTCATCTAAA GAGAGGGAGT CATTATGACA CTACTTACTG 50 
(2) INFORMATION FOR SEQ ID NO: 1848: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1848: 
30 ATCTAGGCAA TGAATGGACG GACTTAATAT TGATGTGCAA CAAGAAGAGG AGAAGCGAAT 60 

CAATA 65 
(2) INFORMATION FOR SEQ ID NO: 1849: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 244 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1849: 

45 CGTGTGAAGT CATTACTTTT AATCCCATGA TGATGGTGAT GGATGAGACG ATATCTCTCT 60 

GTCTTTAACA GTTAAGTCCA ATTCTTCCAA CGAAACTTTT CCATAGGTTG TTTTATAAGT 120 

TGGAATACTT GCACAAATCA TaCCTAATTG CTTATCAATT TTCTCAAGAC TGTCATCAGT 180 

50 TATAAGATCA ATTTTATTAA TAATAATCAT GTCACTTAGT TTCAACTGAT CTTCCATCAG 240 

GCGA 244 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1850: 

10 

TTTAAAGGTT CCCGGAAAGG TTTGAAACCA AACCTTTGCC CCGGCCCCCC GGGAAAAAAA 60 
AAAnTTGGTT TAACCCCCGG GGGGGGGGGC CCTTAAAAAA ACCCAA 106 
1S (2) INFORMATION FOR SEQ ID NO: 1851: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 

20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1851: 
TTTTTTAAGG CCCTTGGGGG GCCAATTTTC CCCCCCCCCC AACCTTCCAA AGGTTGGGGG 
GCCT TT T TTT TTAAATTGGG GGGA 
(2) INFORMATION FOR SEQ ID NO: 1852: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1852: 
TCATGATTAA AATTCAACAA TTACAACATC ACTTTGGATC ACATAAGAGT AA 52 
(2) INFORMATION FOR SEQ ID NO: 1853: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1853: 
ATAAAACATT TCAAGATGCG CTTGTAATTG TATGTGATAC TGCCAATGCT CCACGA 56 



60 
' 84 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1854: 

10 

AAAAGATCAT GCGCATAATG ACATGGTGAT GATATGAGTA TGATGGTGGG TACA 54 
(2) INFORMATION FOR SEQ ID NO: 1855: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1855: 
ACAACAAATG GTAATGCATA AACATACAGC CAATAGCTAC AATTGCACGA CG 52 

25 

(2) INFORMATION FOR SEQ ID NO: 1856: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



3$ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1856: 

ACGGCTGCAC TCATCATGGT CTGTGGCGTG ATTGTTAATG TTTTAGTTGC CCGCTTC 57 
(2) INFORMATION FOR SEQ ID NO: 1857: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 192 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1857: 
GCAGATAACT TCCTTGATCC TAACAAAGCA AGTTCTCTAT TATCTTCAGG GTTTTCACCA 60 

50 

GACTTCGCTA CAGTTATTAC TATGGATAGA AAAGCATCCA AACAACAAAC AAATATAGAT 120 
GTAATAnACG AACGAGTTCG TGATGACTAC CAATTGCACT GGACTTCAAC AAATTGGAAA 180 
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(2) INFORMATION FOR SEQ ID NO: 1858; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1858: 
CGCTGCACTT CCTGAACGCA GTGAGACCAG AACGTGGTGT CACTTTCGGT CTATTCCGGT 
TAAGTGTTGG TCTCGGA 

(2) INFORMATION FOR SEQ ID NO: 1859: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1859: 
TTTGGCGTTC GTGATTTTCT CTAGACGTAG TAACTTTCCC ACTCTTTGCG TCC 
(2) INFORMATION FOR SEQ ID NO: 1860: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1860: 
TTTCTCACTC GCGCATTTCA GTTTGTTTTG ATTTACCCGT CTCTTCTATT TGTCTTAAT 
(2) INFORMATION FOR SEQ ID NO: 1861: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1861: 
AATGAATGTA TGCACATTAA CATCATCAAT TAATCCTTTT AATAAATTGA GTTGTAATTT 
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(2) INFORMATION FOR SEQ ID NO: 1862: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1862: 
ATTAATACTG AGCAAATGTG CATAAGACAT CATGAATTAG CACCAATTTA CAGG 54 
15 (2) INFORMATION FOR SEQ ID NO: 1863: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1863: 
TTTAACCATC ATTCTATGTC AAAGTTTTGA AATGATGGTT ATTTTTTATT GCTTAAATTT 60 
ATTATTGCTA CTACTATACC AATGAAAGT 89 
(2) INFORMATION FOR SEQ ID NO: 1864: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1864: 

40 AAAGCTGGTA CGCCTGCAGG TACCGGtCCG GAATTCCCGG GTCGACCCAC GCGTCCGGAA 60 

CCAAAATTGC ATCTGATGGT CTCAAGGGTC GTGTGTTTGA AGTGAGTCTT GCTGATTTGC 120 

AGAATGATGA AGTTGCATTT AGAAAATTCA AGCTGATTAC TGAAGATGTT CAGGGTAAAA 180 

ACTGCCTGTA CTAACTTCCA TGGCATGGAT CTTACCCGTG ACAAAATGTG TTCCATGGTC 240 

AAAAAATGGC AGACAATGAT TGAAGCTCAC GTTGATGTCA AGACTACCGA TGGTTACTTG 300 

CTTCGTCTGT TCTGTGTTGG TTTTACTGAA AAAACGGCAA CAATCCAGAT ACGGGAnGAC 360 

CTCTTnTGCT GCAGCACCAA CAGGTnCCGC CAAATCCGGA 400 
(2) INFORMATION FOR SEQ ID NO: 1865: 
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(A) LENGTH: 51 base pairs 

(B> TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1865: 
AAATGGCGTA TCTTTATGTA TCAACTAAGT AATCACCAAT TTCTTTCGGA T 
(2) INFORMATION FOR SEQ ID NO: 1866: 

(i) SEQUENCE CHARACTERISTICS: 

(A) length : 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1866: 
GTGTTGCGGA TAATCCGTCG ACATTAGCGT CTGAAGGTAT CATGAGGCAA CTGCGCAA 
(2) INFORMATION FOR SEQ ID NO: 1867: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1867: 
ACAGCAACTG ACCCAGTTTA CTACCGTCAC TCAAATCACA CAGGTGGTAT CAAATCAATC 
(2) INFORMATION FOR SEQ ID NO: 1868: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1868: 
CAATCTCTTA CCATTTATCT CAGCTGGTGA AAACGGTCCA TTACACTTAG AATAAA 
(2) INFORMATION FOR SEQ ID NO: 1869: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1869; 
GCTATAGACT AGAGGTACAG CAAATTCATG TGTACAGTGA TTAGAAGGCG ATGAGCAAAA 60 
GTAAT 65 
(2) INFORMATION FOR SEQ ID NO: 1870: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 173 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1870: 
GCTACTGGCG GGGGATAGTA ACACCCAATG TTACACGTAT ATACGTACGG CTTCTTGATA 60 
AAAAGATGAA GCCnTTACAA GTAGAGAGCG TAAGAACGTG ATCATCTAAA TGGTAAGGGT 120 
AGACTATCCC ATGCCATTGT GGGCGGTTGC ATAGGTACCA CGGCACATAG CGG 173 
25 (2) INFORMATION FOR SEQ ID NO: 1871: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1871: 
GCTGTGGGAT TGTCCTTTGG CATGGGGTTA GGGAGAGCGT TTCTAAGGGG CGTTTGAAAG 60 
CCATTGATCC GTAAAAGGAC CATTGTTGGA AGCnGCCTTA AGAA 104 
(2) INFORMATION FOR SEQ ID NO: 1872: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1872: 
50 CCATTATCTC AAGAGGTTCT AGTAAGGGGA TGGCATTTGC TTCTTATGAA TTTGACCAGA 60 

ATAA 64 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 377 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1873: 
GACAACCTAT TGTTTCCCTA CCATACTGTT GTCCGGTTTG ACAAAACGGC GTTCCACAAT 60 
CCATACATCG TGCACCTTGG AT AGAGG CAT CTTCTTTA GT AAATCGTTGT TGATATGCTT 120 
'5 TATGATGCTT CAAACGGTCT ACCAGTGATA ATTCACCTAA GTACTGTTTG TCATACTTCA 180 
TAAATCCTTT AAATTCACCC ATCGTATCTC CCCCTTTCCT TAATACACAA CGGCTGGTTT 240 
ATGTTTAGCA TCGATTGTTT TGACTGTnCA TCGTAAAATG CAGCTAACAT CGCTTCATCT 300 

20 

TCCATTGTCA TGTGAAGATT TTGTGGCAAA nGGAATTTTT TGCATCAATG AATnGGTGAA 360 
CCTTTGGGGG TGACCTT 377 
(2) INFORMATION FOR SEQ ID NO: 1874: 

25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1874: 
ATTATCTGAA TACGCAGCAG TTGCAGCACT TGATGGATCA GCAGTATTTA AAAGAGGTTA 60 
ACACATTACC CAATAGTG 78 
(2) INFORMATION FOR SEQ ID NO: 1875: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 256 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1875: 

CTAAAAGAAG TTAAAGAGTG TGATGGTAGA ATTATATTAT TTATTGATGA AATgCCATAT 60 

GCTTGTAGGT GsTGGTAAAA CAGATGGTGC CATGGATGCa GGCAACATGC TAAAACCAAT 120 

GTTAGCACGA GGAGAGTTAC ATTGTATTGG TGCAACAACT TTAAATGAAT ATCGAGAATA 180 
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TGTTGAAGAT ACAATT 256 
(2) INFORMATION FOR SEQ ID NO: 1876: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 286 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) topology: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1876: 

AGCGCGAAAT TGAGCAAGCG GAACATGCGA CTGATGAAGA AAAACAAGTT GCTTTAAATC 60 

AATTAGCGAA TAATGAAAAA CGTGCATTAC AAAACATCGA TCAAGCAATA GCAnATAATG 120 

ATGTnAACGT GTTGAAACAA ATGGCATTGC TACACTAAAA GGTGTACAAC CTCATATTGT 180 

AATTAAGCCT GAAGCACAAC AAGCAATaAA AGCAAGTGCA GAAAATCAAG TAGAATCAAT 240 

AAAAGATACA CCACATGCAA CAGTTGATGA ATTAGATGAA GCGAAT 286 
(2) INFORMATION FOR SEQ ID NO: 1877: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C> STRANDEDNESS : double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1877: 
ACTTCCAAAC ATGATAAAGA CAGACTACTT CACAGGTTTA AGGGAAGCAA CCACATTAGC 60 
GGGATTCACC CTAT 74 
(2) INFORMATION FOR SEQ ID NO: 1878: 



(i) SEQUENCE CHARACTERISTICS: 
(A> LENGTH: 52 base pairs 
(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
4 * (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1878: 

TTTCATTAAG TTCAAAAAAT CTCAATAACT TTAAGGATTG GTCCGCATAT TA 52 

(2) INFORMATION FOR SEQ ID NO: 1879: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 60 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



5 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1879: 
ATACCCCTGA GATTAATTAC TTGTCCTTTT TTTAGAACAA CATCTCCTGG CTTTGTTTCG 60- 
10 (2) INFORMATION FOR SEQ ID NO: 1880: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
15 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1880: 

20 

AATATCATTA ATAATATCAT TGATGCAAGT CCTATTGTGC ACAACTGGGG TGATTGCCTT 60 
(2) INFORMATION FOR SEQ ID NO: 1881: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1881: 
ACAATGGCAC ATGGACTTAT GCCTGGGGTG TCCTGTTCGT CGCAGCATCA AAATGA 56 

35 

(2) INFORMATION FOR SEQ ID NO: 1882: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 
w (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1882: 

TGCAAAGCAT TGGCACATGG CCAGTCAGTT TTACAACGTC GTGACTGGGA AAACCCGAGA 
nGCGACGTTG TAAAACGACG GCCAGTGCCA AGCTTGCATG CCTGCAGTCG ACTCTAGAGG 

50 

A 

(2) INFORMATION FOR SEQ ID NO: 1883: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 56 base pairs 



60 
120 
121 
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(C) STRANDEDNBSS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1883: 
ACATTTAATG TATAACCAGT TTCAACATTG CCGATTTAGT GGCAGCAGTT GCAGGA 56 
w (2) INFORMATION FOR SEQ ID NO: 1884: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1884: 

20 

TGCATCCATT TGATTGAATT TTATGTTTTG ACCAAAGCCG GTTGCAATGT AC 52 
(2) INFORMATION FOR SEQ ID NO: 1885: 

2S (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNBSS: double 

(D) TOPOLOGY: linear 

30 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1885: 
TGAAAAGTGG TGGAATGGTG TTAAAAGTTG GTGGGTAATT TTAGAGAAGA G 51 

35 

(2) INFORMATION FOR SEQ ID NO: 1886: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 95 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNBSS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1886: 

TACACGAACC ATACTCACCA GGTTTTCGTG TCATGAGGCG ATATTTTTTG TCATTTTATA 60 
TACATTTATC CAAATTCATC TTTTAAATGT TGAGT 95 

SO 

(2) INFORMATION FOR SEQ ID NO: 1887: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1887: 
GCTACCAAAG GCGTTTTACC TATTGCTAGT CACTGCAAGT GGCTTAGCTA TGCAGATCAA 
CTGGT 

(2) INFORMATION FOR SEQ ID NO: 1888: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1888: 
GTGGGACCAA CTGGCCGGTG ACGGTGGTAA AGGTGCTTCA GTCGTATTGA AGTGGGATGA 
(2) INFORMATION FOR SEQ ID NO: 1889: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1889: 
TGTTGGAGAA ACAGTTAACG AGGTTTAATG TTAAAAAAGC AACGTATCAT GGGTATA 
(2) INFORMATION FOR SEQ ID NO: 1890: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1890: 
TGGGATCTGC TTGCAAATAC ACAAAACTTT CTGGATTTTA TTACAATTGC AATATAATCA 
AACA 

(2) INFORMATION FOR SEQ ID NO: 1891: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1891: 
GGCATCCACT CAGATAAAAT AAAGATGTCA AAAAGGCAAA GATGGTGCTA AAAAAACAA 
(2) INFORMATION FOR SEQ ID NO: 1892: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ- ID NO: 1892: 
GGTATCTCAA CGATCCTTTA GGTTAATTCG GAAATTTCTA CACGTGAGTT AGCA 
(2) INFORMATION FOR SEQ ID NO: 1893: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1893: 
TTGTCTTGGC AATGGCAGAG CAACAGAAGT TTAAAGTGCT TGCTGATCAT AT 
(2) INFORMATION FOR SEQ ID NO: 1894: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 79 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1894: 
TAAACCTATA CCCTGTAAAA AGAAAAATCG TGGATCGAAA GAACATGTAT GTGGCATTTA 
TGATTGATGC TCAAGCAGA 

(2) INFORMATION FOR SEQ ID NO: 1895: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 377 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1895: 

TTATAAAGGA GAGAAATCCT TAATTATGAA TAAAGCATCA TTTGATAAAA AAGTTAAAAA 60 

GCAATTATGG TTTTTGAACA AGAAGGAGAA ACAAGCATTA GATCAACGAT TGTCTTCTAT 120 

ATCTGATGAT GACAGCGTTA ACTTAAATAA GCCTGTTACC TTTGCTAATG CTTACTTAAG 180 

ACAAAATGTA TTTCGAAATA AAGAAACAAA AAGTTATAGT ATGTTTGTTA CATTAGTAGT 24 0 

GATGATGTTT GCTTATGTTG CTTTATTAGG TTTGTnTTTA TTTGGGCTAA TTACAAGTCT 300 

ATCTGGCGTA CAATTTTTCG TTAGTCCTAA GGTAGATTTA TCTACnACTG TTGTTATTTT 360 

AACAATnATT GGAGCGA 377 
(2) INFORMATION FOR SEQ ID NO: 1896: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 58 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



■ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1896: 
TTAGGATCCG TCTTTGCCGC AGCGTGGGTG TTCCGCGAGC GCTTCTTAGA GGTTTTGC 58 
(2) INFORMATION FOR SEQ ID NO: 1897: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 445 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 

3S (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1897: 



40 



45 



50 



ATCGCTCAAA CCGAAATTGA AAATGCATCT 


ATTACTTCAT 


TAAGCCGTTT ACCAGACGTT 


60 


ATATTAGCAT TGAAAAGTGG AAAGGTTGAA 


GGTGCTGTAG 


TTGAAAAACC TGTAGCAGAA 


120 


GCATATTTAA AACAAAATCC TAAATTAGGA 


ATTTCCAATG 


TGAAATTTAA TGAAGAAGAA 


180 


AAAGATACAG TGATAGCAGT GCCAAAAGAT 


TCACCAAAAT TATTGTCACA AATTAATAAA 


240 


ACGATTAAGG AGGTTAAAGA TAAAGGATTA 


ATCGATAAAT 


ATATGACTAA TGCTGCAAAT 


300 


GCGATGAATG ATGACAGTGG TTTTATTTCT 


AAGTATGGTA 


GTTTTTTCTT GAAAGGAATT 


360 


AAGATTACAA TATTAATTTC ACTTATCGGT 


GTTGCATTAG 


GTTCTATTTT AGGTGCATTC 


420 


GTTGCGTTAA TGAAATTAAG TAAAA 






445 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1898: 
ACCTTTTCAA TGTTGCTTTG ATATAAATTC ACAAAGTTGA CTTTTnAATT CTTCAATAGA 
TTCTCTACTG CGATAGCTGA ATTGCCATCT TTTCTACTAC T 
(2) INFORMATION FOR SEQ ID NO: 1899: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1899: 
TGCCCTGGAT GCCTTTAACT TGATTCATGA CCTGTGGTTT TATTTCAATT TAGATGAGCT 
ACCTTCAAGA CCTTC 

(2) INFORMATION FOR SEQ ID NO: 1900: 

(i) SEQUENCE CHARACTERISTICS: 
{A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1900: 
AGCAATACGG AACTGATGAA CGGAATTGTA ATACGAGAAT ATGAAGCATC AACG 
(2) INFORMATION FOR SEQ ID NO: 1901: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1901: 
AGTACCTGAG TATCGCAGAC CGGCTTCAGG TCGTAGAATT TCTATACGTG GAGCTAGAAG 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1902: 
GTCTAACTAC AGCATGCCGG CTTATTGTTG CACTTTCTCA ATATTTCCAT A 51 
(2) INFORMATION FOR SEQ ID NO: 1903: 

15 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1903: 
GGATTnAAAC GTGCATTAAC GCGTGTnTTA AATAGTTATG GTTTAAGTAG 50 
(2) INFORMATION FOR SEQ ID NO: 1904: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1904: 

ATCGTATTTA TTTCAGCGAG TAGCGGTAGC CTTCAATACA CAAAGATTTT ACC 53 
(2) INFORMATION FOR SEQ ID NO: 1905: 



40 



45 



50 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1905: 
ATAAGACGCT AGATCTGGTC AATTTATTTC CGATTTTTTC AACACTATTC 50 
(2) INFORMATION FOR SEQ ID NO: 1906: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1906: 
TTCATCTGAA TCGTCGGCTT TCGCGATTAC TTCTTCGTCA GGGTTGCTAT C 
(2) INFORMATION FOR SEQ ID NO: 1907: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 1907: 
CAATTGCTAA TAATCCTTTT AAGTCATTAA TGATTTGATC TTCCGTAATG TTGAA 
(2) INFORMATION FOR SEQ ID NO: 1908: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1908: 
TTGCCAAACA GACATGACTT AAATTTCAAT ATCTTCTTTG ACTGCATCGA TAT 
(2) INFORMATION FOR SEQ ID NO: 1909: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 94 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1909: 
TGAATTTCTA TACAATTATG GGGAAGGGTA TTGGTGAATT GGAATGGGCT CCTAAGTTTA 
CAAGCCCCCA TTCGATGGCC GTTAAAGTTT TTAA 
(2) INFORMATION FOR SEQ ID NO: 1910: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi] SEQUENCE DESCRIPTION: SEQ ID NO: 1910: 
AACATGATCG TGGGGGGATG TTATGTTTGT TCATATATTT AGGAAGTCGT TTGTAGTTAT 
TGTTTG 

(2) INFORMATION FOR SEQ ID NO: 1911: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1911: 
ATCTTCGCTC CACTTACTGC AATAAGGATT TGCGGCAATC CTAAACCGTT TTTCA 
(2) INFORMATION FOR SEQ ID NO: 1912: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1912: 
AACAATCGTA ACGATACAAC GCAATCTTCG AAAAATAATG CAAGTGCAGA TTTCCGAAA 
(2> INFORMATION FOR SEQ ID NO: 1913: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1913: 
ACACCACACA CACACACACA ACACCCCACA CAACACACAC AAACACACAA A 
(2) INFORMATION FOR SEQ ID NO: 1914: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1914: 
TGTTACGACT TGGTCGACCT GGCAAGCGCT TCGCGCACGT TCTGCAGCnT CTCACTTATT 
GGTATCGCGA TGCGACGTTA AGAAATTTCG GAGTTCTGGT CACCTTATGT T 
(2) INFORMATION FOR SEQ ID NO: 1915: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1915: 
TGGTCCGCTC TCAATCGCAT CTTCAGGTTT TACTTGGCAA AAGAGCGCGG TGCTCA 
(2) INFORMATION FOR SEQ ID NO: 1916: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1916: 
GCCGACAGTA AAATAAAGGT ACTTGATATA ACATATAACG GAAAGCAACA GTTACTGTCA 
CA 

(2) INFORMATION FOR SEQ ID NO: 1917: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1917: 
ATGATATTTA TTTGATTGAA GAGATGTTGC TTAAACAAGA AGACGTACAA TTGATAnAAC 
GTAAAGATTA TATTCAGCAC CCTAAAGAAA ATGGTTACCG CAG 
(2) INFORMATION FOR SEQ ID NO: 1918: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1918: 
CAGTGTAGCG TGTGTCATGC CGTTTTACCA CAATTGAAGA CTGAGCTCTA TCCCTGTGCC 60 
(2) INFORMATION FOR SEQ ID NO: 1919: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 ( X i) SEQUENCE DESCRIPTION: SEQ ID NO: 1919: 

TCAAATTAAC TTCCAACAAA AACAAATGCA AGGTGAAGAA ATTGCTGAAG AAGATTTACA 60 
AAAAGCGCAA GAACAAGCGC AAGCAATTGA AAAAGATGAA AACATCTCTn CATTAAT 117 

20 

(2) INFORMATION FOR SEQ ID NO: 1920: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1920: 

TGCCTAATGA AACATTTAAA AATATTTTTA AATATATCTA TCAACACATC GTTCTATTAA 60 

TTGGGATTGT TAGTTTTCTC AAAGGATTTT TAGGATTTTT CATGGAAAAA AATGGAAGTA 120 

ATTTATATTT TGTTTCATTC CCGTTTTCAG TAGTCGTTGG ATTCTTTATT GTCTTTTTAT 180 

TTATATGGTT TAGTTTTAAA ACAATACAAC TGCAGTGTTT TAACAATTCA AATTGGATAT 240 

GGATATTCAC CTATTTAGCA ATCATTCTAC TAATTGTAGG ATTTTTCTAT GTATTCTTTA 300 

TTCCACAATC ATTACTTGCC TTTGGACCAT ATATTCAGGT AAGCAATTGG GTATTTATTA 360 

TATTTTCATT TATAGTTATG CCTATnGGAT TACGCATTGA 400 



(2) INFORMATION FOR SEQ ID NO: 1921: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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TCACAGTCAT CATTTnATTT TCGATTTTCA ATAATTGTAT TTTTAATTTA TCTTGATATT 60 

CATTAAGATT TATACAAGCT ATCTTTAACA TTGCCTTATC TTTGATATAT TTCTTGCATT 120 

5 CG 122 

(2) INFORMATION FOR SEQ ID NO: 1922: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 410 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1922: 
AGAAGATACC ATACACATTT aATTAGTTAC AGCATAAATC AATTTATACC CTTAATTATT 60 
20 ACATTGTTTA TATTTTAAAT TCGGGGGAGT AATTTTAAGT AATATCTTGT TGCTGCTAAT 120 
TCTATTGTTA ATAAATTGAT ATTAGATGTA GAAATTGAGT GTGAAAGTTA ATAATAGATG 180 
ATTTAGCTAG TAACATAATT AATTCATATA TAGTCAAAAA GTTCTGTTAG ATACTGTTCT 240 
25 TGATGAATAT TCTTTGATGT TAGGTGTTAG CTATTCTAGA TGAGTTTCTT AGATGTGGAT 300 
GCCTGTCTTG ATGAAGTTAT CTATGATGTT AATATAATAC TTGATGTTGA TTCTTAGATG 360 
TTAGTGCGAT TTCAAGATGC TGATTCTTTG TTGTTGCACT ATCTTGGTGA 410 
(2) INFORMATION FOR SEQ ID NO: 1923: 



30 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 348 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1923: 

TTTCTATGGT TTATCAGGTG ATTTTACGGA AAACAGTGAA GATTATGGCG TATACCGCTT 60 

TAAACGTGGA TTTAATGTAC AAATCGAAGA ATTAATAGGG GATTTCTATA AACCAATTCA 120 

45 TAAAGTGAAA TATTGGTTGT TCACAACATT GGATAAATTA CGTAAAAAAT TAAAGAAATA 180 

GATGTAAATG ATGTTAGGGC TTATAGTnAT TGATACTATA GGCTCTTTTT TATATGTTTT 240 

TTAATAAAGC CTCGAATAAT GATATATTAA ATGACAAGTT TAACAAGTGA TTGCAATAAA 300 

50 TATAAATnTG AATTGCACAA CCGATTTGnA AATGATTGAG TTGAGGAA 34 8 
(2) INFORMATION FOR SEQ ID NO: 1924: 
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(A) LENGTH : 253 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1924: 

AGGGCAGATT TAAGCTAACT TGGAATGTTT TCGAGTTTTT GAGTTAGTTC TCTATCCATT 60 

TTTTCAGTTA CATGAGTATA TATGCGAATG GTTGnTTGTT CATCTACATG TCCTACCCTT 120 

TTCATAATTG CTTTTAAAGA AACATTCATT TCTACTAATA AAGTTATGTG TGTATGTCTA 180 

15 AATGTGTGCG TGGTAACTTT CTTATTCATA TTTAAAGCTT TTGTACGTTT TCTTAACGCA 24 0 

CACCGGCCAT TTC 253 
(2) INFORMATION FOR SEQ ID NO: 1925: 



10 



20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1925: 
GGTATAGGTG CAAGTCCTAT CTTCCGCTCC ATGGTTTAAT GATAATGCGG GA 52 
(2) INFORMATION FOR SEQ ID NO: 1926: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1926: 

TGGTCACTGT TCCTGATGCT TACGTTAGAA TGTAAGATTC CCGATTTATC AGTTATATAC 60 
TGTTTGCTTC ACTTTGGAGA TCTG 84 

45 (2) INFORMATION FOR SEQ ID NO: 1927: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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CTTTCTAAAT AATTCTAGTA TAGTTTTTAT TCAAATACGC TAGGCTCAGA GCTATT 56 
(2) INFORMATION FOR SEQ ID NO: 1928: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 138 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1928: 
15 GCAAATTGTC ATTAGACGGA GTATTATTTA GAATTTTCGG TGATATCCAC CGGCACAAGA 

TCGATGTTGG ACAATATCTA ATATACTGAT ACGCATTTAA ATAGAAGAAG GGAATTAGAG 

TTTGGTTnTG AATGCAAA 
20 (2) INFORMATION FOR SEQ ID NO: 1929: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 <D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1929: 

30 

ACATCTTTAT ATGCTTCAAC ATCAAATACA CCACATATTG GTAAACAACA AA 52 

(2) INFORMATION FOR SEQ ID NO: 1930: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



60 
120 
138 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1930: 
TTTAATGTTC ACAACACCGG AATAATAATA ACTAAAGCGC CGCTAATAAA T 51 
45 (2) INFORMATION FOR SEQ ID NO: 1931: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



55 
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ACGAAAAATA AATAATCATT TCACCTTTAT AGCCAGTATT TTTAATTAAT ATATTTTCAT 60 

CTATTAGCGC TTCTAAAAAT CTATTTGACT TTTGAACATA CTCTTTAGCT ATATTATTAA 120 

CAACAGTATA GGATTCCTCA TAATTTAGTT GATTAAATTC TGAGTCGTTC ATTAATTCAA 180 

CTAATCCTTT TATTACTTTT TGTACAACAT TAATATTTTT ATCAAAATCA AATTTATCTT 240 

CCTTAGATAA ATTAATAnnn AAAGTCTTAA GAACATTTGT AAATAGCTCT GCAACACTTA 300 

TAGTTTGGnC AAATTCCTTA AATTTATTTA CACAGTACTC ACACATTAGT TTTAAAAATA 360 

ATGGATTGTT GAATTCTGGA TTTAATATAG GTAACTTAGG 400 
(2) INFORMATION FOR SEQ ID NO: 1932: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1932: 
25 ACTTGCGGAA nGACGCAACG TTTATGTACG TTGGAAGAAA AATTCAGGAC TTACGTTCAA 60 
AACTACCATA GCAATATGCA TTGAAAGATG ACAGTATGCG 100 
(2) INFORMATION FOR SEQ ID NO: 1933: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1933: 
CGCTCTGCTT TAAGCGTTGG GACTTTGTCA ACGGTAGTGG ATGGGAAGTG GTTCTGCTTT 60 
G 61 
(2) INFORMATION FOR SEQ ID NO: 1934: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1934: 
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(2) INFORMATION FOR SEQ ID NO: 1935: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1935: 
ATGTATTACG GTTTAATTAA GCCACATACC AACAAGATTG CATTTATGGT ATCTCA 56 
1S (2) INFORMATION FOR SEQ ID NO: 1936: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1936: 

25 

TCGCACCAGA AACAAGGGAT TGTTAAAATT GCGTAAATCC TTAAATTTAT TTGTAAATAT 60 
A 61 
30 (2) INFORMATION FOR SEQ ID NO: 1937: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1937: 

40 

ATGAATAATC ATATTTCTAA TCAAAGTAAT AGCATTTATA TTGTGTTTAA A 51 
(2) INFORMATION FOR SEQ ID NO: 1938: 

45 <i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1938: 
TTGCTGAAGA TAGAGGCTTC ATGAAGGTGG AGAAGTTAGC TGATTTCTGG AACAGG 56 

55 
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(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
(B> TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 1939: 

10 

ATCTCAATGT ATTCCTCTAG TGTAAGTTCT TCATAAATAA CCGGTGATTC C 51 
(2) INFORMATION FOR SEQ ID NO: 1940: 

, 5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 318 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1940: 
CTCAGGTCGA CTCTAGAGGA TCCCCTGTTA AATAAAACTT CTTAAGCACA TACTTATTTC 60 
ACTATGCCTT TTACGTTCCC CTTATACTTT TCTCACATCT TTCTCTTAGA CTACTCCCTT 120 
ATACGCCCCG CTCAATATCT TTAATCATTT CATCTACAGT TATTTTCGCA CTCGTTAAGA 180 
CAATAGGAAC GCCTGGCACC TGGATGCGTA CTTGCACCTG cAAAATATAw ATCTTTATAA 240 
TCTCGCGATA CATTyTGTGG ACGATAATAA TTACTTTGCG CTAAAGTTGG GCATTAAACC 300 
GAATGCCGAA CCAAATTC 318 
35 (2) INFORMATION FOR SEQ ID NO: 1941: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1941: 
CCGGGAAAAT TTTTGGAATT AAGTGGAAAA AAAATCCCCT TAAAATTCCC CTGGCCA 57 
(2) INFORMATION FOR SEQ ID NO: 1942: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 378 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1942: 

TGTTCTTCTT TTGAATCTGT TTTATTCGTT TGTTCCTCTT TTTTCTGTTC ATCTTTCATA 60 

TTTCCACATC CCCCAATAAA AATGATTAAA AGTAATACAC TCATGTACAA AGCAATTTTT 120 

TTTATATACT CCATCATTTC ACATCTCTCT GTTTTAATTT TATAAACATT TGAATATTTC 180 

ATACAACTTA TTAAAATAGT GATTATTCAA CTTTTATGTT ATCAAACAAA ACTAACTTAT 24 0 

TCAATTTAAT ACATGTAATT CATTTTAACT TTATTATTAA ATGTTCTAAC GTnATTTTTT 300 

ATATTAGTAA TTATATTTAT TTATCCTCGC TTGGATTAAA GTAGATACTA TCTGTGAAGT 360 

15 AnATATTTTC TGCCTTGn 378 

(2) INFORMATION FOR SEQ ID NO: 1943: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 394 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1943: 
AAGAAGAAGT CAAAATTCAG CTAAGTAAAA GCTCGAGTTA TAAAAAAGTC TAAATTGATT 60 
30 CAACAGGAGT AGAAAAGGAA ATTAGTCTTG CATATTTTAG AAAATGAATA AAAACAGTTA 120 

CTATATGCAA CTCAAGAATT AAATATTATT TAAGCCACAT ACCTATTAGA GTACAAAATA 180 
TACAAGTTGT ACTTATATCT AGGTATGTGA CTTTTGATTT TAAGCGTAAA GTAAAAGTTT 240 
TTATGTTTGT ATTAGTTCTA AATTATTTTG CACTTGGATG ACACGTATTT TTGAGTTTAA 300 
GTGGTGACTC AAGTTCAATA AAATAAATAT CAGATAGGAT AATTTGAnAA TnATATGAAA 360 
GGGTTATCTC CAAAATnATC TCCATATTAT AAGG 394 
(2) INFORMATION FOR SEQ ID NO: 1944: 



35 



40 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 52 base pairs 
45 <B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1944: 
TATTCGTGAT GACGATTGTC GGTGACATGA AGTTCTATTT GCTGGCACTG AT 52 
(2) INFORMATION FOR SEQ ID NO: 1945: 
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(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1945: 
w CGTTTAAAAA ATGATATCAA TCTTTATTGT GGATTGCAAC ATCCGTGTGC TCCATAAAAC 60 
GTGTGGCGAG ACTTGGGAAA GG 82 
(2) INFORMATION FOR SEQ ID NO: 1946: 



15 



20 



30 



35 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1946: 
25 GTATTATTGA TGAAGAAACA GCTCTCCAGT TGTAGATGCA TGCTACGTTC ACGTTACCAC 60 
TGTATCAATT 70 
(2) INFORMATION FOR SEQ ID NO: 1947: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 1947: 
TATCACCAGC ACCAAGGnTA ATGACATGCT GATCTTTTGC AGTTATGGTn 50 
(2) INFORMATION FOR SEQ ID NO: 1948: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1948: 
ATTGTATGAA TCTTTGGGGA ATGAACTTTn AACGAACGGA CATCTTGCAA TGACGCATCA 60 
55 AAATGGTTTT AACACATGTA ATCGGCTCTC GGTACTATTC GTGTGATGTA CACATGG 117 
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(2) INFORMATION FOR SEQ ID NO: 1953: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1953: 
GACATTTACA CCTGCTTCAA TCTGGTCCAG TGCAGCATCT AATTCTTCGA 
(2) INFORMATION FOR SEQ ID NO: 1954: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1954: 
ATTTGGCCAA CTGTTCAGCA CGGTATTGGT TCAATGCAAC ACTTTATCAT TGCTTCAGGG 
CTATATCGGT GGTATGGGnT GTATCACTTC TTAGAACGTG GTATTAA 
(2) INFORMATION FOR SEQ ID NO: 1955: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1955: 
GAAGTGAATA TGAAGCTGCT AAAGACTCCG GAATGCTACC TCAGACAACT GATG 
(2) INFORMATION FOR SEQ ID NO: 1956: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 365 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1956: 
ATGATTATTT TAGTTCCATT TGTTGAGTCG ACTGCTAAAG TTCCATTTAA ATGTTGTACA 
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ATAAGCAGTA ATTTATGATT GTTTACAGTT TTTAATTTAC CATGAACTTT TGAAGCATTT 



180 



GCATGTTTAA TAACATTATT TATCGCTTCA CGCGTAATCA TAACTAACAT AGATTGTTTA 



240 



GTAGGACTTA ATACTTGCGC TAATTCTTTA TTTTCAAATG TAAAATCAAT ATCAGCATCn 



300 



nTnAAAACTT TACGTATACT ATCAATCTCT TCAATAAATG ATGGTAATTT TACATCATCA 



360 



ATAAT 



365 



10 
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20 
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(2) INFORMATION FOR SEQ ID NO: 1957: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 346 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1957: 

AAATAATGTC ACAAAAGTTA AAGATACTAA TATTTTTCCA TATACTGGTG TAGTTGCTTT 60 

TAAAAGTGCA ACTGGATTTG TAGTTGGAAA GAATACTATT TTAACAAATA AACATGTGTC 120 

GAAAAATTAC AAAGTGGGCG ATCGTATTAC TGCACATCCA AATAGTGATA AAGGTAATGG 180 

TGGTATTTAT TCGATTAAAA AGATTATTAA TTATCCAGGT AAAGAAGATG TATCAGTCAT 240 

TCAAGTTGAA GAGCGTGCAA TAGAACGTGG ACCAAAAGGC TTTAATTTTA ATGATAATGT 300 

AACGCCATTC AAATATGCGG CAGGGGCTAA AGCTGGTGAG CGAATT 34 6 
(2) INFORMATION FOR SEQ ID NO: 1958: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 390 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1958: 



TTTTCCAGTT 


AATTTTTCCA 


GTTCACTAAA 


TACTTTATTG ACTGTACCAG 


ACCCAATAAT 


60 


AATTTGGTAT 


TGTCCCCCAG 


TAGAAAACGT 


CCCTTTAACT ACATCCATAT 


TGTTTAGCGC 


120 


CTCTTCATTT 


ACTAAACTTT 


CATCATTTAA 


AACTAATCGT AGTCTCGTTG 


CACAATGCGC 


180 


CATTGCATCT 


AAATTCTCTT 


CTCCGCCTAT 


CGCGTTCAAA ATTTCTTCTG 


CGGATTGCTT 


240 


ATAATTCATA 


TATTTAGCCT 


CCTAATTAGA 


ACCGGTTCCA TTTATTCCAC 


TTTATTGTAA 


300 


CCGGTTCCAA AAATATTTGC 


AACACTCTAT 


TATCATTTTA TATAAACACC 


TACACCATTT 


360 



2106 



EP0 786 519 A2 



(2) INFORMATION FOR SEQ ID NO: 1959: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1959: 
GATTGCATAT AATAGTAAAA ACATTACATC TTGAACAGTA CTCGTTTTGT 
(2) INFORMATION FOR SEQ ID NO: 1960: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1960: 
AATTTGAACC AGACACTGAT ACAAGTCACA CCCAGAAACT TTTAAGGACG TAAATGT 
(2) INFORMATION FOR SEQ ID NO: 1961: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1961: 
AACGCTATAT TAGCGATATA CAATGATGCC ATTATCAATA nTACAnCTGn 
(2) INFORMATION FOR SEQ ID NO: 1962: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1962: 
TACAACGTCA GTTGGCAGAC ACCAGAAGAA GGATTCATAA GTATATTCAG GAACTTGTTA 
(2) INFORMATION FOR SEQ ID NO: 1963: 
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(A) LENGTH : 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1963: 

10 AATTTTTCCC CCTTTTTAAA TTTCCCAAAA AAAAnCCCCC AAnAAAAAAA 50 

(2) INFORMATION FOR SEQ ID NO: 1964: 

(i) SEQUENCE CHARACTERISTICS: 
75 (A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1964: 
CAACAAGTAG ATGCATCAGA GAGTAGTGTT CAAACGTTAA TAGATGTGGC ATG 53 
25 (2) INFORMATION FOR SEQ ID NO: 1965: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 <D) TOPOLOGY: linear 



35 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1965: 
AGCAAAGGCA TAACTGCTAA TGACCATGTA AATGAGACGA GTCGATCGTG GCCA 54 
(2) INFORMATION FOR SEQ ID NO: 1966: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 252 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1966: 

CTCAAATAAC TGGCTCAACT CAACCGGTCT ATAACACCAT AACACCGCAT GCCACTCTAG 60 

CATACTCAAT CGCTCTGGTA CCAGCnCTCA AATAACTGGC TCACGCCAAC TGTCTATAAC 120 

ACTAACACGC ATGCACTCTA GCCTACTCAG AGCTCTGGTA CAGCACTCAA TAGCTGACTG 180 

TCACAGTCCA CACACACTCA ATACTGGCTG ACACAGTTCA CACACnGCTT ACTCGCTCTC 240 
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(2) INFORMATION FOR SEQ ID NO: 1967: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1967: 
CAGTTTAAAC TCGATGTTGT GTACTACTGT GCCAGCTGGA ATGTTTTATA ATGGTGATG 59 
15 (2) INFORMATION FOR SEQ ID NO: 1968: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 
20 <C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1968: 

25 

GTTACATGGC ATCACGCCAA ACCTGTCTAT AACACCATAA CACGGCATTG CC 52 
(2) INFORMATION FOR SEQ ID NO: 1969: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1969: 
ACAATTTTAA TTATATAACT CCAGGGGCTA CAGTAATACG ATTTCTCCAG ACTCCAAA 58 
(2) INFORMATION FOR SEQ ID NO: 1970: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 



45 



50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1970: 

TGACGTATAA TGGATGAAAG TCTATTAAGT TTAAGAAGCT AATACTGTGA AATCTTTCT 59 
(2) INFORMATION FOR SEQ ID NO: 1971: 

55 



2109 



EP 0 786 519 A2 



(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1971: 

io TATCATGTTA TCTTCAATCG TTCACCAACA GTCATTTGCT GCATCAGTAA CG 52 

(2) INFORMATION FOR SEQ ID NO: 1972: 

(i) SEQUENCE CHARACTERISTICS: 
75 (A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1972: 
TTGCTGGTGC CATAGACTAC ACTTGTTTGA TATCAGAAAT GGGATCTGTT CCATTACC 58 
25 (2) INFORMATION FOR SEQ ID NO: 1973: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 209 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
^ (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1973: 

35 

AGTTAAACCG AGTCCAACCC AAACCTCCAA TCCACCTAAT GGTTAAAATT CCAAACCATT 60 
ACCAGGGAGG GACCAAAAAA CGGAATGGGG CCTATTGGTA GGGTACCTAT CCCATTTAAA 120 
40 AATCCATCCA AAAGCCCAnA TTATCGGACC ATTTTCGCCA AAAATAATTT AAGCGGAAAT 180 
TGAATACCTT AAAATTCTCn GGGCCCACT 209 
(2) INFORMATION FOR SEQ ID NO: 1974: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

so 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1974: 
ss ATCTGAGTAT TTATAACATA AATCACTAAT ATCGTTATTA CATAGGGATA GGGTAAAAGT 60 
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(2) INFORMATION FOR SEQ ID NO: 1975: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1975: 
TTCCTGCATC CGAGTCTGAA TCGCTGTCGA ATCACGTCGA GTCGATCGCT ATCAGGTCGA 60 
GTCGCGTCGA ATCGnTCGCT ATCGAGTCGA TCGCGTCGAA TCGAATCACG TCGAGTCG 118 
(2) INFORMATION FOR SEQ ID NO: 1976: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2$ 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1976: 



30 



TTGCAACnTT 


TGATCTAGAT 


ACTACCTTAG 


TTGGATTGTA CTACTTGATT CTACTTCACC 


60 


TTTAGTTGGT 


TTTGTAGCAG 


GCGTTTTGTC 


TTTACCTGAC TCACTAGATG CGTCATTTTC 


120 


TTTTTCAACA 


CTTGGTAATT 


GTTTATTGTC 


ATCTTTTTGG CTGTCTTGTT TTTGTGATTC 


180 


TTTTTCAACA 


GGTGATGGTG 


TTGGTTTGCT 


AGGCGTACTG GAGTAGCTTC CTTCTTAGCT 


240 


GAGTTATCTT 


GTTGTTCTTT 


TTTGTTAGAT 


TTATCGGTAT TGGCTTTTGT AAATGCTTCT 


300 


nTATCAACGA 


TTCTGACATG 


GTATTGTCCA 


TCATAATCAA TCGTTTTTAC GTGAACTTTA 


360 


ACGATAGCAT 


CATATAGAGT 


TTACCTTCAA 


CATATGGGAA 


400 



(2) INFORMATION FOR SEQ ID NO: 1977: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



so (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1977: 

TAGACAAAGA CAGTAACAGT AAAGTACGCT TCAGAACTGA TGGCTCACTG CGAGTATAAA 60 
AACTTGTAGT GTCC 74 

55 
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10 



15 



25 



30 



35 



45 



50 



55 



(2) INFORMATION FOR SEQ ID NO: 1982: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1982: 
GAATCTGTTC AAGTTAGAAT TATCCCGGCA TAATGATAAA GGCGAGTAAA TGG 53 
(2) INFORMATION FOR SEQ ID NO: 1983: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 252 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1983: 

GnCTTTTGAA TAAAGAAAAA TTCATCAATA GAAAAACCGT CTTTATCGTC TATTTTTTTA 60 

ACTAGTAAGT TCGGCGTTCT TAGAGACTCA AATATTGATT TTACGTTTTT CTTTGTTACA 120 

CCACTAACAC TAAATATTCT TCCATCTAAA TCTACTAATT CTGGTACCGC AAAGACATCT 180 

AAACCATGTG TTTTTTCTTT GTATTTATTT TCATCTTTTC CCAATAAAAA CACTTGGAAC 24 0 

TTTTGATTTn GT 252 
(2) INFORMATION FOR SEQ ID NO: 1984: 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (d) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1984: 
CGTGTTAATC AACTAATTCT TAGTTTTAAC TGTCGTAATA ATCAACTGAA CACTTTCAAT 60 
CTA 63 
(2) INFORMATION FOR SEQ ID NO: 1985: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1985: 
TCCTAAAATG ACCGCTAATG CCTATGGATT GTTATCACCG ACCGCAGGGA CAGCACGACC 60 

5 

TAC 63 
(2) INFORMATION FOR SEQ ID NO: 1986: 

1Q (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1986: 
GG CAT AT AAA AATTAGAGAA ATTATTTCAA ATGAACAGAT AGAGGCACAA GATGAATTAG 60 

20 „ 

TTAAACGATT AAACGATTAT GnTTTAAATG TCACTCAAGC AACTGTTTCT CG 112 

(2) INFORMATION FOR SEQ ID NO: 1987: 

. (i) SEQUENCE CHARACTERISTICS: 
25 (a) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1987: 

TTTATCAATT TGTAACGAAC ATGAATTACA TGTTTCAGGA AAATATATTT CATCCCATTT 60 

35 TTAAAAAGTA TAAGATTTTA TGAAAAATTA AACCAATTnA GTATAA 106 

(2) INFORMATION FOR SEQ ID NO: 1988: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 



so 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1988: 

AATGGCGTAG TTACAGCATT TATGATTGTG TTAATCTTTT CTTCTGATAA ACATAATCTG 60 

TTTGACCAAA AGTATTTAAG TGTTCAATTA ATTAGTTTTA TTATTTACGT CGTATGGCAA 120 

GTTTTATTGA TAATGTTTTA TTATCATTCA AAACCAAAAA ATAATTCATT TTCAAAATTT 180 



55 
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TGGTTAGGTG GACATCAGAT TCACTTCCAT GAAAGTAAAT TAATTGAATT TGTTGGTTTC 300 

TTAGGAATTT CTTATGTTAC ATTCAAAAGT GTGCAGTTAA TTATGGAAAT TCGTGATGGT 360 

5 TCTATCAAAG AAATTAAAGT ATGGAAATTA ATTCAATTTA 400 

(2) INFORMATION FOR SEQ ID NO: 1989: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1989: 
TTCAGCTTAC AATAATGAGC AGGTTGGGGT GGGCTCCAAC GCAGAGAATT TCGATAAGAA 60 
20 ATTCCACAAA TAATACAAGT TGGCCCACTC CCATTCTGTA ATAAATATAG GAGGTCATTG 120 
TTATGCAAAT AGAACTTACT GATGCAGCAG TAACTTGGTT TAAAAATGAA CTTGAGTTGC 180 
CTGAAAATAA TAAAGTGCTC GTGTTTTTTG TAAGATATGG TGGCGAATTC CAACTCAAGC 240 
25 AAGGATTTAG TCCTGCTTTT ACAGTTGAAC CAAAGGAAGA TGTTGATATT GGCTATGAAC 300 
AACAATATGA CGATTTAAAT GTTGTCGTAG CGGAAAAAGA TTTGTGGTAC TTTGAAGATG 360 
ACCACATTAT TGTAAATGTA GTTGTCACGA AGATGAATTT 400 
(2) INFORMATION FOR SEQ ID NO: 1990: 



30 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ill base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1990: 

CAATTTATTA TGTAACTAAT TATAGCATTG ATGAACAAGG CGCTCAACGT AATAnTACAA 60 
TTAATGGATT GTTTCACAAG ATGGTAAAGC TAGGATGTCT TTTTATTAAG A 111 

45 (2) INFORMATION FOR SEQ ID NO: 1991: 

(i) SEQUENCE CHARACTERISTICS: 
<A) LENGTH: 54 base pairs 
<B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 



2115 



EP0 786 519 A2 



TAAACAAATT CATCAATTGT TAGTGGCATA TCCTAATGTA ATTAGAGAGG AGTT 

(2) INFORMATION FOR SEQ ID NO: 1992: 

(i> SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 59 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1992: 
GAACGATAGA TTGATGAAAA GTTTAAAAAA GTACGTATAT GTTTATTAAG TTTGAGTTT 
(2) INFORMATION FOR SEQ ID NO: 1993: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



- (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1993: 
CGAGACCAAA ATATTCGAAC GAATAATTTC AGTGTTTTGC TCCTTTATTA TAGATTCAAG 
CTATGGATAA TAG 

(2) INFORMATION FOR SEQ ID NO: 1994: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1994: 
ATCCATACAA ATGTAACAAG CACAATTGCn GCCATACTTn GCATGACAGT 
(2) INFORMATION FOR SEQ ID NO: 1995: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1995: 
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(2) INFORMATION FOR SEQ ID NO: 1996: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1996: 

TCAnTTAAnA TTAATGTnCG TTGGGGCTCT AATAAAATTT GTTTACAACG 

(2) INFORMATION FOR SEQ ID NO: 1997: 

(i) SEQUENCE CHARACTERISTICS: 
<A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1997: 
TCATGATTTG AAATGACTTT CAATGACTTG GGTGGGACAC TTGTTGCACA GCTGGATGTG 



(2) INFORMATION FOR SEQ ID NO: 1998: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1998: 
CATGCATTGA TGnTCTCAAA GAACATGATG AAACAGGTCA nCACATGnCA 
(2) INFORMATION FOR SEQ ID NO: 1999: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1999: 
GGTTCGCTAC TGATTGGGTA TACATCTGAT TTAGCAATCT TGCGCACTTG TT 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2000: 

ATGTGGTTAG ATATCTGCAC ACTTGAACGT TATTGTGGGA TATACTTGGC CAT 53 

(2) INFORMATION FOR SEQ ID NO: 2001: 

(i) SEQUENCE CHARACTERISTICS: 
« (A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2001: 
ATCTCAGTAA GGGTAAGCGT CAAAGTCTGC ACGGATGCTA ATGTTTACCA GGTT 54 
25 (2) INFORMATION FOR SEQ ID NO: 2002: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY; linear 



35 



40 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2002: 

CTAAAGATTG TAATGCTTGA ACAATTGGTT CAGTGAATTT TTGGAAATTG TGGAAACTGT 60 

TACCATCATC ATCTGTTATA AAACTAAAGT TTAAATTGCC AGTATCATGA TAAACAGCGC 120 

CACCACCAGA AATTCTTCTT ACTACATCGA TGTTGTGAGC ATCGATATAT GTCTGATTTA 180 

CTTCCTCTAT CGTATTTTGA TTCTTTCCAA CAATGATAGA TGGTCTATTT ATGTAAAATA 240 

AAAAGTAACT TTCTTCTGCT GGTAAATTTT TTAAAACATA TTCTTCCATT GCTAAGTTTA 300 

45 AAGTTGGATC TGTAATATTA TTATTACTAA TGAATTTCAT TACAATCTCT CCCTTATATC 360 

TATATATATn CTCTACTTAT TTATGCCTTA ACTTTGCTCA 400 
(2) INFORMATION FOR SEQ ID NO: 2003: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2003: 

CCGAAATAGG ACGGGCAGTT GGATTTATTC GAAATGGGTG GCGTTAATAT ATACAGT 

(2) INFORMATION FOR SEQ ID NO: 2004: 

(i) SEQUENCE CHARACTERISTICS: 

CA) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2004 : 
nAGTAGTTGA AGGCGACCGC GGTCCACAAG CTGCAAACGT TGTTAAACTA TAATTCTTAG 
ATTTGAATCA TTGATTTTAA CTAACACCTT ACCAAGAAGT AAGGTGTTTT TA 
(2) INFORMATION FOR SEQ ID NO: 2005: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2005: 
AAATCTTGAC ATAGGCACAG GAATGTATAT TGATCTCGAT CACTTAAGTC 
(2) INFORMATION FOR SEQ ID NO: 2006: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2006: 
AAGGTGGGTT TAAATTTCCC AAAAAAAAAA GCCTTTTAAC CTTTTGGGGG GTCCCCTTTC 
CTTGGAATTG GAAAGGGGCC AAAATTGGAA TAAGGGGnTT GGAAAAACCC AAGCC 
(2) INFORMATION FOR SEQ ID NO: 2007: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2007: 
TGAAGAAATA GCAAATGAAC TCAATATTTC TATTGAACGT CAATATTTCA ACCAATTATA 60 
TCGCTTCAAT AATCAAGATT TAAAGCATCT TGAACAAGAn TTTGA 105 
(2) INFORMATION FOR SEQ ID NO: 2008: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2008: 
ATTGGCTACT AAAGTTAAGG ACATGATGGA TTGGATTAGT GGTATGCGCT TTGAAAAGAT 60 
CAATTAT 67 
(2) INFORMATION FOR SEQ ID NO: 2009: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 73 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



30 ( X i) SEQUENCE DESCRIPTION: SEQ ID NO: 2009: 

TATAAATTAG CGTCCTTCAT ATCACAACGA TGATGCTCTG TGCGAAGATC TGATTTATTT 60 
CAATGTGCGC ACG 73 
(2) INFORMATION FOR SEQ ID NO: 2010: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2010: 

45 

CTTTGTTTAT GTTTCGTTTA ATTTGTAACC CTCTCTTTGG ATACCGAGGT T 51 

(2) INFORMATION FOR SEQ ID NO: 2011: 

SO (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 88 base pairs 



55 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2011: 

TAACGACCAA GCTTAAAGAG ATACGCTCTT ATGCGATTGG ATAGGTCGTT AAAGTTAACT 60 

10 ACAATACCTC ATAAGTAGAT TTAGAATC 88 

(2) INFORMATION FOR SEQ ID NO: 2012: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 56 base pairs 
15 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2012: 
GTCAACCCTT GCCAAGCTTA TATCACGATA CTGGGATGTG ACTTCCGGTG AATTAC 56 
(2) INFORMATION FOR SEQ ID NO: 2013: 

25 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2013: 

35 AGCTTATAGT ACTTGTGACT TCATAATGGA TGAAGTTGAA GTACCAAAAG AATTAACACA 60 

ATTACACGAA TAATTTAAAT AGAGAGTGTG ATAGTAGGTG GAATTATTAA ATAGTTATAA 120 

TTTTGTTTTA TTCGTATTAA CTCAAATGAT ATTAATGTTT ACAATACCAG CTATAATTAG 180 

40 TGGTATTAAG TACAGTAAAC TTGATTATTT TTTCATCATA GTAATTTCGA CATTATCGTT 24 0 

ATTTCTATTT AAAATGTTTG ATAGCGCGTC CTTAATCATA TTAACTTCAT TTATTATTAT 300 

AATGnATTTT GTCAAAATCA AATGGnATTC nATTTTGTTG ATTATGGCTT CGCAGATTAT 360 

45 CCATACTGGT GCCAACTACA TGGATATAGT TATATATGCA 4 00 



(2) INFORMATION FOR SEQ ID NO: 2014: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2018: 
CCTTCCAATA GTAATTGATT GATGTATGAG TATATTAGGT GTGAAATCAA GAGGATTC 58 
(2) INFORMATION FOR SEQ ID NO: 2019: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



) 5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2019: 

TTTCCTCGTA GGTGGTTCTT CTTCATCTTC GTTGTTTTGT CCGAAGTTTG GA 52 
(2) INFORMATION FOR SEQ ID NO: 2020: 



20 



25 



30 



35 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2020: 
ATAGTTTAGG TGAGGATGTT GnGGTACGAC AGGAAGAAAG ACGGCAAACA 50 
(2) INFORMATION FOR SEQ ID NO: 2021: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 300 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2021: 

TTGTCACAAT AATTTCTTCA GGATCATAGG AAAAATGATA ACGATTTTTG AAGTATTGAC 60 

45 TAATTGCTTC GCGAGTTTCT AATAACCCTT TATTGTGAGA GTATGATGTC TTGTCATTGT 120 

TAATAGCATC AATATATGCC TTTTTCACAA CATCAGGCAT CGGGAAGTCT GGTTGGCCAA 180 

TAGTTAAATT AACACAATCA TCCAAATTAT TCATACGATT TGAAAATTGG CGATACTTGG 240 

b ° GTGGCTCCTA AAATAATTAG GAAATGAGGA nTTnAAGGAA GGTTTCCATT TnGTGGACAC 300 

(2) INFORMATION FOR SEQ ID NO: 2022: 

(i) SEQUENCE CHARACTERISTICS : 
55 (A) LENGTH: 400 base pairs 
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15 



(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2022: 

TCATCCAAAT TATTCATACG ATTTGAAAAT TGGCGAATAC TTGGTGCTCT TAAATATTTA 60 

10 GAATTAGAAT TTAAAGAAAG TTTCATTTGT GACACCTCAA ATATAAATCA AATATTGTCT 120 

AAAAATTTAG AAATTAATAA TATCATAACA TACTTTTAAA GCAAAAAAGG GTAAATTACT 180 

TAAGCTTTAT TTGAAAAACG AAAAATGTCT AAATACACTG TAGTAACTAC TTTTCAAAAT 240 

GAATAAAGTG GTTACAGTTA ATGTACTTAG ACAGTATAAA ATTATGAATC TTTAAACTGT 300 

GATGGTCTTT GTAAATTAAT TATTGGATTT GTCCATTTAC AAACAAAGTT TGTAGATAAT 360 

ACATATACGA TGATTACAGA TATACTTATT AAATAAAGAT 400 

(2) INFORMATION FOR SEQ ID NO: 2023: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
25 (B) TYPE: nucleic acid 

<C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2023: 

TTnAAATATA CCAATCACGT TCATCCACAG TGATCCTAGA CCAATCCAGA 50 
(2) INFORMATION FOR SEQ ID NO: 2024: 



20 
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40 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2024: 
45 TTTTTAATGG TTTAAAAATT CCCTAATAAA ATTTTGGAAA ACCTAAATTC CAAGGGGTTA 60 
AATTCC 

(2) INFORMATION FOR SEQ ID NO: 2025: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2029: 

AATAATAATT CTGGAATAGT GTTTAATACT TATTnTCCGT TTAAGATTTC AACTTAATAT 60 

5 GGTTTACAGC GCGTAGCTCG TCTAATTCAT CATCACGTGT AGAGTGCTCT GCCTTATCAG 120 

ATCAGTT 127 



(2) INFORMATION FOR SEQ ID NO: 2030: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2030: 
20 GCAAGTGAAT TGAAGTGACA TGTGGCTGGT GCTTCATGGT AATGATAAAC CAACACCATG 60 
G 61 
(2) INFORMATION FOR SEQ ID NO: 2031: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

30 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2031: 
ATAAATATCT ATTTAGATAT AAGTATTGAT AAGTTGCTTG AATTTATAAA GTGAAGGAGT 60 

35 

AGGTGTCATT AGTATAGT 78 
(2) INFORMATION FOR SEQ ID NO: 2032: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 229 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2032: 
GAATAGTGTT TATAAAATGT TGACACTGTA GTGGCATATT GTAAATTAAA TATTATTATG 60 

50 

TGATCATTTT GTTTAAATAT TAGTTATAAG AAGTGAAATA nTCATTTTAA AAGGAGACTT 120 
AAAACTTGAA ACGATCAACG AATCAAGAAA AATTTCTTGA TACACTAATT AGACTTAATA 180 

55 
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(2) INFORMATION FOR SEQ ID NO: 2033: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2033: 
TTTTGTCATC TGTATAGGTA TGCGCGCCGG TGTCTTTATT CACTTTGAAC TGTGCGT 
(2) INFORMATION FOR SEQ ID NO: 2034: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2034: 
AAGGCATTGG ATATAAGACT TGATGTTGCA TGGCAATCAC ACTGCCTAAT CCTTGCATAT 



(2) INFORMATION FOR SEQ ID NO: 2035: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2035: 
ATGGCAAATA CTATACATCG TCCAATTGAT TGAAAAATAT GGTTATTAAA GA 
(2) INFORMATION FOR SEQ ID NO: 2036: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2036: 
AAGGTGTTTT TATATGCTTA TTACAAATAC TTAACGCGAT GAGTTTCTCA ACCAAATTGA 
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(2) INFORMATION FOR SEQ ID NO: 2037: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2037: 
TACCCACCCC CAAACCCAAG GTTTTAAAAA ACCCCTTCCA AAAGCCCGGA AAAACCAAAA 60 
GGAATTATTT T 71 
(2) INFORMATION FOR SEQ ID NO: 2038: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2038: 
GAATCCCGGA AGTACAATTT GGTACGTGAA GAAAATGGTA GTGGAATTAC 50 
(2) INFORMATION FOR SEQ ID NO: 2039: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
95 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2039: 
40 CAGTATCTCT TGGTATTTTA ATTGGTGCTT TATTAAACGT AATTTTACCT TTATATATCG 60 
ATGGAGCGAA GAGTATTTTC GTATACGTTT ATAGTGCGTC TATTTTACCA GGTATGATTC 120 
CTTGGTTTAT GATTTTATTC AGTCATTTAC GTTTTAGAAA ATTACACCCT GAAGAATTGG 180 

45 

AAGGTCACCC ATTCAAAATG CCTGGTGGCG CAGTAACTAA CTATTTAACA ATCTTATTCT 240 
TAATATTAGT ATTGGTTGGT ATGGTATTTA ATGTTGAAAC TAGAATATCA GTGCTTATTG 300 
GTGTCATCTT CTTAACGATT GTAACGATTT ATTATTTTAT TAGATATAAT AAAAnTAATG 360 

50 

TAAAGCAnAA TAGTATGTTA TAAnGAGCGn TACTTATGAC 400 
(2) INFORMATION FOR SEQ ID NO: 2040: 

55 
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(A) LENGTH: 79 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2040: 
10 AAGCTGATTT TTCTAAATGT TGAAAATCAT AAACTGCTTA ATAATAAATA ACGAGATCTA 60 
AGTAATAGTG CTCCATTAA 79 
(2) INFORMATION FOR SEQ ID NO: 2041: 



15 



20 



25 



35 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2041: 
AATTGAACGG ATCGTTCCCA ACCGTTATCA ACCCAGACCG GTGTTTGAAC CCAA 54 
(2) INFORMATION FOR SEQ ID NO: 2042: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2042: 
AATGGGATTG GTTCAAACTG AAATGGGCTG TTAGTCCCTG TAAAACCAAG 50 
(2) INFORMATION FOR SEQ ID NO: 2043: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2043: 
50 ATTGGnATAA TCAAAGCATT GAATCATACA TAGTCACATT GATTGTTTCC TCAGAGTTTC 60 
AACACTCTAT AACTCATTTT AGTAATTTGC TGATTGCGCA CTTCATGTG 109 
(2) INFORMATION FOR SEQ ID NO: 2044: 

55 
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(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2044: 
10 TTTTATGGAG GTGATGAAGT GGGTGAAGCT GAAAGGAAGC AAAAGCTTGG 50 
(2) INFORMATION FOR SEQ ID NO: 2045: 



15 



20 



25 



35 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2045: 
TTGGCCCCCT TCCAACCCTT GGAAATTTTA AAAGGCCAnT TTTGGGGTAA AACCCTTGGT 60 
TCCAAGGACC CCCAAAAGTT TTTTAACCTT CCAATTATTA T 101 
(2) -INFORMATION FOR SEQ ID NO: 2046: 



{ i ) SEQUENCE . CHARACTERISTICS : 

(A) LENGTH: 100 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2046: 
ACCCTTTCCA AAAAGCCCAT TTTGAATTCC CCAAAGGGAG CCAAATTTAA GATGGCCGCn 60 
AAAAAGGACC GGGGGGTCCA TGTTTTAATT TAAGCCGGAC 100 
(2) INFORMATION FOR SEQ ID NO: 2047: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2047: 

GTTAGTTATG AGCAACGTAT TAATGAAATT ATTGAGCAGT AATTnACCAG 50 
(2) INFORMATION FOR SEQ ID NO: 2048: 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2052: 
ATACCTGGAT GCAAAGGCAA AGTCGCAATT TTCCCTGTTC TAATGTGTCT AACTTCTCTT 
CTAAAGTTCA GGTT 

(2) INFORMATION FOR SEQ ID NO: 2053: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2053: 
AATCTTGTCT GATGTAATGT TCAGGTCCCT TGACCCTCAT ATGCATGAGG T 
(2) INFORMATION FOR SEQ ID NO: 2054: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2054: 
CATCGACTTA TAGCTTAATT ATTATAAAAA ATTTCTCCAG ATTTAACTTT CT 
(2) INFORMATION FOR SEQ ID NO: 2055: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2055: 
ACTGACACAT TATATTAGTG AATTATTAAA AAATGATGAG AAAATTAAAA TCATCATGAA 
TGAATTCGGT ACTTTTGATA TTGATAGCAA TAGTATTTCA AATGAAATTG AAGTCCATTC 
ATTGATTAAT GGTTGTGTTT GTTGCGATCT TAAACAAGAA CTTGTCTATG AACTAAAAGC 
CATTGCTTTA AAAGGGGACG TTAATCATGT CATCATAGAA GCGACAGGCA TTGCGCATCC 
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TTATTTATGG TGTATTAGAT GCGACTCGAT TTTTAGAACG TCATCAATAT ACCGAAAAAT 360 
ACAGTTTCGC TGGATGGGGA GGATCCAGTT GGAAACTAAn 400 

5 

(2) INFORMATION FOR SEQ ID NO: 2056: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
10 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



'5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2056: 

TCAAAACTTT GAAGTTGTGC TTGCTTTGCA CCATTTTTAA AATGTTCAGC TGAGAGTATA 60 
TCTTCCGCTG TAAAATTTAC TTCTCCTGGA CTTAAAGATT CAATTAACAA CCAAGCCGAT 120 

20 

AACGTATCAT TTAGCAATTG ACTCATGAAA TCCCACCTTG TTCCCTATTT GTTTTTTACT 180 
TAATGCTATT TTAACAAATA ATTTAATCAT ATTAGTGTTT TTTCAAAAAT ATTCATATAT 240 
TATCATTACC ATATTTATTC AACAAATGTT TGTAAAATCC TCACTAATAA AATTAATCGA 300 

25 

TATGACCATA ATTCATTATC CAATAAATGA CTATAAAAAT TTCTnCTATG CCTTCATTTG 360 
CAACTAAATT TGGACATCAA AAAAGAGCAC TCCTGAATGA 400 
30 (2) INFORMATION FOR SEQ ID NO: 2057: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2057: 

40 

TTGTTGTTGT GATTTCACAT TTTCAAAATT TTGTTGCATG TTGTTAACTT CATAAATTAG 60 
TGATTCGACT ACATCATTCA TGAGGACGCC TCCTACATTT TTTAATTTAT CACAATATAC 120 
TGTATTCGTC ATGTTTTAAC ACTCTATATA ATTTGATTTA ACTATTTTTT CAAATGTGTT 180 

45 

ATCTGTTAAA TCAAGTAAAT CTAAAAACTT CCTATATAAA TACAAAATTT TATCGTGTAT 240 
GTTGTTATAC GATGAAAATA CTTTTAATCT AATAAAATCA TTTAAATCAA ATACACCTCT 300 
SO GCTGATTAAC AACACATACT TGTACTTGCC TCAAAAATAA AAATTACTAA TCATGATTTG 360 
ACTTTTATAA CAAAATTCAA AAATATTGTA ATGAGTATTC 400 
(2) INFORMATION FOR SEQ ID NO: 2058: 

55 
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(A) LENGTH : 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2058: 

10 TCTTTTTACT CGCAATTTTA GGAAAAATGG TTGGATCAAT TGATAAAACC GGAAAATTAT 60 

TAACAATAAT CAATAAAATA TCAAGCATAA TAATTATTAT TGTTGCTCTG ATGATATTAC 120 

AAAAACTTAT TCAATTATTA TTCTAAAGCG TTATGTAGTT GTATTTTAAA AGCGTTATAC 180 

AAAAGACATA CTTGTGTCTA TGTATAACGC TTTATTTATT ATAAATTTGG ATCAATTAAC 240 

TCAACAAATT TAAATGTTCC ATTGTCATAT TCAAATTTCA GGATATTACA ATTACCGATA 300 

TTATGCTTTA ATGCTTCATC TAGTTTAAGG CAATATCTTA AAAATACCnC CCTTAnTGGT 360 

CCATGACTCA CGACTAATGC ATTATTCTTT GGTTTGAGAC 400 
(2) INFORMATION FOR SEQ ID NO: 2059: 



15 



20 



25 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2059: 
AAAACAACAC AATCAAAAAT ATTGGATACA ACTGAAAAGT TATCAAAGCT A 51 
(2) INFORMATION FOR SEQ ID NO: 2060: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2060: 

TTATCATGTT TAGTAGATTT TAAGAAGCTA GAACATTGTA GATATGATGA 50 
(2) INFORMATION FOR SEQ ID NO: 2061: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 



2134 



EP 0 786 519 A2 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2061: 
AACGTCGTnA TATCAnCTTG CCAAACAAAG ATATTGTCAC CTTTTATCGG 
(2) INFORMATION FOR SEQ ID NO: 2062: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2062: 
ACCATGGTGn ATATGGTCAT GATGATCGTT TGTGCCGGGA GCTTGAGCTG 
(2) INFORMATION FOR SEQ ID NO: 2063: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2063: 
TTTCCCTTGG TTTTGGAATT TAACCAAATT TGGGAGGGAT TTGGGACCAC CCCCAGGATT 
TTAAAAAAAA AAAATCCCAG G 
(2) INFORMATION FOR SEQ ID NO: 2064: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2064: 
TTTTGGGGAC CTTAACTGGG TGGGTCTGGA ACTGTTTCCC TTTCAAACAC A 
(2) INFORMATION FOR SEQ ID NO: 2065: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2135 



EP0 786 519 A2 



ATGATGTATT CAAAAGGTAT CTATAAAATA GCTTTAGTTG GAAAAGATGA GA 
(2) INFORMATION FOR SEQ ID NO: 2066: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2066: 
TTTCATCACT GGCATCTTGT AATTTCTTGG TCTCATATCT GGAATTAATA GGT 
(2) INFORMATION FOR SEQ ID NO: 2067: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2067: 
AACCATTAAG AAATTGGATA CACAGAGCAA ATATGGTTAT GATTAGGAAC CATGGCATTT 
ACC 

(2) INFORMATION FOR SEQ ID NO: 2068: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2068: 
AAAGGCAGCG ATGTTACTCA TACCGAACCT GGTTATATAT GAGCGATGAT GCAATGTA 
(2) INFORMATION FOR SEQ ID NO: 2069: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2069: 
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AACAGGA 67 
(2) INFORMATION FOR SEQ ID NO: 2070: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2070: 
75 CATTTAACCC ATCTTCTTTT TTTAATTCTT CTATACTACG GTTTAAAAAC TCTACAATAA 60 
CTGCCATTTC ATCATCATCA AAGACT 86 
(2) INFORMATION FOR SEQ ID NO: 2071: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 381 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2071: 

GTTTCTTCAA AATATGTGTA TTACCTTTTT GTATGGTTAA ATCTTTTAAT TCTATCATTC 60 

TTGTCTTACC TCTTTTGGTG TATCCTCTTT TTCAACATAT GTGATCGATA TGACATATTG 120 

CCCTTTATGC TTTATTTCGA CATACGTTCT ACTAGGTGAA AATCCATTAA ATGTTAATTT 180 

35 ATAATCAAGC TTTTCCCCTC TTTCACTATA AGCCGTAATA TTAACATATT GTTGCGTACC 240 

TTTTGGCACT TTGGCATAAC TATACTCCGT TTTTAAGAAA GGATTAAAAC GATCAAGTAT 300 

AGGATGATGT ATGAnTGTAA AAGCAATAGT AATGGATAAT ATTAATCCTA ATAATATTGC 360 

40 

AATGATAAAT TTCATAGTTA A 3 81 

(2) INFORMATION FOR SEQ ID NO: 2072: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

SO 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2072: 
ATCCCCGAAT TGCTTCGCAA ATGTATCATC TTCGAGGCTA CGTTACTTAA AT 52 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2073: 
CCAAAAACAG CATCACTGTG ATTATGGTTT TCATCTTCTA TAACTAAGAA TACATGTTTT 
TTTGTAAAAA TTTTTTTGAT CA 
(2) INFORMATION FOR SEQ ID NO: 2074: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

{C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2074: 
TTTATCGCAA TGAGGGAAGA TAAAGGATCC CGAAAGCGCC GTATGGGTTG GCAAACATTG 
GGGACCAAGA CCGTTCCCCA TA 
(2) INFORMATION FOR SEQ ID NO: 2075: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2075: 
CTTGGTTGCT CTTTATTTAT TTAATTGAGA CCTAGAAATA AGTTATTAAG CACAATCATT 
CACTTT 

(2) INFORMATION FOR SEQ ID NO: 2076: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2076: 
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(2) INFORMATION FOR SEQ ID NO: 2077: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 326 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2077: 
TACGTTCTAT CATAGAGCCT GGAGATGAAA TTATAATACC GGGACCAATT TATGCAGGCT 60 
15 ACATACCACT CATCGAAGTA CTAGGTGGTA AACCAATTTA TATTGATACA ACAGCAACAC 120 
AATTTAnAAT TACACCTGAT GCATTAGAAA GTCATATTTC TCCAAAGACA AGAGCTGTCT 180 
TGTTAAATTA TCCGACTAAT CCAACTGGCG TAGTTTTAAA AAGAaAtGAA GTTyTArATA 240 
20 TCGTAAATGT ATTAAAAAAA TATCCGTTAT TTATTATTAG CGATGAGATT TATGCTGAAA 300 
ATACATTTAG TGGTAAACAT GTATCC 326 
(2) INFORMATION FOR SEQ ID NO: 2078: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2078: 
ACCCCTTAAT TTAATTGATG TTTTGTTATT TTTAAAATGA ATAGTTGAAG AAAAAT 56 
(2) INFORMATION FOR SEQ ID NO: 2079: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2079: 

CACGTACTGC CATGTATGCA CAAGCCGGCA TTCATAAAGC CTTCCATGGC AGTCGTTATC 60 

A 61 

(2) INFORMATION FOR SEQ ID NO: 2080: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 94 base pairs 
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(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2084: 
10 GGTAGGGGCA CTATTTTGTA TGTAGAGGTT TTGTCGGGCA GTGTGAAATC AACGACT 57 
(2) INFORMATION FOR SEQ ID NO: 2085: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH ; 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2085: 
CCCCCCCCAA AAACCGCCCC CCCCAATTTG GCCTTTTTCC AAGGGGGGTG TTTTAA 56 
(2) INFORMATION FOR SEQ ID NO: 2086: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2086: 
AATAGCGAGA GCCCGACCAT CGCCTCCAGA TTGCGACTGA ATGGCAATGC GCTGATGCGT 60 
ATTTCTCCTA CCATCGTGGT ATTCAACGAT ATGGGCACTC TCATACAATn GCTC 114 
(2) INFORMATION FOR SEQ ID NO: 2087: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 80 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 2087: 
SO AAGGGGGAAA AGGAACCCAA GGCCCCCTTC CCAAGGAAAT TGGGGGGTTG GAAAAAACCA 60 
AAAATTTTTT AAAAACCCGG 80 
(2) INFORMATION FOR SEQ ID NO: 2088: 

55 
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(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2088: 
GGGGTAAGTG GTTGAGACAG GAACTTTACA AGAGGTGTTT CGTCATCCTA GAACGACGCT 
TGCTCA 

(2) INFORMATION FOR SEQ ID NO: 2089: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2089: 
ATCAATGTAT TACGTATCGA AGGTGAATTA TATCATACTG CTAAATATGA CGGTTTCACA 



(2) INFORMATION FOR SEQ ID NO: 2090: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2090: 
GAATTCGCTA TCCTGAAATC CTGAGTCGCT GTCCTGAAAT CTGAAATCGC 
(2) INFORMATION FOR SEQ ID NO: 2091: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2091: 
CGGGGTTCCC CCGTTCAATT CCCTTTGAGT TTTCAACCTT GCGGGTCGTA ATTCCCCAGG 
CCGGAATTGC TTAA 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2092: 
ATTGTTGGGT ACGGTGGTGG GTTAATAATC CAAACACGTT AAACTACCCG TTTTAGATAT 
ACCTATACAA 

(2) INFORMATION FOR SEQ ID NO: 2093: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: B8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2093: 
GTTTTGGGTC TTGGGTATTA GTTTAATCTC CATCATGGTT AATTGGTATG GTATTGGTAT 
TAGTAATCAT GTATGATGGG CTGGGCGG 
(2) INFORMATION FOR SEQ ID NO: 2094: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2094: 
TGGCCATTGA GGCGCATTAC GTACTACGGC TTGTCGTAGG GACAATTATT AT 
(2) INFORMATION FOR SEQ ID NO: 2095: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2095: 
AGTTGATGCA ATGAGTGATG CAAGGCGACT GAAAAGTTGG TATGAATGAC AAAACTTTAA 
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(2) INFORMATION FOR SEQ ID NO: 2096: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2096: 
ACTTAAAATC TAATACGGTA TTTTCAAAAA CGAATAAAAG TTACCTCTTG TCT 53 
15 (2) INFORMATION FOR SEQ ID NO: 2097: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

2s (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2097: 

AACTTAATAT TGCTACGATA TGAACGGCAT nAACATACTT AGCGnTGnTC 50 
(2) INFORMATION FOR SEQ ID NO: 2098: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2098: 
CAAAATAAGA AATTAATTAA GAAAATGCCA AGATGCCAGA TGCCATCGGC GGAAAGGAAA 60 

40 

TTGCACGTAC GG 72 
(2) INFORMATION FOR SEQ ID NO: 2099: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2099: 
CCACCCAAAC CCAAAAAATA AAGCCCAAAA AATTGCCAAG GAAGGAAAAG GAAAATTGTT 60 

55 
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(2) INFORMATION FOR SEQ ID NO: 2100: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 208 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2100: 
CACCAATTTC TTCTGGnGCT GGATCTCGAC CTAAGTCCTG TAATAATTGA CGTTGAACAC 60 
15 GAATTAATTT ATTAATTGTT TCTACCATAT GCACAGGGAT ACGAATCGTA CGTGCTTGGT 120 
CAGCAATTGC ACGAGTGATT GCTTGTCTAA TCCACCATGT TGCATATGTT GAAAACTTAA 180 
ATCCTTTGTT AAAGTCAAAT TTTTCAAC 208 

20 

(2) INFORMATION FOR SEQ ID NO: 2101: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2101: 



40 



TAATGAAATT 


AAGTAAAATA 


AAAATTATTT 


CATGGATTGC 


TTCTATCTAT ATCGAAATAT 


60 


TAAGAGGAAC 


ACCAATGTTA 


GTTCAAGTAT 


TTATCGTATT 


CTTTGGTATA ACTGCTGCAT 


120 


TAGGACTAGA 


CATTTCAGCT 


CTTGTTTGTG 


GAACAATTGC 


ATTAGTTATT AATTCCTCAG 


180 


CTTACATTGC 


TGAAATTATT 


CGTGCAGGTA 


TAAATGCTGT 


TGATAAAGGC CAAATGGAAG 


240 


CCGCACGTAG 


TCTAGGTTTG 


AATTATAGAC 


AAACGATGAA 


AAGTGTAATT ATGCCACAAG 


300 


CAATTAAAAA 


TATTTTACCA 


GCTTTAGGTA 


ATGAATTTGT 


CACTTTAATT AAAGAATCAT 


360 


CTATTGTGTC 


AACAATTGGA 


GTTGGCGAAA 


TTATGTTTAA 




400 



45 (2) INFORMATION FOR SEQ ID NO: 2102: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2102: 
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(2) INFORMATION FOR SEQ ID NO: 2103: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2103: 



15 



TTTAAGGAGA 


AAGGTCATTG 


GTATAATCTT 


GAGAAAGAGT 


GGCAAGAGTT 


CTTAAACTCT 


60 


GGGAAAGAGG 


TGAAAAATAT 


TAAAATGGAA 


GTAAAATATA 


GCGGTAATAG 


TCAAAGACCG 


X20 


ACTATATTTA 


AAGTTGAATA 


TGAAATTAAT 


GGTGAAAGAA 


ATATTAGAAG 


AATATTAAAT 


180 


AAGTAGAGGT 


GCCAACATGA 


CATTTGAAGA 


GAAGCTTAGC 


AAAATATACA ATGAAATTGC 


240 


GAATGAGATT 


AGCAGTATGA 


TACCGGTAGA 


GTGGGAAAAA 


GTATATACAA 


TGGCTTATAT 


300 


AGATGATGGA 


GGAGGTGAAG 


TATTCTnTAA 


TTATACTAAA 


CCAGGnAGTG 


ATGACTTGAA 


360 


TTATTACACC 


AATATACCTA 


AGGGTATAAC 


ATTCCGGTGC 






400 



(2) INFORMATION FOR SEQ ID NO: 2104: 

(i) SEQUENCE CHARACTERISTICS: 

(A) length: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D> TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2104: 
AACCATCATA AAATGTTATT AAACCGTCAT GGACCGCGTC ACCATTTAGT CCT 53 
(2) INFORMATION FOR SEQ ID NO: 2105: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) topology: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2105: 

50 

AAGCACAAAT TAGCAGAGTG TTTTAATTTA AATGAACAAG TACCTTTACA ATTTTTGGAT 60 
AATGTAAAAG TTGGTAAAAA TAATATTTAT GnTGCTTTGG AAGAGTTTGC CAACAA 116 
(2) INFORMATION FOR SEQ ID NO: 2106: 
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(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STPANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2106: 
10 AATTTGCAAA AGAATCATGG ACAATTGAAA GCAAAAAGGA TCATCATTAA AATTGAACTG 60 
C 61 
(2) INFORMATION FOR SEQ ID NO: 2107: 

1:> (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2107: 
25 GAACCAATGT TAAGCTAATT AATGGAATCC TAACAGCGTT AATCTATTTA AAAAACTTAA 60 
(2) INFORMATION FOR SEQ ID NO: 2108: 



30 



35 



45 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2108: 
ATTTGAnAAT GAATCTGTGG AACATTTTGC TAATCATGAG GATAAAATCA TATGATGTTG 60 
40 AAAGCGAGAA TGGGATTACG TTAAACGTGG GCGCTGCTAA TTTAAGCACC TTATTTAGTG 120 
GAAGAT 126 
(2) INFORMATION FOR SEQ ID NO: 2109: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2109: 
55 ATAATGTTAA AAAAACGGCA ACTAATCTTT TCATACTAAC AATGATTATA TGTACAATAA 60 
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CGTTAATAAT GCTAGATAAT TTTAAAAAAA TGAAAAACCG TGAATATCAA AAAGAAATAG 180 

CAGAAAAAAA TAGACATATT AATACATTAA TTGCTGAACA AGAGCGACAT AGAATTGGTC 240 

5 

AAGACTTACA TGATACGTTA GGGCATGTGT TTGCAAGTTT ATCATTAAAA TCAGAATTAG 300 

CTTATAAACT AATAGATGCT GATGTAGAnA AAGTAAAAGC TGAATTATTA GCAATTAATA 360 

10 AATTATCTCG TGAATCATTG nACAAAAGTC GAGAAATTAn 400 
(2) INFORMATION FOR SEQ ID NO: 2110: 



15 



20 



25 



35 



40 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2110: 
AAGATTTAAT ATCGGGGGTA ATGTTGATTT TCAAATATCG CGATGTGCTT GTACCACCAT 60 
T 61 
(2) INFORMATION FOR SEQ ID NO: 2111: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 55 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2111: 
TATACTAAAT TATGGCAACT TGGCTCATAT AGGTCGAGTT ACCAGACATA TTCGG 55 
(2) INFORMATION FOR SEQ ID NO: 2112: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (d) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2112: 

CGAATAAGTT CTGGGCCTTT TGTTGTTCAT TAGCTTGTTT CTGTTTTGAT TGTTCTGCCA 60 

TTTGAACTAC ACCAACCTTT TAAATTTATT CTAGTGACAG GATAACTAAA ATATATTTCT 120 

TATGCAATAA TTTCCTATTG ATAAGCATTT TCAGATTTTA GTTGTAAATT TTGCCCTAAT 180 



2148 



EP 0 786 519 A2 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2116: 
ATTTAnAACC CAATTCCCCA TTATTTTTTA AAACGGATTC CATGGGTGGA CCATTGGAAA 60 
TTTTAAAAAA ACCATGGCCC CATTCCAAAA AGTTAGGATG GCCAAAAAGC CTT 113 
(2) INFORMATION FOR SEQ ID NO: 2117: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 93 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2117: 

GATTTATCAA CTATTTCCGT ATTTTGATTA TCTCCATACA ATTTCCAATC CTCTGGCTTA 60 

TCAATAAATA ATGATAATGG CTTATCTTTC GAT 93 

(2) INFORMATION FOR SEQ ID NO: 2118: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



15 



20 



30 



35 



45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2118: 
TGATTACCTT GAnACATGAC TTTnCCTGAn TGGTAAATAT TTACAGTTGT 50 
(2) INFORMATION FOR SEQ ID NO: 2119: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 217 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2119: 
AGATATAAAA TATAAAAAAT TATTAAAAGC TATATCCAAT CAAGACTTTA AAGGGTTAGT 60 
TCCAAATATC AATCAGAATG ATAATTATnC TGAAATATAT ATAATTAACA ATACTAAAAA 120 
SO CTTAATATAT CATTTATATG ATGATAGAGG TCTATGGCTA GCTTTTAATA ATAATGAAGA 180 
TTATGCAAGA TATnCTGAAA AATATAATGA TTTAATA 217 
(2) INFORMATION FOR SEQ ID NO: 2120: 

55 
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(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2120: 
AGACTTAGTA AAGTTAGATC ATCTAAAGAT GAGCGTAAAA TTTATATTTA TTTAAATAAT 
GGATGATATA TCTAA 

(2) INFORMATION FOR SEQ ID NO: 2121: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2121: 
CACCACCTAC ATTTACTATA TAAAATGTAG GAATGGTAGA TTGATTTAGA TAAACTGGAC 
GTATCACTTT AAGTGCTTTT TCAAAGA 
(2) INFORMATION FOR SEQ ID NO: 2122: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2122: 
TGTTCTTTAG CTAAAGCTTT AGCTTCTTCA TCACTTTTAA CTTCATAAAA ATCTACACCA 
GTAGCTTCTT 

(2) INFORMATION FOR SEQ ID NO: 2123: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2123: 
TAnATCTAAA AGGAGAAATG CTGAAGATGA GAGAGGTATT TTTGAAATGT 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2124: 
TTAAAGGGTA ATTGTTTTAA AAAAAGATTA AACCGAGGAC TTTTAATTGT TAAAACCATC 
CCT 

(2) INFORMATION FOR SEQ ID NO: 2125: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2125: 
TGTAAACGAC TATTACATGA TCACAATCCA TTCAGCGCCA TTATATAAAG GTACTTAATA 
TAGGACATCA TTCGCAGC 

(2) INFORMATION FOR SEQ ID NO: 2126: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2126: 
TTTGGTCGTG TGCAAGACAG AAGTCGACAT ACTCCAATGA AACATCATGT 
(2) INFORMATION FOR SEQ ID NO: 2127: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2127: 
TTTGTGTCGA TGCGCTTTTT CACTTCTTCT GAATGCTCGA AATCATTCGT 
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(2) INFORMATION FOR SEQ ID NO: 2132: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2132: 



15 



25 



CCCCTCGAGT 


TTTTTTTTTT 




CTGGAGCAAA 


ATGAATTTTT TTTATTGTAC 


60 


TTCAGGGCAA 


CAAGTCAACA 


GCTGCAGGAA 


AACAAAACCA 


GGTCCAATCT ATGATCTAAG 


120 


AGGAAGTCAG 


GAAAGGCTTG 


GAAGAGAGAT 


CCAAAGGCCA 


TCCTGGCAAG GGGAATCCCA 


180 


CATGAGAATT 


CCTGGGAGAG 


AGCAGGCCCC 


AGGCAGCAAG 


GTCATCTTGC CTGCTTCTCT 


240 


GTAAGTTAAT 


CCTTCACAGG 


GAGCCAAGGC 


TTCTCTTGAC 


TGCTTGGACA AGAGGGTAAG 


300 


GGCCCTGGTT 


GCAGGATTTG 


CCAGTGAAGT 


CATCCATGTC 


AATAGACCAG ATCATGGCTC 


360 


CTCCCAGGTT 


AAATTCCTTA 


AGAACTGAAC 


CTTGnCTCCA 




400 



(2) INFORMATION FOR SEQ ID NO: 2133: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2133: 
TTCATCATAC AACATTACAC TTTGTATGAC TAAACCCAAA TTAACGATAT 50 
(2) INFORMATION FOR SEQ ID NO: 2134: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
4S <D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2134: 

50 GTGGCAAGCT TTTTTAAGGT CTGACTGCCA TCGACGGATC TATGTTAACA GGTGGATCT 59 

(2) INFORMATION FOR SEQ ID NO: 2135: 

(i) SEQUENCE CHARACTERISTICS : 
55 <A) LENGTH: 50 base pairs 
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(C) STRANDEDNESS : double 
(D> TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 2135: 
ATCAAAGTCA TCTnCATGGT CnATCACACC ACGCTTTATA TGGTAATTCT 50 
10 (2) INFORMATION FOR SEQ ID NO: 2136: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2136: 

20 

CGGGATCTGA GGTCGCTATC TGCAATCTGC AATCGCTATC TGCAATCTGG AG 52 
(2) INFORMATION FOR SEQ ID NO: 2137: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2137: 
nCTCAACCAC CCACACAACA ACACAACAAG CAGCACCCAC ACACCACACA 50 
35 (2) INFORMATION FOR SEQ ID NO: 2138: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2138: 

45 

TGTATTGTCA TTGTAGACGT GTGTAGCCAA ATCATAAGGG CATGTGATTT ACGCATCCAC 60 
CTTCTCGGTT TGTACCGCAG TACTTAG 87 
SO (2) INFORMATION FOR SEQ ID NO: 2139: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 



2155 



10 



15 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2139: 
TTCACCGTTG CGCAACGTTC AAGTTTGAAG TTCGTTTGGC ATGTTGAAAT AAGCACCAGT 60 
TACACCAAAA CGCCCAG 77 
(2) INFORMATION FOR SEQ ID NO: 2140: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2140: 
ATCTTCTAAC ATTCACTTAG TAGCGTnATT TTTCGCTTAT AATGAAATGT TAAGCATATG 60 
CGGGATTTAT ATTTTAAAGA GACCTTTAGA TACCATATAT ACCTAGGTTA TTGAAAATAT 120 
GGATACCTTA TATAAGTGAT TTGCAATA 148 
(2) INFORMATION FOR SEQ ID NO: 2141: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2141: 

35 GCTGGCACAT AGATGATCGT CAAGTCGATC TCGCCAGTCT GAAGTCAAGA 50 

(2) INFORMATION FOR SEQ ID NO: 2142: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2142: 

TTGTTGTAAA TACTATCACT GTACATGGGT GCTATCAAAA TATTGTCAGT TCGTAAAATA 60 

50 (2) INFORMATION FOR SEQ ID NO: 2143: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 135 base pairs 

55 
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(C) STRAND BDNESS : double 

(D) TOPOLOGY: linear 



(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 2143: 
GTAGTATATC TTATTAATTG TATCATGAAG CAATTTAAAT ATCATGACAA TTTAGTTTGA 60 
10 AAAACACACT TTGTGTTGAC GTTGTGTTTT ATGGGATATA GnATAGTAAG GAATGTAAAA 120 
TGAAGGAGTG AATGC 135 
(2) INFORMATION FOR SEQ ID NO: 2144: 



75 



20 



25 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2144: 
TTTTAAGGTT TGAAGAAAAA AAGTTTTAAA AATTCAAGGA AACATTAAAT TAATTTA 57 
(2) .INFORMATION FOR SEQ ID NO: 2145: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 148 base pairs 
30 (b) TYPE: nucleic acid 

(C) STRANDEDNESS; double 

(D) TOPOLOGY: linear 



35 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2145: 
TTTCGAAAGT TTGATAGTCC ACCTTACATT CTCCTACTAT TTTCTGATGT CCCAATACTT 60 
TATATTATTT AAAGTAATAT AAAAGCAATC TCTTTTGAAG ACATGTTAAC CTAAATATTT 120 
TTATATATAA TATATATATA AAATATAn 14 8 

(2) INFORMATION FOR SEQ ID NO: 2146: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

so 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2146: 
GTTAATACAA TACGGTTAAC AGCACCTTTA CGnTAGTTGC TTTnCTGCAn 50 

55 
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(i) SEQUENCE CHARACTERISTICS: 
(A> LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2154: 

TATTTTAGGC TTAGCATTGA TGATGTTGCT CATTTTCAAT AATATAGGAA TTATT 55 
(2) INFORMATION FOR SEQ ID NO: 2155: 

1S (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: €8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2155: 
ATGCTTGCTG ATATAATGTA ATAGCGTCGT GATAACGTTG CTGGCTTATA ATATACATTT 60 
GCGAGATT 68 
(2) INFORMATION FOR SEQ ID NO: 2156: 



25 



30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



40 



45 



50 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2156: 
TAATCTTTGT CGTCGAAATA CAAACTAACT TTTGAGTTTA ATGATGAAGG TACGCATTGT 60 
GTATCACT 68 
(2) INFORMATION FOR SEQ ID NO: 2157: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2157: 
TCATTCATTT TCCTCTTTTC TTTTATTTAA AATGTTCATG GTTGTTTCTC TTAATTCTGT 60 



55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 400 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2161: 

10 





ATTAGTTGAA 


GTTTTTGAGC 


AATTGAAAGA 


TATTCAGGGT 


CAAATAAAAA CGACAAAAAA 


60 




AGAATATCAA 


CAGACCAACA 


AAGAACTTTC 


TGCTGTAGAT 


AAAGAAATTA GAAATATAGA 


120 


15 


AAAAGACCTC 


AnTGATACAA 


AAAAAGCACA 


AAATGAATAC 


GAAGAGAAAT TGTATCAAGC 


180 




ATATCGATAT 


ACCGAAAAAA 


TGAAAACACG 


TATTGATAGT 


TTGGCAACGC AAGAGGAAGA 


240 




ATATACTTAT 


TTTTTCAATG 


GCGTCAAACA 


TATTTTGAAA 


GCTAAAAATA AAGAATTAAA 


300 


20 


GGGTATTTAT 


GGTGCAGTTG 


CGGAAATTAT 


TGATGTGCCA 


TCTAAATTAA CTCAGGCAAT 


360 




TGAAACAGCA 


TTAGGTGCTT 


CATTACnACA 


TGTCATTGnA 




400 



(2) INFORMATION FOR SEQ ID NO: 2162: 

25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2162: 
35 GTGCGTACCA TTGTAATCTT CGTAAACTGG GTAATTATTT TGTCTTTCTT CATCATAAAG 60 
TAATAA 66 
(2) INFORMATION FOR SEQ ID NO: 2163: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2163: 
AGAATGGTAA CATGGTAATA ATAAAATATA AACAGAATAC TAGTTAATAC ACTTTATACT 60 

50 

AGAAAAAGAT AT 72 
(2) INFORMATION FOR SEQ ID NO: 2164: 

55 
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20 



(A) LENGTH: 325 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2164: 

10 CGATAATCTG TTTTTTTAAA TCTGTTGCTG TTAGATTTAG CACCGATTCG TTTAACTTCA 60 

AATAATTTTT ATTACCTTTG GAAGAAAGTG GAACTATTGT AACTGTTTCT TTTCCTTTAT 120 

TGTCTTTGTT ATCTAATATT ACACAAAAAT GATTACCAGA AAACTCACTT CCAATATTAC 180 

TCCCTAGTTT TACATATACC ACTGTTCCTC TACnATATGA TTTATAATAT CTTTnTTTAT 240 

TGCTTGTAAC ATCGCTATGT ATAGCAATTG GAATAAAACT CTAGCCAATG AGGCATGTnT 300 

ATAACTTTCA TGTTTTTACT GTCGG 325 
(2) INFORMATION FOR SEQ ID NO: 2165: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2165: 

TAAACCCCTT TTGGGTAAAA AAGTTTGGGA AAATTTCCCC GGGGGGAAAG GCCCCCAAAA 60 
AATTGTGCCC CTCCnCGGGG GAAAATTAAA ATTTCCCCCC TTTTAAAAGG GTTTCCCCTT 120 

35 

T 121 

(2) INFORMATION FOR SEQ ID NO: 2166: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2166: 
CGGACAGTTA AATGAACTGT TCAATGAGCC CAGGATGTTG TAAATGGTTC GG 52 
50 (2) INFORMATION FOR SEQ ID NO: 2167: 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2167: 
ATTACAGTAA AAAATGGATT AACATTACAA GCGTGTCTTG CTAGAGCAGC CAA 53 
(2) INFORMATION FOR SEQ ID NO: 2168: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2168: 
AAAGATTATT TATTTGCAGT CATTAATTGT GATTTAATAC GGTCAGCTTT GTTTGAATGT 60 
ATTAAATTAC nTTGAGCAGC TTTGTCTACT AACTTAACTG CTAAGCTTAC TAAT 114 
20 (2) INFORMATION FOR SEQ ID NO: 2169: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 215 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS ; double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2169: 

30 

AAGGAACCCC CCCCCCTTAA AATTTTTGGT GGTTTTAAAA AATTCCTTTG GATTTATTAC 60 

CTTTATTCCT ATnATTTTCC GTTTGGATTT TCCTGGATTA AATTTCCCCA TTAAGCCATT 120 

35 TCCGCTTCCC TTATTTTATn ATTTTCCAAA ATTTCCAAAG GTTCCATTTG GGATTTTGGC 180 

AATCCTTTTT TATTAAAATG GCCTAAAAAT TTTTT 215 



(2) INFORMATION FOR SEQ ID NO: 2170: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2170: 
TATCGTTTTT AGAAATGGAT GTTCTCTCCA AAGATGATGG TATCTAACAT TATCTTATTG 60 
GTATCATTAT GCAACCnTTA CAAAACATTT ACGCAAGATG ATACATTATC CAAC 114 



55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2171: 
ATCACAGATG AGATAACAGA TCCACTGTAA CTTTACAATA AATAAATGGT ATCATAATTA 
ACACGTAAAT GGTTTC 

(2) INFORMATION FOR SEQ ID NO: 2172: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2172: 
ATTATCACAA AATGTTGACA CGCAAAAAGT TGGTCAGTTA TCAATATGGT ATATAAATCT 
GAGA 

(2) INFORMATION FOR SEQ ID NO: 2173: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2173: 
AAAGGCCAAC CAACCAAAGG CCAAAATTAA CCGGCCAATT CCAAGGGGTT AATTAAACCC 
G 

(2) INFORMATION FOR SEQ ID NO: 2174: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2174: 
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10 



CACCCCGCAC TCTCCCATCT TTTACCTACT GGCTTCTTTG CATTGCCCTG GCACCTCCGT 120 

CCTCAGCCTC CCAGCCTGTA TTCATTCATT CCCTTACTGA GCACGCACCA TACACCAAGC 180 

ACCATTCAAG GTGAACCAGT CAAATGAAGG CCTGGCTCAT TTTAATGGGG GACAATGAGC 24 0 

ATTTTTGTTA CAATTTCATG GAGTGATGAG TGCTGTGAAG AACTAAACAG GTCAGGTGTA 300 

AGTGGCTCAT GCCTGTAATC TCAGCACTTT GGGAnGCCGA AGCAAGTGGA TCATTTAAGC 360 

CCAAGAGTCA AGACCAGCCT GGGGnnACAT AGTGAGAnTC 400 
(2) INFORMATION FOR SEQ ID NO; 2175: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2175: 
ATATCGTTTA AACCATCAAC AAGATTTTAT AGATGCAACT TTTACTGCGC TGAAATCAGA 60 
TAGAGCACGT TTAAAAGAAG TGCCAGTTCA TGTTGAACTT ATAAGTTATA TTTCTAAATC 120 
AAAATAAACT GCTATCTAAA ACGCAAAGTT GATCAAAATA TCGATTTTGT GTTTTTTATT 180 
GAGAAATTAT ATAGGAGTGT CAATCGATGA TTTATTGTGA ACAGAGCGTT TAATATTAAG 240 
AGACTGGCAT GAAGATGATC TGTTACCTTT TCAAAAAATG AATGCGAATT ATGACGTACG 300 
TAAATATTTT CCAAGTTTAT TGAGTTAnCG nCGTTCAGAA TTAGATATGA GACCTATGGA 360 
TGCGGTTATn AAAGATTATG GCCATTGGGA TTATTGCCnG 400 
(2) INFORMATION FOR SEQ ID NO: 2176: 



25 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 71 base pairs 
<o <B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2176: 

TAAATCAAGG AAAGACATTT TAAGGTACGA AGGTTGATAA CAAAAAACCA ACAGATTTAG 60 

GGGTATCAGA G 71 

(2) INFORMATION FOR SEQ ID NO: 2177: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2177: 
GTTGAATTAG GCAGCACGAT TATTGATGCT GAACTGTTAG AGTCAGATAA G 51 
10 (2) INFORMATION FOR SEQ ID NO: 2178: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

,5 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 217B: 

20 

TTAATTAATG GTATTTACAT ATTCATAACC AAAGGATAAA ATAATTGTGA AATTATTCAC 60 
A 61 
25 (2) INFORMATION FOR SEQ ID NO: 2179: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2179: 

35 

CATTTTACCA TGCAGCAAAT AATACAGGTG GTGCCGTTAA CAAACGTGAn 50 
(2) INFORMATION FOR SEQ ID NO: 2180: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2180: 
GCCGAACGAA TCAAATACCA TACCTAATTG ACTGCAGGCA TGTCCATATA GTGCAGTTAA 60 
CTGTCTACAA GGC 73 
(2) INFORMATION FOR SEQ ID NO: 2181: 



50 



55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 301 base pairs 
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15 



20 



25 



(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2181: 

TACTTTTGGC GATATTCGGT ATCGTTATTA CAGTTATTTT ATATGCAATT AAATTGCCGG 60 

GTTCTATCTT TATCGGTATG ATCATCACAG CAATCGTTGG TATGTTCACT GGATTGATTC 120 

AAATGCCATC TGGTATTGTG GGTAAGATTC CAAGTATTGA ACCAACGTTC GGTGCTGCAT 160 

TTGAAGCGTT TAAAGACCCA AGTCAATTAT TAACGATACA GTTCTTAATT GTTATTTTAA 240 

CGTTCTTATT TATTGATTTC TTTGATACAG CTGGAACATT AGAAGCGGTT GCAnCnCAnG 300 

C 301 
(2) INFORMATION FOR SEQ ID NO: 2182: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2182: 
30 TTGATTCGCC TTGGCCAGAA TTACTTTTGT TTTGGGCGTC ATTGCAAGTT TCTA 54 
(2) INFORMATION FOR SEQ ID NO: 2183: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(i) 

35 



40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2183: 
TTAGTnACAT TGGGACATTT AACTGATCCA CCAGTACTTT TGGCGATATT CGGTATCGTT 60 
45 ATTACGTTAT TATTGCATAA TGCGGTCACT ACGAGACACC GCACTGAGTC CGATATCA 118 
(2) INFORMATION FOR SEQ ID NO: 2184: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 303 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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AGATAGTTAT ATAAAGATTT CATCTTCTGT ATTACATTGA TATTTTTAGG TCCCTGTATA 
TAAAAATCAT ATGCCTCATC AACAACATCA CTTTTATTTT TGATTGCAAT TTGATGTAAT 

5 

ATCTTTTGAC TAAAAACACG ATTAATCATA TTTCTATTAT CCATAGCTAC GCACCTCCTT 
CAACATACAT TTAATGCTTA TCCTGTTAAT ATTATAAnCll ATTTTAAATG CCTATAGACA 
1Q TTATTTCTAT ACACATACGA TTATnAAATT GTATTGAAAC CAAATGATGG TTGCCAAACA 
CAT 

(2) INFORMATION FOR SEQ ID NO: 2185: 

*5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2185: 
CCGGGGTTTT GGTTAAACCC TCCCAAnATT TTTTTTAAGC CCAAACCTTG GAAAAACCCA 60 

25 

GGCCACCCGT TGGAATTTTT AAGCCTTGGA TTAATCCGGT TTGGTTAACC 110 
(2) INFORMATION FOR SEQ ID NO: 2186: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2186: 
CCTATATTGT CACCCAACTT CATTACGGCA CCTTTACCGA AAGATTTCTC CATATTTTTA 60 

40 

ATTACTGTAT CTAAAGCTTT TTGACG 86 
(2) INFORMATION FOR SEQ ID NO: 2187: 

4S (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2187: 
TTTGCTAGAA AACATACCAC ATTTGCCAAT TATATTATTT ATTCTGATGT TTATTTTCGG 60 

55 



60 
120 
180 
240 
300 
303 
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TATTTAGAGG TGATAAAATT TGTCAACTAT TACAAAGACT AAAATAAAAA TCTTTATTAA 180 

TTATTTTATT GGTATATTAG CCTTGGCGTT TGCTGCTTAT ATATTATTTA AATAAAGGTT 240 

AGAGTGAAAC GTGTTTATGA ACTAGACGTT CTAQTATAGT TACTACAGCT TTAGTCAGAA 300 

GGTATCATTG ATAAGATCAT ATTAAATCAA AGAGGCATTG ATATACACTA AAAAGAGGCA 360 

AGATTACCTG CCTCTTTTTA GTnATTAAAT ATACGTGTTA 400 
(2) INFORMATION FOR SEQ ID NO: 2188: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2188: 

TTTTATAAAA TATCAGACAT TTTTGnTCAA CATACATCTC TTTCGATGTT TCTAATACTT 60 

TATCATTAAC CATTACACCT TAAAGTTATG ATGTGGCATG TTTTCTTATA TTCATAACAT 120 

25 CAATTTTATC A 131 



(2) INFORMATION FOR SEQ ID NO: 2189: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2189: 

CGTAAAATAT TTTGATTTAA AATGGAGGGT ATTAATATGA AAAGGTTCAT GTAAAATCTA 60 

40 GGGGTATTCC AATATTATAA GGCAC 85 

(2) INFORMATION FOR SEQ ID NO: 2190: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 224 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2190: 
CCCGAGGAAT ACATGGCATT AAATACACGT TTAATATTTA TAAAGGTGAC TTAATTTTGT 60 
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ATAATTGTTT ATCAGTGATA AAATATTTGC AATAAGAAGA GAATGACTAA ATAATCTTAA 180 
TTTTCAGAnA AGTAATTGTA ACCTTACTGG TCTTATGGTA ATAn 224 
5 (2) INFORMATION FOR SEQ ID NO: 2191: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



1S (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2191: 

AGCTTTTGTA GTTTTCTTAA GCACACCGGC GATTTGATTA TTACATAAAG GATTCCCTTT 60 

TTTTGTTGTG AATATGAACC CTCTGTCAAC ATAGCTCGAA TTCCATCTTT TCAACATTTT 120 

20 GTTTTCCAGT ATTATCTTTT TAAAAATTTC TACGGTTCTA GAATTGATGC TGATACTTCT 180 

TTTTGAACTT ATAGTCTTTG TAGTGTCTTT GTATCCGAAT CCTTTCTCGT ATTTAATGCG 24 0 

GTGAATTGTA CCTGTTATAT TGATAGTnTT GTTTAATAAA TCTATATCTT TTTCCTGCAG 300 

2 ^ TGCTTGTAGT TCTCCTATGC GCATACCAGT TAAAGCCTGT ACTTCTAAGA TGCTGGCAAT 360 

TAAAATGCGA TTTCGCTTTT GTAACTTATT ATCATTTAGT 400 



(2) INFORMATION FOR SEQ ID NO: 2192: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
« (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2192: 

40 GACGACTGAG AGGCCGTTGA ATTTGACGTT GCCATATnTT CAAATTTAAC 50 

(2) INFORMATION FOR SEQ ID NO: 2193: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



so 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2193: 
GTTGTTTTCA TATCAAAACA CCGTAGAATA AACAATGAAT GGAATTACTT TTGCAATGAT 60 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2194: 
CCAGTCACTG ACTACGTCTT CCTCGGTGCT GGCGGTGGAG CCATTCCCTT ATTACC 
(2) INFORMATION FOR SEQ ID NO: 2195: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2195: 
GTAGGGAAAG GAAAAACTGC TTCCATTGGG AAATGTTAAA CCTTGTTCCT TGGTGATGCC 
ATTGGATTT 

(2> INFORMATION FOR SEQ ID NO: 2196: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2196: 
ATATGACACT ATATTTTATA AACATACATT TAATGATTCA TTATACAATT GCCAA 
(2) INFORMATION FOR SEQ ID NO: 2197: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2197: 
GCCCTAGTTC AATCATATAA CCATCTTTAC GATACGATTG AATCTTTCCC CCCGGACGAT 
TCGATGCTTC A 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2198: 

10 

AGTAGCACAA CAGCCATGCG GAGACAGAGA ATCGTTAGAG ATTAATGGAG ATCA 54 
<2> INFORMATION FOR SEQ ID NO: 2199: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2199: 



25 



GGCGGTTTTA 


TATTTATCGT 


TGCAGTTATG 


CAAATTGTAC 


TTGGTAGAAG 


TATAGATTCT 


60 


CGTGATTCGA 


AAAAAGTACT 


TTTAACGGGA 


TTGGGAATAG 


TAATCATATC 


TAGCTTTATT 


120 


TGTGCAGTGA 


CACATAACTT 


TATATTATTT 


GCTATATCAA 


GGTTATTTCA 


AGCAATTGGT 


180 


TGCGGAATTA 


TTCCTCTCGT 


GACTTTAACT 


TTATTAGCCA 


AACTAAGTAC 


AGATAATGGT 


240 


AGAGCTCAAG 


CTATGGCGAA 


CTATCAAATA 


TTTTTATCAT 


GTGCACCAGC 


TTTGGCACCA 


300 


ATCTTAGGGA 


GTACTTTAGG 


TGGCAAGATG 


GGGATATATT 


GGTATTTTAG 


TTTTTTGGCT 


360 


CGTTATATCT 


ATCGGTATTA 


TTTTTGGATA 


nCTnTnTTAA 






400 



(2) INFORMATION FOR SEQ ID NO: 2200: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2200: 
GGATATGCGA TGGATGACGC ATTGCTATAT CGGCAATTGn GAAGCTGCTG 50 
(2) INFORMATION FOR SEQ ID NO: 2201: 

SO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2201: 
ATCGAATATC ACTACTATCT CTnTTnAAGT ATCTACAATC TCTCCAATCT 50 
(2) INFORMATION FOR SEQ ID NO: 2202: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2202: 

TCGACAATCC TAATGCAATT GCTTCATGTG GnTGTGGTAG TTCATATTAG AACTGCAAAA 60 
GTTGCAGGTG ATCCTGAAAA TTGCTAATAA AATAACTTTT TAATGGTTAA CCCAATTTTT 120 

20 GGGATACAAA TTGATATCAA TAACGATTAA GGACATATTT GATTATGTCC TATTTTTGCG 180 

TAAAGATATT TTGTTTTATT AAAAAGCTTA TTGAAAATTA AGAATCTGAC TATAAATAGT 240 
ATTTTAAATG ATCGTGATAG CGGATACATT TTTAATCGAA ATCAGGCTAC GAAAAAATTA 300 

25 

ATTAATTTTT TCACAATCTG ACTGAATCTT GCTTGAAAAT ATAACATAAA AGCTATAGAA 360 
TTAGTATTGG ATTAAAAATG TCTTTTTTGT GAACATCACA 400 
(2) INFORMATION FOR SEQ ID NO: 2203: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2203: 



40 



50 



GCGTTGTCCT TTTCGTGACA 


TGAAACAATG 


TGGAAAACAT 


AATTAAATnn AGGGAAAGTG 


60 


TGAATAGTTA AAAAATTAGT 


ATTGTGTTAT 


AAAAAATAAT 


TAATACTGTT AGGATTTCAT 


120 


TAACTAACTT AACGTTGGTT 


CAAAAATAGT 


TAAAAAGAGG 


TTAATTCATA GCGCAGTATC 


180 


TCACTTATAT AATGATAGTA 


GATTGTTCGT 


ATTACGTAAT 


TGAATTAATC ATATAAAAAT 


240 


ATATTAAGAC AAATTTATAA ATAGATTGGG 


AGAnTAGTAC 


TGTGAAATTA AAAACGTTAG 


300 


CTAAAGCAAC ATTGGCATTA 


GGCTTATTAA 


CTACTGGTGT 


GATTACATCA GAAGGCCAAG 


360 


CAGTTCAAGC AAAAGAAAAG 


CAAGAGGGnG 


TACCACCATT 




400 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 136 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 



15 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2204: 
GTTATTTTGT ATGGTTAGTC TTTAAAATAn ATATAGATAT TAAATATTTA TTTTACGAAT 60 
TGTTAAGTAA AGAAAAAATA TTAATCAATC CGGGTTACAT TTATGGCAGT AAAGAAAAGA 120 
GTATAAGGCT ATCTTT 136 
(2) INFORMATION FOR SEQ ID NO: 2205: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 ( X i) SEQUENCE DESCRIPTION: SEQ ID NO: 2205: 



30 



TTTTATTTTT 


TCGCAATGAA 


AAACAATCTT 


TCTGCATCTT 


CATTATGTTC 


ATCTATATTA 


60 


AAATCAGTAA 


ATGTTTCAAC 


ATGTTTAAAA 


CCAACTTGAG 


CTAACCAAGA 


CAAATATGTC 


120 


TTTTCATCAA 


ATGTTCTCTG 


AAAATGAGAC 


TCATCAAATC 


TTGAATATGT 


TTCATCTTCA 


180 


TGTCGAATGA 


AAAATGTCAT 


ATCATGATAA 


ACACTTAAAG 


GTAAATCTCC 


TTGCACAGCA 


240 


TCCCATGCTA 


AAAAAATGTC 


CCCTTTATCA 


TCAATATAAC 


TTTGATTATT 


AAACAAAGTC 


300 


ATCATTTTAT 


AAACAGTATG 


TACATCAGAA 


ATAAATACAC 


CTGAATCAGT 


CAGATGATGA 


360 


TAAACATTGA 


TGAATGTTTC 


AATCACTGCA 


GTTTCATCTT 






400 



(2) INFORMATION FOR SEQ ID NO: 2206: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 379 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2206: 
50 TTGAATATCA TATAAAAACA TCAGGTTCAA AGTTGACTAC TCTTAATAAT ATAAAAATAA 60 
GAATTAAAAA CATTAAACGA TACTGCTCTG AGAACTTGCT TTTAAACAAA CTTGATACAA 120 

55 
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GTCAACTCGG AGATATGAAA GGAGCnATTA AATATGCAGT TAAATTTTAC AATTATCCAA 240 

ATGAATATTT GTTAACTAAT GTCAAAATTC CTAAAAGAAG AnAAACAATA GAGGATATCG 300 

5 AAAAAGATGA ATCTAAAATG GTACCACTAT TTAGAAATGG AACCAAGTCC TACnGATACG 360 

TGATCATATA CTAATGGAT 379 



(2) INFORMATION FOR SEQ ID NO: 2207: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 137 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2207: 

CATCTTGGGA CGTTTTAAAA AGTAACGTAG CGAAGACTAT TGGAACAACA ATGAGAACCA 60 

ATGCTAGAAG GATCAAAAAG TATTTTAAAA ATTTATTCAT GATTGATGCT CCTATATTAA 120 

ATTTnTGTTA AATCATA 137 



25 (2) INFORMATION FOR SEQ ID NO: 2208: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2208: 

35 

GCGCCGCTCT GTTCATTTTA CCTAAATCCA ACGTTTCAGG AATAGATGTT TTCAAACCAC 60 
TTTGAAATGG AT 72 
(2) INFORMATION FOR SEQ ID NO: 2209: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2209: 
ATGTAGCAAC TAAAGATGAT AGTGGATAGC GACACGGTCA ATAAACTGCC TA 52 
(2) INFORMATION FOR SEQ ID NO: 2210: 
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(A) LENGTH: 206 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2210: 

10 TTTTTTATGT TCTTTTTTAA TAAGAGGGAA GTGAAGTTGT ATAAAAATGT ATTAAATATG 60 

CACTTTTTAT ACATTAACGA TTCATATATG TCTATTATGT ACCAAATTTA TAATTTGTAT 120 

AATTTTCGAA CTGGTTAAAT TCGAAAAATA TCACTAATAT ATnTAGATCG ATGTGTAACA 180 

15 

TTACGTTCTA nTAATTTAAT GTTGCA 206 



(2) INFORMATION FOR SEQ ID NO: 2211: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 

. (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2211: 
ACGATGTATT TTGATATCGT TACCAAAGTC TTTTAATAAC TCATTTTCAT CTAAATAAAT 60 
30 (2) INFORMATION FOR SEQ ID NO: 2212: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 331 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2212: 

40 

TGATAAGGTT TGTCCCATCG CTATTTGAAA TGATGCATTG TAAAAAACTA TCATTTGTTG 60 
GTAATATCTT AGTTCGATGA CTTTCTTTCC AATCTTTCCG TGTCATAGAG ACAAGATTTT 120 
TTGTAGCTAT CTTAGTTGCT TCTTGAATGT TCATTTGTTA TTCCTCCTTT TAAGATGTTT 180 

45 

GTnTTTCTTT AAATGCTAAA ATAATTGATT TCTTTTTATC ATTCGTGAAT ACGAAATTTT 240 

CGTATTCATT ACCTAAAAAA ATATCATCAT ATTTAACATT AAAAGCACTC ATATACTTAG 300 

SQ AAAGTAAACT AACnTTAATG GnTGTAGAGT C 331 

(2) INFORMATION FOR SEQ ID NO: 2213: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 61 base pairs 

55 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



5 

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2213: 
AGCATAAACC AAAAGATGCG GATATACTTG AACGCGTCAA AGATATACTT AATAAAAAAG 60 



(2) INFORMATION FOR SEQ ID NO: 2214: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2214: 
TCTATTTGAG TTTACATTTG ATTAAATGAA TGACAATTAT ATGAACCTGA CTTGGT 56 
(2) INFORMATION FOR SEQ ID NO: 2215: 

25 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2215: 

35 ATACCACTAC TATACAGTTA AATTAATATA CGTTAAAACT TTAATCCGAT ACATTGGTTA 60 

AAATGATGTT CCTCGCTGGT GGATCGAGAC ATACTTCGCT CTGACTTCTT TAGTCAGTTT 120 

TTTTTCAGCT TTTTAGGTGT AATCACTGAC TTTGTTACAT CACGTCAAAT TTACAGTCGC 180 

40 TATTATCTTA ACTTATCnAC GCTTATCACA CATCAATTCA GATATTATAT TGCATTGGCG 240 

nCTATCACTT TGAACCTGCT GTGACTGGAA CTACTGGCTG TCAnGAGCGA GGGCTGATAA 300 

TGAGCATAAA GCAACATATA AGTAATACGG CCGAATATGT AAATTCGGCA GCTTTAGGCA 360 

45 

ATGCTGCCCG GGCATGACTA GnACATTCAC AAGAAGCTCA 400 

(2) INFORMATION FOR SEQ ID NO: 2216: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 133 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2216: 

TTTTTAAAAA AGGGGTTAAC CAAA G TTTTG GAACCCCAAA AAATTCCGGA GTTAAAAAAA 60 

CCCCAAAAAA TTAAATTAAC CGGTTATTCC GTTCCAGGAG CCAAATTTTT ATGGTTCCAA 120 

TTnCCAAAGT GGG 133 



(2) INFORMATION FOR SEQ ID NO: 2217: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2217: 
2Q TACTCGTACC ATTAACCAGT CTGATTAACC ACAATACTAA GGTATTCAAT ACATCACTGA 60 
CATC 64 
(2) INFORMATION FOR SEQ ID NO: 2218: 

25 . (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2218: 
TATTCTATAG AATATGGATA ACGTTTAACA TGATGTAGAG TATTCATCAT TGTAACACGT 60 

35 

CAATTTGATA TGTGAGATTA AC 82 

(2) INFORMATION FOR SEQ ID NO: 2219: 

(i) SEQUENCE CHARACTERISTICS: 
40 (a) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2219: 
TTTGACGCAA TGATTTAGCT GTAAATATGC AATCTAAAGG AAAGTACCAC TTATGAGATG 60 
50 TATTAAAACG 70 
(2) INFORMATION FOR SEQ ID NO: 2220: 
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(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2220: 
AAAAATTACC CCAAAGAATT GAAAATTTGT TGTTTGGGTT ACCGGGTTTA AGATTAATCC 
GGTTGA 

(2) INFORMATION FOR SEQ ID NO: 2221: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2221: 
GATCGCAACC AAAATAATGG TCTTCCTGGA TTATTACTTT ACCAGCTGGC ATAC 
(2) INFORMATION FOR SEQ ID NO: 2222: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2222: 
GTGTTGCTAC AGCTAnCATT TCATATTTAA CGnGTTGTGG TATTTCTAAA 
(2) INFORMATION FOR SEQ ID NO: 2223: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2223: 

AATGGGGGnA CCCAGCnTGA GTTATGTCAT CATATCGGTA TGTGATACAT 

(2) INFORMATION FOR SEQ ID NO: 2224: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 54 base pairs 



2180 



EP0 786 519 A2 



10 



25 



30 



35 



40 



(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2224: 
GTAGATGCGC CCTCATATGG ACAAAGATAA AGTATCAGCA GATTGGACGC TTTA 54 
(2) INFORMATION FOR SEQ ID NO: 2225: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
15 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2225: 
20 CGAGACTTCA CTTTGACTAA ACGCGTTAAG AATTTAGATT ATGCTTACGA TGAAGAAGAA 60 
TTA 63 
(2) INFORMATION FOR SEQ ID NO: 2226: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2226: 
TGGCCATTTT TAATGGGGGG AAACCTTAAA AAGGGGTTTT TAATTTTAAA CCAAG 55 
(2) INFORMATION FOR SEQ ID NO: 2227: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 131 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2227: 

TCCATTTGGT TGCCTTCTTT AAATAAACCT TGGATTATGC CTTTCCTCCG GTTAATTAAT 60 
GGGACCAGGG GCCAAAAATA CCCCCTTTTA AATATAnATT CCCAAAATCC ATAGTTAAAT 120 

SO AATCCATTTG C 131 
(2) INFORMATION FOR SEQ ID NO: 2228: 



55 
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(A) LENGTH: 350 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2228: 



10 


CCATCTGTGC 


TTCGTTAGGC 


GCTTTCGGCA 


TCACGGTGAT 


GGTTTGCGAC AGATCCGCCA 


60 




TCCGG CTGAA 


TGGGAAGCCC 


GCGTTAnAAA 


GGCGCGTAGA 


TCCGGCATCG GGATGAAGTG 


120 




GTAATACTTC 


GAGAAGTCGA 


TGGTGGAGTC 


GTCACCAATC 


ACCACATGAT TCTGCACCGG 


180 


15 


CTGGAAGGTA 


ATACAGTTAT 


CCACCGAACC 


GCCCGGCATC 


GGGTTCATAT ACTCAAAGTC 


240 




GAAGCGCACT 


GGnTTTGGTC 


GCGCCCAGTT 


TCAGCGCCGG 


AATAGAGACA TCTGTTTTGC 


300 




CATCCAGCAA 


ACCTTGTAAT 


ACCGGAnTCC 


GCAGCAGCAG 


GCGGTTTCGC 


350 



20 

(2) INFORMATION FOR SEQ ID NO: 2229: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2229: 
AACTAAAAAT ACTATATAAA AAAGGTTGTT ATAATTTAAT GGATATAAAT AAAAACGA 58 
(2) INFORMATION FOR SEQ ID NO: 2230: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(D> TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2230: 
GGGCGAAAGC TGGACGGAGC CAACGTCGCG TGAGTGGATG GAAGGTTCTT 50 

45 

(2) INFORMATION FOR SEQ ID NO: 2231: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
so (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2235: 
ATCCTGGAAA ATCTGGTAAG ATATCTTGGA AATAACTAAT ACCAATTCCT AAAA 
(2) INFORMATION FOR SEQ ID NO: 2236: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2236: 
GGGTGATGGT CATTGACAAA GTCAACTTGT GATAAGCCAT GGATATTTTT CGTT 
(2) INFORMATION FOR SEQ ID NO: 2237: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2237: 
TTATTTACTT TAAATTTCTC AATCTACAGT GTAATCTTAT TTCTTATTAT 
(2) INFORMATION FOR SEQ ID NO: 2238: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2238: 
CCTTAATGGG TTTTGGGGGG GGGCCCCCCC GGCCCAAAAC CTTTGGCCCA ATTGGTTCCT 
GGGTTAAGGA AAAA 

(2) INFORMATION FOR SEQ ID NO: 2239: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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CCACCCATGG CGCTTGACAA AATATGGATG GAACATAACC ACACCGTCCA AGTTCACTGT 
TAGCACCGTG T 

(2) INFORMATION FOR SEQ ID NO: 2240: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2240: 
CAGCTAGGTA GTTAGGGATT CGACTCGTAA AACGGATTAA TAGGTTTTAT AAGAAGGGGG 
TTTG 

(2) INFORMATION FOR SEQ ID NO: 2241: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2241: 
CTTGACACGT ACATCTAATA CGACAGTCTG TGCGTTTAAA ACCTTTTGGG TCAAACTG 
(2) INFORMATION FOR SEQ ID NO: 2242: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2242: 
GACTCATCAC CGnTTGTTAA GAnATACAAT TTATTACCCA GCAnTTAACA 
(2) INFORMATION FOR SEQ ID NO: 2243: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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AAATTTGGAT TGGTTGGAAA TTTACAGTTA AAATTTAAAG GGTGGATGGA AAAATTTTAG 60 
GAACTTCTAA G 71 
(2) INFORMATION FOR SEQ ID NO: 2244: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2244: 

GGGGGCCCCT TGGGGGTTTG GGTTTTGGGG GGCCCCCCTT TTAAAAAnTT 50 
(2) INFORMATION FOR SEQ ID NO: 2245: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2245: 
TTATAATTTT TGAAAATAGA AGAGGGAAGC CTTAAATTAC CAAATGGATT TA 52 
(2) INFORMATION FOR SEQ ID NO: 2246: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 



35 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2246: 

ATTAGTTGAA AAGTACAATA TTCCGCAAGT TACCAATCGA TACAGGTATT ACAAG 55 
(2) INFORMATION FOR SEQ ID NO: 2247: 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2247: 
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(2) INFORMATION FOR SEQ ID NO: 2248: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



70 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2248: 



GGGAAGGTAA AACTTCCTGC TTTTTTTATA AGTATTCATA CTCTATTGCT ATATTAGTAG 60 



AAACCGTAAA ATCAGTCATT CACATACATT nTGAAACATC TAAATAG 107 

15 

(2) INFORMATION FOR SEQ ID NO: 2249: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 168 base pairs 
20 (B) TYPE: nucleic acid 

<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2249: 

GTTGGATACC TGnAACTAAA TAACTATTCT TTAAAAGTTA AAAACCAACC ACTAGTGGCC 60 
ATTGGGGATT AAAATTCCAA CCTGGGCCGG TCCATCCCCA TGGTGGGTAA AATGGGGGAG 120 

30 

GGAAAATCCT TATTAGCCAA AGGATTCCTT ACCTAATAAT AGGGGGAA 168 

(2) INFORMATION FOR SEQ ID NO: 2250: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 2250: 

TTTAGTTGTG ACATACTGAG AACTGTAGTA CTTAGTGCnA TACCAAAGGG 50 

(2) INFORMATION FOR SEQ ID NO: 2251: 

(i) SEQUENCE CHARACTERISTICS: 
<A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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ACATGTGTTA ACTCTTTGGC AATATATCCT GTTTCTTCTT CTAATTCACG 50 

(2) INFORMATION FOR SEQ ID NO: 2256: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 69 base pairs 
(B> TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2256: 
15 AATCTTTTAT AGGAAAGAAA GAAGAAGATG TTATCAGTTG CGATTATCGG CCCAGGCGCT 60 

GTCGGTACA 69 
(2) INFORMATION FOR SEQ ID NO: 2257: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
? , (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2257: 
30 TAGCGGGAGA TAGAAAAACC ATTCCGCATT AGCTTTGGTC AAGTTGGGAA TGGGTAAAAA 60 
AATA 64 
(2) INFORMATION FOR SEQ ID NO: 2258: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2258: 
45 GGTTAAGGTA TGGCGAAATA TCTCCAACAA CACTTCAAAA GGTTCAAGAA AATAGAAGTC 60 
GACTGAACAA TGTCATTCAC ATGTGTGCGT CATGCACACC nTATGT 106 
(2) INFORMATION FOR SEQ ID NO: 2259: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 79 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2259: 
CGGAATAACT GACTATGTAT CATTTGATGT TATTAACATC AATATTTTTG GTTAAATGAT 60 
ATGCTAGAAA TAAAGCATA 79 
(2) INFORMATION FOR SEQ ID NO: 2260: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2260: 
GCTGGnTGTT AnTGGCAGAG CATGTGAGCT GGATAATCAG TTGGAGAGGC 50 
(2) INFORMATION FOR SEQ ID NO: 2261: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
*5 <C> STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2261: 

nCCATTAATG ACCGAGATTA GTGAGCATGC ACAAATTGTT ATGGTAGGAT 50 
(2) INFORMATION FOR SEQ ID NO: 2262: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2262: 
45 AATGAACCAC ATAATGACAA CTTGAATGAC AATATGAATA TGATGTCAAC A 51 
(2) INFORMATION FOR SEQ ID NO: 2263: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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CATTAGGTGC TTATATAAAT TACTTTGTGG TGGCTCCAAA ACTTCGGGTT AAAAC 55 
(2) INFORMATION FOR SEC ID NO: 2264: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2264: 

75 TTTCnTCCCC CCCCCGGGGT TTTTTGGTCC CTTTTTT TTT TTAAATTTCC 50 

(2) INFORMATION FOR SEQ ID NO: 2265: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



■ (xi) SEQUENCE DESCRIPTION: SEQ ID- NO: 2265: 
TCATTCATAG AGGTGTAAAG ACATAAGGGG AGCTTAACTG CGAGGACCTA CA 52 
30 (2) INFORMATION FOR SEQ ID NO: 2266: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 
35 (O STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2266: 
AGATGATGCA ATAATGGTGC AGTATAGAAG TACTGAGCAA TGCAAATTTT AGACG 55 
(2) INFORMATION FOR SEQ ID NO: 2267: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2267: 
GTTCATCACA TTTATTACAT TCAGCGTTGG AATCAGTACT GGGTTATCAT G 51 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2268: 
CTGTTGACAA CAAATTAAAA ATGACAACAT GTCGTAGTTA TAGTTAATTG ATTG 54 
(2) INFORMATION FOR SEQ ID NO: 2269: 

15 <i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 312 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2269: 
AACCAAAAAG AAAGCAAGGT CAAGGAAATT TCAGCGnGAC GTATCTTTAG TTTTGAATAA 60 

25 

GCATATTAAT ATGGTGATAA TATGCAAGAn AACCTGTTTA TTCGATTCAA TGAAATTATA 120 
TTATTAATAT ACTTAATCAG TATCATTTGC TATTTTTATG ATTTTGTACA AAAAAGTCAT 180 
30 AAGATTAGAA GTTTAGGCAT ATATTTATTG GGGATTGTTT GGGTTTTACA AACAATCTCT 24 0 

TTATCTATTT TTATTATACA AACTAGACAT ATTCCATTAG GGnCTATTTC AGATGTATTC 300 
TATACTTTAA GT 312 
(2) INFORMATION FOR SEQ ID NO: 2270: 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 
4° (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2270: 

GTTGATGGAT TCTCTTGGTT TGGTGTAGTC ACAATTTCTG AACTGGCCCT TGTTTACG 58 
(2) INFORMATION FOR SEQ ID NO: 2271: 



so 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2271: 
CGTTCAGACG CTAAATCAGG CACCAGGTTG TACAATTGTC CTGGTTCTTC 
(2) INFORMATION FOR SEQ ID NO: 2272: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2272: 
CAGGTGTTGG TAAAACATTT GAGATGCTTT CAAATGCCAT TGAACTATTT CAAAGTAA 
(2) INFORMATION FOR SEQ ID NO: 2273: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2273: 



TTATAAATTG GTGTAACAAT TTCATACACA 
TCTACTAAAC GTACACGTTT ATGCTTCTTA 
GCTAATGATA AATTTAGTAG AAGCTTGTTA 
ATATTGAATT GTTCTTGATA TTTCAAAAAT 
GGTAATACCA TCTCGTTAAT TTTCCAATAT 
ATTCGTGGTG AATAACTAAA TGAATCAATA 
ACAGATTCCA TTGAAATTTC TCGTAACAAT 



TGATCATTCT TTGATTGAGG TAAAAATGAT 
TATTCTTTCA TCAATAAATA TCTATGATTA 
TCTCCATAAA CTAAATTCAC GATATTAGGT 
TGTTGATCCC ATTCTTCATT TTTAGGTAAA 
GCTGGTTTAA GAATGACATT TTTATATCTG 
CTCACATCAT TCATAGGTTC AATGCATTTC 
CGATATnAAT 



(2) INFORMATION FOR SEQ ID NO: 2274: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2274: 
GGGTACAAAT TTGTnGATGA TAGAAAAGTT CGTATCGCTA GAAAGTCTGG 
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(2) INFORMATION FOR SEQ ID NO: 2279: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2279: 

TTAAGTGCCA AAGTCCTTGG TAGCCAGAAT GAACCACCAA CCTCCATTTT TCCAAAAATG 60 

15 GTCTTACCT 69 

(2) INFORMATION FOR SEQ ID NO: 2280: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2280: 

GGATGGAATT GGGTTAAGAA TAAAAAAGGT AATAATTGAG TTTATGATAA TAATAATAAT 60 

30 ATTGAGA 67 

(2) INFORMATION FOR SEQ ID NO: 2281: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 76 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2281: 

TTGTTACTTC GGCACGGATA AATCCACGTT CAAAATCAGT ATGAATGATA CCAGCACATT 60 

45 GAGGTGCAGT CATACC 76 

(2) INFORMATION FOR SEQ ID NO: 2282: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 137 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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AACCCAGAAG ACTTATTATT AGAATCTTAA TCCACAACAC AAAATAGTTT ACTATTCCTA 60 

AAAGCGGGAT TAAATCAATA ACAAACAGCA GTAAGATTAT TTCCTAGTCG AAATATCTTA 120 

CTGCTGTACT TTATTTn 137 
(2) INFORMATION FOR SEQ ID NO: 2283: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2283: 
ACAAAGATTT ACTATTTAAC TAATTTATAT GAAGAATAGC TTTCCCTAAT AA 52 
(2) INFORMATION FOR SEQ ID NO: 2284: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2284: 

ACTCCTGCAT ATCACAACTA GATTAAATAT ACATCAAACA GATATAGTAA A 51 
(2) INFORMATION FOR SEQ ID NO: 2285: 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2285: 
45 CTAACATGTG TGAACGATAT GCAAATTCAA TATCTCATTC ACGCTTTGCA CTTTATTACT 60 
ACAATCAACG TAACTAT 77 
(2) INFORMATION FOR SEQ ID NO: 2286: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2286: 
AAACCTGTAT TTTTAATAAA CAATCGCTTG GACCTATTCA CTGCAGCTCT TCTGGGAC 58 
(2) INFORMATION FOR SEQ ID NO: 2287: 

(i> SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 204 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2287: 

AATTCATAAA ACCAATAAAT AAGAATTTTA TAGTAAAAGG AAATGGAnTA GAGTTGGCAG 60 

ACTTATACAA TATTAAAAAC AAAGAGCTTT TCACGATTAA AAGAGGAATT AATACATCTT 120 

TATCTCTTTA TAGTCTAGAA CAGGAATATA ATAACAATTA ACGCCTTAAA ATATCCAGAA 180 

TCATATAATT TTGAAGAATT AATA 204 
(2) INFORMATION FOR SEQ ID NO: 2288: 



. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (d) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2288: 
GCTCGTAAGG CGTCAACTGT GGCCTTGGGT GCTACATGTA AAGGTTACTT 50 
(2) INFORMATION FOR SEQ ID NO: 2289: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2289: 
TCGCTTCGGT GGTAAAAATG TCGTGGAGGT CCCGTTGCAG ATGGTTTTAA ACG 53 
(2) INFORMATION FOR SEQ ID NO: 2290: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 
55 (C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2290: 
TTGGAGGTCA ATGTTCGGCG TAATCTTCAA TGTTTCCGTA CACAATTGCT GCGGTTGACA 
CACATACG 

(2) INFORMATION FOR SEQ ID NO: 2291: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2291: 
TTCGACGAAT TAAAACAAAT CCTTTTATAT GTTGAAGTGT ATTCGAGATT AAA 
(2) INFORMATION FOR SEQ ID NO: 2292: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2292: 
ATCAATTGTC AACATCTAAT ATTCACTACC AATTATATCG CCACATGTTT TTTAGCAGTA 
ACA 

(2) INFORMATION FOR SEQ ID NO: 2293: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2293: 
CGACTCAGGT CCATCAAGAG AGACACATTT CGACTACAGG TTATTACTTC TTTGA 
(2) INFORMATION FOR SEQ ID NO: 2294: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2294: 
AAATTTTGGT TAATTTTAAA ACCAAAAAAC CTTGGAAGGA AATGGCCCTT TTCCCAATTT 60 

5 

T 61 

(2) INFORMATION FOR SEQ ID NO: 2295: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 158 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



15 



20 



25 



30 



40 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2295: 
AATCTTAAAA CCTATGGCGT CTATTACATT CCCAAAACCT ATTTTCAGnA ATGTTACCAA 60 
TTAAACTTGC CGGGGTATGG ACCAGGGTAC CAGGCTAAAA ACTGGAAGAA AGGAAGGAAT 120 
TTTAGAAAAT AATTTATTAA CATGGACCAG GTAACTAA 158 
(2) INFORMATION FOR SEQ ID NO: 2296: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2296: 
35 TGTTCCAACG ATGAATGTTT GCATGCTTTG TTGCACTGAA ATTGATGAGT TGCTACTTGC 60 
AATCCTAG 68 
(2) INFORMATION FOR SEQ ID NO: 2297: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2297: 
50 GTAGGGATTT TTTTTAACCG GGATAGCCCA ACCAAAATTT AATTAATTTT GGGTTTTTGG 60 
ATTGAAGGAA TT 72 



55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



10 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2298: 

AAAAATTnTA CCAGGTGAAA AATTATTTTG GTAGGATTTA AATnTAATGG TTTAAATGGT 60 

GGTTTATTAC CTAATTTAAA AATGGTTAAA AGGGCCTTTA CCATTTTTAA AATTTAATCC 120 

GCCTTTTGGG AGGGGGATTT TAGGGATGGT CCAGTTAGGA CCCCATTACC ACTGGAAACC 180 

AACTTAAAAT TTGACCAAAT TTCCTGGAAA AAA 213 
(2) INFORMATION FOR SEQ ID NO: 2299: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 159 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2299: 
TATTTTTAAA GGAGGGTAAT AATCTTAATT TAAGTTCATT ATTTTTACTT TCATTATAAA 60 

30 

TATTTAATGT TACTTTCTTA TTTAGATAAC AATAAAAAAA TATAATCTCT nAAAACCCAA 120 
TGAAACAGCT GCTCCAAACA ATTAGTTCTT CTAATTGAA 159 
35 (2) INFORMATION FOR SEQ ID NO: 2300: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 65 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 

40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2300: 

45 

ACAAGGTCAT TCGGATTTGA CTTTGTTTCA ATTGTTAAAT TTTGCTCCAT CAATTGTCTA 60 
ATTCT 65 
(2) INFORMATION FOR SEQ ID NO: 2301: 

50 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
<B) TYPE: nucleic acid 
(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2301: 

5 

TTTATTCTTA TTTAAAAACC CAnTGAAAGT AnTCTTTnCA TTAnTAAAAA 50 

(2) INFORMATION FOR SEQ ID NO: 2302: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2302: 

GAGATATATG CATGAGCTCT ACGACTTCTT TAGGTTTCAT GGCGACTATC CTGGCAGGGA 60 

20 TG 62 

(2) INFORMATION FOR SEQ ID NO: 2303: 

{i> SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2303: 
ACCAATCCCG TTGTTTTGGT TTTTTAAAAA AAGGAAATTC CAAAAATCCC CCATTT 56 
35 (2) INFORMATION FOR SEQ ID NO: 2304: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2304: 

TTTAAAACCC AACGGGTTTG GTTAAAATGG CCTGGGCTTT TCCAAAACTT GGC 53 

(2) INFORMATION FOR SEQ ID NO: 2305: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2313: 
CATCTAATGG GAACGTGTCG ATCCTAGTCA GTATAGTCAT CGGCAGGTAC GA 52 
(2) INFORMATION FOR SEQ ID NO: 2314: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2314: 
TAAACTGAAA TTTAATTTTC GGATGGTATT GTTATTAAGA AATAGACATA ATTTGTGCTG 60 
GATA 64 
(2) INFORMATION FOR SEQ ID NO: 2315: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2315: 

30 

CTAGTTTAAA TTTCTTAAAC TTCTACATCA GTAAAAGGCC GCTCTGGGAC CATACAATC 59 
(2) INFORMATION FOR SEQ ID NO: 2316: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2316: 
GCATAGTAAC TTAATTGATA GGAGATGAAA ATCCGCAAAG TCATTGGAAG GATT 54 

45 

(2) INFORMATION FOR SEQ ID NO: 2317: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 150 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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GTATATGCTG GAAAGATAAA GTATGGAnAA TGCATGGCGA ACATTTTGTA AGCAGAATGA 60 

GCTATAAGCG TTGAATGGGT TTGAACGTAA ACAATCGAAC AATGATATGT CAGACATACT 120 

5 TGCTTTAGAG CACATTTAGA GAGCGACATG 150 

(2) INFORMATION FOR SEQ ID NO: 2318: 

(i) SEQUENCE CHARACTERISTICS: 
io (A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
(D> TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2318: 
AAATCATCGA TGTTAAATAA TTTAATGACA AGGATTAATG AAAGACGGAT TG 52 
20 (2) INFORMATION FOR SEQ ID NO: 2319: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2319: 
TTAAGGAAAC CTTGGCCAAG GTTAAGGAAA ACCGGGGGTT CCAAGGTTTT TA 52 
(2* INFORMATION FOR SEQ ID NO: 2320: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2320: 
ATGAAGTTGA TTTAGGATGA AAATTAATCT TGGGATATTT AATACTTTGT 50 
(2) INFORMATION FOR SEQ ID NO: 2321: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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CTAACGCTAA GGGCGACGGA TGGTGGTnAT GTCAAAGAGA CAAATAGGAT 50 
(2) INFORMATION FOR SEQ ID NO: 2322: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2322: 
CGTGGTGATT AATTTTTCGT CGCGTTTTGT TTCCTTTCCC CAGTCATGTT TTATCATTGT 60 
GGGCATCATT GCACCTGGGT TCCATATTAT GACGTCATTT TTTAnAAT 108 
(2) INFORMATION FOR SEQ ID NO: 2323: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 212 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2323: 

GTCACCGAAT TTCGATTTAT ATTATCACTC AATTTATTAT CTTGAAGCAC GCGTTAAATC 60 

GTCTTTAAAT TGnAACAGTT GCTACTTTAT TGTCTTTACC ATTGATCTGA ATTTGATCCG 120 

CTTTAAGTCC ACTATCTTTT ACAACTTGCn CTACCTTTTG TTGAGTAATT GCTTGTTTAG 180 

ATTGGAAATC TACGCGTGTA CCACTTGAAA AA 212 
(2) INFORMATION FOR SEQ ID NO: 2324: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2324: 
TCATTTGTTT TTAATACGTT GTCAAAATTA CCAACAAATG ACAAATTAAA TTTTGCAATA 60 
CATATCAAGG TGTTATTTTT TTCCTATTTT AATTATGTAT AACGCATTAA AAGTGACGTn 120 
AATATTCAAA GGA 133 
(2) INFORMATION FOR SEQ ID NO: 2325: 
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GAAGCCAGCC TAATTGGATA CCACCGGAAG TAACTTTTGA CCAGGGCCGT CGCA 54 
(2) INFORMATION FOR SEQ ID NO: 2329: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2329: 
GTTCCCGGGT CCAGGCCGTT GTCTTGTGCC GGGGTGTTTG GTCCTTGGTT GTGT 54 

15 

(2) INFORMATION FOR SEQ ID NO: 2330: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 190 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 . (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2330: 

TATATTATAT ATTTAACTGC TGTGATGTAT TCTGAAAAAA TAGTAGTATT GCCTATAATC 60 

ATCTATGCCA TTGTGTTTGT AATAATTGGT ATCACTTATA TCTTTATAGG CGACAGCTAT 120 

30 

GATCAATTAA CAAATTTCAA TGTGATTTTG TATATGGGGA GTTTGTnTTA TGCATGGATG 180 

GCTATTAGAA 190 



(2) INFORMATION FOR SEQ ID NO: 2331: 

35 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2331: 

45 TTTTCACCTC GTGTTTTAAA TTCAATTGAA TCTAAACTAA AAGTACCTTT AAGT 54 

(2) INFORMATION FOR SEQ ID NO: 2332: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 246 base pairs 
50 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2332: 
TTCTAAAAAT ATTAACGAAT TATACAACTT TAAGAGTTTT TAGTATGTAA ATATTCTTTT 

5 

CATATTAATA CAATACACCC CTATATATGC TCACTTGTTT GAATTAATAA ACTTTAGCAT 
TCTGCAAATA ATATTTTAAA AATAACTATA CTTTTTATTT ACCTATTGAA AAATAGTGTT 
1Q ATCATATTTA TTAAGAAGCT ATTTTTATAC TAGTAGGTGT CAGTCATGAA TAACATTTTG 
TTAAAT 

(2) INFORMATION FOR SEQ ID NO: 2333: 

15 ti) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2333: 
CCTTCTAACA TCTTTTTACC ACTCATTGAA ACATGTGATC CTAATAACAT AA 52 

25 

(2) INFORMATION FOR SEQ ID NO: 2334: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



60 
120 
180 
240 
24 6 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2334: 

AGAAAAGAGA CTGAAACAAC AAATTCAGGC AACTTTTGAA CAACAGAGAC ATCGATTAAT 60 
(2> INFORMATION FOR SEQ ID NO: 2335: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 193 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2335: 

CCTCAATCAG CTCCTAAAGA ACAAAATAGC GACTCGATTG ATGAGGAAAC AGTAACGAAA 60 

AAAGAACGAA AAAGTAAAGT AACACAATTA AAGCCATTAA CACTTGAAGA AAAGCGGAAG 120 

TTAAGACGTA AGCGACAAAA GCGAATCCAA TACAGTGTTA TTACAATnTT GGTATTGTTG 180 
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(2) INFORMATION FOR SEQ ID NO: 2336: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2336: 
CCTACAGTCC CAACACTGTC AGTACACTGC CGATACCCAA CCTCTGGCCG GTCCGGCA 
(2) INFORMATION FOR SEQ ID NO: 2337: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2337: 
ATATTTTTnA TTTAATGGTT TTACTACTGC TACAACTATC ATAGGTGGCA 
(2) INFORMATION FOR SEQ ID NO: 2338: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 378 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2338: 
CTCCTGTAGA TTTAAAATCT CCTAAATAAC AAACGAATAA TCGGCCATCT TTATGTATTT 
TGATTGCTGC AGGATTCGCT TTGTGACTTA CAAAAGGTCG TTTGATTTCC TTCGTTTCAG 
GATTGATTTT GAAAATATTG CCTTCGAATA CATCCAATAA AAAGAGTTGT CCCTGCCGAT 
CAAAGTTCAA TCCTTCTAGT TGCAATCCTT TTTTGGAAAT TTCAAGCCAT GGTTCAGCTG 
TAATTGTTTG TAATTCACTT TCAGATATAA TTGGAACAGC ACTATTGGAC TTCCCGCnAT 
AAAATAATGG AGGGnAAAnC TGGTGGGGAC ATCCATGAGC CATTCCTTTC CATTCCATTC 
GGTTTTAACT AACCAATT 

(2) INFORMATION FOR SEQ ID NO: 2339: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2339: 
ATGAAAATAA ACTGTGTCTC CnGATGTATA CGTCCCTTCA AGCAGACTTC 50 
10 (2) INFORMATION FOR SEQ ID NO: 2340: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 
(D> TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2340: 

20 

TATCCATATG TGAAAAATGT CATATATGAG TCTAGTTTTG TATAAATGGA GACTCGAAC 59 
(2) INFORMATION FOR SEQ ID NO: 2341: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 189 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2341: 



ATTGATAAAA TATGATTAAG CGTTGTTGCA AATGACATTT TCTCAAAAAG CGCTTCACTA 60 

TCAATTGGTA CTTGTGTGTn AATTTCAGCC AGTCGCTTCG ATAAATATAG TTCATCTAAA 120 

TTGTCATTAA TCTTATTACG TTGCCCAGCT GATAATGCAT CAATGTTTTC AACCACATTT 180 

TCAACGCTT 189 



(2) INFORMATION FOR SEQ ID NO: 2342: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 165 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2342: 

ATCAATTAAA ACAAAGCATA CAACAATTTG TTGATGTTGA ATCTAAATCA ATTTTAGAAC 60 
AACAAATGAT TCATCAGCTT CAACAAATGG ATCGTTCTTA TGTAGAGATG ATTACAGAAT 120 
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10 



15 



50 



55 



(2) INFORMATION FOR SEQ ID NO: 2343: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 55 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2343: 
CTTAACCCCC CTTTTTTCCC AATTTTAATG GGGAAAAATT GTAATTAACC TGGGC 55 
(2) INFORMATION FOR SEQ ID NO: 2344: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2344: 

25 GACAAATAAA CATGACCTGG ACAAAGAAGA ACAATAAACA AGCCTGGCAA 50 

(2) INFORMATION FOR SEQ ID NO: 2345: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: ill base pairs 

(B) TYPE: nucleic acid 
(CJ STRANDEDNESS: double 
(D) TOPOLOGY: linear 

35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2345: 

GTATTGCGAT GATGCATACG GGTATTGTTC TGATTAAATA ATATTTCATA TTTAATGTTG 60 

40 ATAAATGTTG AATAAACAAT CCGCAAAGnG CACTTGATGA TAGTGCTAAG A 111 

(2) INFORMATION FOR SEQ ID NO: 2346: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2346: 
GCAAACAGTT TCCGTGTCCG TTTTCCAATT AAGTTAAGGA ACCCAAAGAG A 51 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 2347: 

70 

TCGTAGGTGC CATAACACAC GTTACCTGGG ACTCATATGA AGTATTATGT CGAGACGACC 60 
(2) INFORMATION FOR SEQ ID NO: 2348: 

<i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2348: 
GTTTTTAATA GGCTCTTTAC GTATCTAAAA ATAATTGCAT TATTGGTGTG CCTTGATGTA 60 
ATTGAATTAA AGTACCGTTT GGTTGTAACG TTTCAGGTAT ATCATTTTCA ACnATAAC 118 
(2) INFORMATION FOR SEQ ID NO: 2349: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 176 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 234 9: 
ATGACAGAAA GCAAAATCCC AATGTTGATA TACCGTTTTT GACACCACTT GATTATCATT 60 
40 ATTTTTTCTT TAGCGATGGA TTTTATATTA CGATTTCAAT TCTTACTATC GTTGCATTAT 120 
TGTCATTCAA ACTGTATCGT TTTTACTnTT ATAGACTTTT CGCAATAGTA ACATGG 176 
(2) INFORMATION FOR SEQ ID NO: 2350: 

*5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 201 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2350: 
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CTACGACTGA CATTAACTGT GCAGATGTAC CTGGATTCTA TTTTTTCAAG AACAAATTGT 120 
AATAATTGAT AGTTATATGG TGCAATGTCA CCTTCATCCA TTGAGCGCTC AATAATTTCA 180 
GCTGCnAGAG CGGCnTGACT G 201 
(2) INFORMATION FOR SEQ ID NO: 2351: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 158 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2351: 
ATCGCTATAA CCTATCAGTG ATAATATTTG ATTGCATGGT GCACCATTTG AnATTTCACT ' 60 

TAGAATGGTG GTACCTAATT GCTTATTTTT ATATGTCATT TGAAGATTTA AAAATTAAAA 120 
ACTTTGATAC AGAGTGAAAC CATATTTCAA CAAATTAC 158 
(2) INFORMATION FOR SEQ ID NO: 2352: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2352: 

TCGTAATCAA AACATTTTGA ACAGGATTAT AGTAAGGGAA TTTTTGGATT TTAACTTGTG 60 

TTTGTTCATT TTTTAATAAG AGTCGAGCTA AGTCTTGCAA CATCATTACT TGCTTGGCAT 120 

CTAACTGTTC GTCATTAAAT TTTATGAAAC GATCACTCAT GTTTTATCCC TCTTTAAAAG 180 

TTTAGTTCTA CAGCATTATA TATTGCTTGT TGTTCACGTT CATCTTCCAA TTTATCAATA 240 

ATTGTACGTT TAATTGCACG TTCAACTGGC ATTACAGTGA TTAAATCACA CAAGTCTAAT 300 

45 AATGCACGGG ATACTAGCGG CTTCTTCAGA AATTTGTCCC TGCTTAGACA TAGTACGTAA 360 

ATCTTCATTG AAACTTnAAT AATTTGGTTC GATTTGGTTT 400 
(2) INFORMATION FOR SEQ ID NO: 2353: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2353: 

ATTAATGGGG TTAAATAACA TTTTGACTGC GAAAGATTTA TTCTTTTCAG GTAAATCATT 60 

GATAGATGTA TATAGTCAAT TTGCTGGATT AGCTGAAATG ATAAATGTnT TTGCGAATGC 120 

ACCATTT 127 



(2) INFORMATION FOR SEQ ID NO: 2354: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 223 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
,s (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2354: 

20 

ATCTCGCTGT TTTTATGAAA GAAAACTACA TTTTCGAGAG AATAAAAAGA TTTTTCTGAA 60 
ATTTAATCTA TCAATTACAT TGATTTACTA ATATAATTAG AAAGTAAATT TTATTTGATC 120 
AAAGTAAATG GGGGAAGTAC TGTGATAGAA AATAAGAAAA CAGTTGAAGA TACATATTCA 180 

25 

ACAGGCGCAA TTGTTGATTC AATATCATCT TCAGTnCAAA TGn 223 
(2) INFORMATION FOR SEQ ID NO: 2355: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2355: 

ACACTTGTTC AAACACTCAC AATGATAAAG CATATTATCA GTATTGTAGT GTGTGGAAAA 60 

40 

TGACAGCCAT CTAAGGAGAA AAATGATGAA AAGAATATTG GTAGTATTTT TAATGTTAGC 120 

AATTATATTG GCAGGTTGTT CTAATAAAGG TGAAAAGTAT CAAAAAGATA TTGATAAAGT 180 

45 GTACAAAGAA CAGAATCAAA TGAATAAAAT TGCCTCGAAA GTACAAAACA CTATTAAAAC 240 

AGACATTAAA CAAGAAGACA GTAATACACA TGTTTATAAA GATGGTAAAG TCATTGTTAT 300 

TGGTATTCAA TTATATAAAG nTCGTGAAAA AATGTATTTA TTTCGCATAT GAAnTAAAAG 360 

50 GTGGTTAAGG CCAGAGGATT TAATCAGnGG AAAnTAGACC 400 

(2) INFORMATION FOR SEQ ID NO: 2356: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 344 base pairs 
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(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2356: 

AATTTACTTT GTGCCACAAG GTTATCAATG TCTTTTGAAC CACCAAACAT TCTAGCGATT 60 

10 AAGTGACCTC CATCATCGTC TGGTAATCTA TCCTCTCCCC CCACAGTTCT TTGTGCATGG 120 

CTATTACGAT CCCCATCTTT TAGAGAGAGA TTGTCTACAT AAACTTCTTT TATGCGACCT 180 

TTATGATCGG TTCGATATAT GTGACCAGTA GGTGTTGTGT ATTCAATATT CGCCTTTAGT 240 

TTCTTAGGTn CTAAGTCTTG GCATAGTGTT CTCCGAATTC nAACCTTGGT GTTAGTTTGG 300 

TGATTCAACA TACTTTTGAT GGAATTCATT TnCATGGGCT ACTT 344 
(2) INFORMATION FOR SEQ ID NO: 2357: 



75 



20 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2357: 

30 TATGCGCCCC TGCTTGATCT TTCATTTGCG TCCACTCAAT TAGTTGTTTG CGC 53 

(2) INFORMATION FOR SEQ ID NO: 2358: 

(i) SEQUENCE CHARACTERISTICS: 
3 5 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2358: 
ATTTTTTCAC CTTCTGAAAT TGATAAATCT AGGTTATCGA ATATAGTCTT ATCGGCATAA 60 
45 GATTTATTTA AATGTTCAAT TTTATATGCT TCCATACCCA TCTTCCTTCT TCTGTTGAAA 120 
TCTCTACGTA CTTAAATCAG TTCTATACAT TATACACCTT TTTGAAATCA AAAGAAATCG 180 

ATACCGTTAA GTGTCATAAT TTAATATATT GTTGCTTCAA CTATAAATAA AACTTGTTAA 240 

50 

GGCTTTGATG ACTATGCTAA TGATCTTTAT AATATACCTT TTTATCAACA CATATAATGT 300 

AAAACATAAT ATAnAAGAAC ATAATAAAAA CCCGGATTGA TATTTTATCA ATCCGAGTTC 360 

GTGTTTAGAT ATTATTTTTT AGAGTTTGCT TTAGGTCCTG 4 00 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2359: 

TTAATGTCGC CATTTTTTGT TAGGTAGACG TATAAATCTG GACCTTTTGA TGATTTGTAG 60 

TTAGTAAGCA TTAATTTACC ATTTTTAATC TCAGCTTTAC CTTCAACAGT TTCACCGTTT 120 

15 TTAGAACTGA nTGTACCTGT TAGGTGTTTT GTTT 154 



(2) INFORMATION FOR SEQ ID NO: 2360: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2360: 
ATATGTCTTG TGATTTTTCA GGTGTAAGTT AGTATGCAAG TGATTATGAT TGATAGT 57 
(2> INFORMATION FOR SEQ ID NO: 2361: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2361: 

40 

GGCATCAAAT TAGTAGCGAC TCACACGTGA TGCATCCTGT GTTTTGGATC TCATTTCT 58 
(2) INFORMATION FOR SEQ ID NO: 2362: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2362: 
TGTTATTATC GnAGAGGCTT TTCGCTTTGG AATAAGGTAT TACGTGAATG 50 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



70 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2363: 

CTCTTCTGGT CCCTGACATA CATAGGAGAA ATAGCnCCAT GTACAACGTG 50 
(2) INFORMATION FOR SEQ ID NO: 2364: 



15 



20 



25 



40 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2364: 
ATTGCCAATG TCGTTAGTTC GTGAGGCTGT TGGTGAAAGT TGTGTTTGAA 50 
(2) INFORMATION FOR SEQ ID NO: 2365: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ill base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2365: 

CCATGATTTA AATCATTGAT TAATGGTGCT TGTTCTACAT CTGTGTAAAA TTCATACAAT 60 

TCTTTAGCAT CGTCGAATAG TTCATCACGA CGTTGGnTAA ATTCTTCTTC T 111 

(2) INFORMATION FOR SEQ ID NO: 2366: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2366: 
TAATGCTGAG CGTGTTACTT TAGTTGGATC AACGATACCT TCTTCTAACA TATTAACCCA 60 
CTCnTTTGTA GCAGCGTTAA AACCAACACC CGGCTCTGCG TTTTTCAAAC GTTCTACAAT 120 
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(2) INFORMATION FOR SEQ ID NO: 2367: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2367: 
CCTGATTGCA AAGTACAGCA AGCACTACAG ACGCCTAAnC ACTnACACTA 
(2) INFORMATION FOR SEQ ID NO: 2368: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2368: 
AAAATGGTAT TGCAATTAGT AATGTTACAA CAAGTGTTGT AATAGCTGCA TAAAT 
(2) INFORMATION FOR SEQ ID NO: 2369: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2369: 
TATAGGATGA AAATCCTGCC AAAAGATTAA GGGGTGGCCT AATGAACCAT G 
(2) INFORMATION FOR SEQ ID NO: 2370: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2370: 
TTGCTCGAGG TGGTAAATAC GCAAAGTTTA TTTGGTTGTG CTAAGAGAGA AA 
(2) INFORMATION FOR SEQ ID NO: 2371: 
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(A) LENGTH: 66 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2371: 
10 TAATTTGAAT AAGGTGGAAG TGATAAACAG TGCTTTGCGA ATCTAGAGTC ATTAATCAAA 60 
ACCCTA 66 
(2) INFORMATION FOR SEQ ID NO: 2372: 



75 



20 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2372: 
AGACAGGTAC TGTCCTACGG TATGGAGCAG AAGCGGGAAA GCTGCCCAGA GCCAACTGTA 60 
GACAA 65 
(2) INFORMATION FOR SEQ ID NO: 2373: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2373: 
TTGCAGTGAC GGCTTATAAT CATTCCAAGC GAACAATTAG ACATTCCATA TAAAATATAC 60 

40 

AGATGGCTTT CAGTAGAGTA GTGGATTCGG ATTCACGAAC TATACTGGAA GCTTTTTATT 120 
ATAAATGAAG AGAAGTTATA TTTTTAGCAT GTATAGTTGA ATACTGGGTT AAAATACCAT 180 

45 ATTAATAATG AAGTAAAGGT ATGAGTGATT ATGAAAGTGT TTTGAATGAA ATATATTTAA 240 
TTGGTGATGC TTTTAATTGA AAAGATTAAC AGGATTCAAC TTGGTAAATT GTATTAAATG 300 
TGAGAAAATA AAAGTATATT CATTGAGAGA TATATGAGTC AATGATCGTT TTAAACAAGA 360 

50 TAAGTGTATT TTAATATGTA AAAGTTATGT AATAAATATT 400 

(2) INFORMATION FOR SEQ ID NO: 2374: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 70 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2374: 
CCTATCATGC CTCTCTCTCA CTGAATCCTT TAGATCCCCT TCCCTCCCTC TCCCCCCTCT 
TTTCCCCTCC 

(2) INFORMATION FOR SEQ ID NO: 2375: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2375: 
CCAAGTCAGA GCAGCAGTTC AGTTCGTCAG CnGTTCAGTT CAGAGCnGTC 
(2) INFORMATION FOR SEQ ID NO: 2376: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2376: 
GTTGGTGAAG CTGTTGCCGA nGGAGAAGCG GGTATGGATC CTGACGGTGn 
(2) INFORMATION FOR SEQ ID NO: 2377: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2377: 
AATTGCAGGA CAGGTCAAAG GCAAATGCAC GTATTCAGGT CATGCTCATG TGCATGTTG 
(2) INFORMATION FOR SEQ ID NO: 2378: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 229 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2378: 

TTTATCATCG TATAAATCTA TATCTAATTG ATTAAACTTC GGGTGCTTAA CTAACTCTCT 60 

CAATACACTT ACACCAGCAG TTCCCATGCC TATTATTGCT ACACGCATAT ATCATCCATC 120 

CTTTTGTAAT TCAAAATATT ATATTTAAAC TATTACCTAT AATTATAGCA ATTTGGTATT 180 

TCCAATAAAA TTTATnAAGG TAAGCnATTA TTTCACTTTC ACAACCATT 229 
(2) INFORMATION FOR SEQ ID NO: 2379: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2379: 

AGTTTTTTGT TTGACGTATT TAATTTACTA TTTGCTTGAT TGATATTTTT AGACATTAAA 60 

2s TAGTGTTCTC CTAATCAATT TATTCTTCTT TATnTCAGCA TTATTCGCAC TGACAT 116 

(2) INFORMATION FOR SEQ ID NO: 2380: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 136 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



3S 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2380: 
CAAATCTTAG CGGATGATTG GCATGTATAT TCTGCTGGTA TCGAAnCACG CGGTGTTAAT 60 
CCCAAAGCGA TAGAAGCTAT GAACAGAAGT CGGCGTTGAT ATGTCGAATC GTACGTCAGA 120 

40 

TTTAATCGAT AATAAT 136 
(2) INFORMATION FOR SEQ ID NO: 2381: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

so 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2381: 



55 
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5 



TTAATTGATA 


GCTTTTATCT 


GTAGGAAAAG 


CTATTTTAAA 


GATTTCTAGT GTATCTATAA 


120 


CTTTTTTGGG 


ACGATATTGA 


ATATTACAAT 


CTTTAAATGC 


CTTTTTAATA AAATTCAAAT 


1B0 


CAAAATCTAC 


ATTATGAGCT 


ACAAAAATGC 


AATCTTTTAT 


CTTATCGTAG ATTTCTTGTG 


240 


CAACTTGATT 


AAAATATGGC 


GCTTGTTGTA 


GCATATTTTC 


TTCAATGGAT GTTAACGCTT 


300 


GAATGAACGG 


CGGAATCTCT 


AAATTTGTTC 


TAATCATAGA ATGATATGTA TCAATAATTT 


360 


GGTTATTGCG 


CACAAACGTT 


ATACCAATTT 


GAATGATATC 




400 



(2) INFORMATION FOR SEQ ID NO: 2382: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2382: 
TATTTTGTTA ATAAAGTTAA TATATGTTTG TTGTACAGAT AGTTCAGGAT ACA 53 
(2) INFORMATION FOR SEQ ID NO: 2383: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



3$ (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2383: 

CCCGAGCTTG CCCTCCTTCC CCCCTCTTCG CCTCCAGACG AAGTGCCCTT CTGTCCTTG 59 
(2) INFORMATION FOR SEQ ID NO: 2384: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2384: 
AGCCAACATC CCnGATGGTA CTTGCATTAA TGCATAACCT AGAGAGAAGA ATGATGCCAA 60 

50 

TAAACCAAAT TGTGGTTTTG TCATCCCTAA AT CATC CATC ATTTGCTTAG 110 
(2) INFORMATION FOR SEQ ID NO: 2385: 



55 
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10 



35 



40 



SO 



55 



(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2385: 
TGAAAGTTCT TTTAnGCATC AATTTTAAnA CTACGAGCGG ACnCTAATAT 50 
(2) INFORMATION FOR SEQ ID NO: 2386: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 245 base pairs 
15 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2386: 
GGCAATTTAT TGACACAATG CTTGAGCnAT TGATAGCAGG ACAAGAAAGA ATACTTGATG 60 
AGTTAATACC AAAAATGGAT GCGACTGAAA AATTAACGCT TTATTTAACT AGTCATTATA 120 

25 

AACAGATAGA TTATGAATTT TTGTATCTCC TTTCAATGGA TAAATTGTTT GGAAATAAAA 180 
GAAATAGATT AACATTAATT GATTTAGAAA ACATATTGGG AGTAGGAAGA GTAAAAATTA 240 
30 GTnGT 245 
(2) INFORMATION FOR SEQ ID NO: 2387: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2387: 
CACAAAATTC GAAATCGTCA TCGGTGATAT GTTTAATACT TGGGAAAATA TAAAACGCGC 60 
45 CTTCAGGTTG AGCGGTAATC TCAAAACCTA ATTTAGTTAA TTCAGATACT AAATAATTTC 120 
TTCGTTCnAC ATAAGCTTCG 140 
(2) INFORMATION FOR SEQ ID NO: 2388: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2388: 
ATATAACATT GTAGGGCCTA ATAATTTATT TTATGTCTCA GACTCATACA ATGGTTATTT 
AACTTATTTA CCACAAATTG AGCACTAAGA CTCACTATTA TCGATTCTTC TATTGAACAn 
(2) INFORMATION FOR SEQ ID NO: 2389: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2389: 
TCTAAATCCA GCATGATCTA CATCAAAGCT GAATTCACCT TTTTCATCGA CTTGCAAATC 
AGGGAATTCT TGACCTTCAC CTAGT 
(2) INFORMATION FOR SEQ ID NO: 2390: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2390: 
GGTGTTTATA AAGCAGGGGC TGAGCCTCGG TCAGGACTGG ATACACAGGC AGTACGGGTG 



(2) INFORMATION FOR SEQ ID NO: 2391: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2391: 
TAAAGTAACC ACTTTAGATG ACATTTTAGA AGTTATGGGC CGAATGCAAA C 
(2) INFORMATION FOR SEQ ID NO: 2392: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2392: 

5 GGTCGGAnTC CCGGGTCGAC CCACGCGTCC GCATCAACCT AGnAGAAGCn 50 

(2) INFORMATION FOR SEQ ID NO: 2393: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 55 base pairs 

<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2393: 
ATTTCCAAAC GAATTGAAAA ACGGACGTAA ATTCTTAACT AAAGGCGATA AATGT 55 
20 (2) INFORMATION FOR SEQ ID NO: 2394: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE : nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2394: 

30 

ATAGGTTGCT ACTATTTATA TCGACTCATT TTCACTTACA AATATGACAT TGTCTCTAGA 60 
ACACnAAAAT TAATTTGCGT CATATCTGCT ACAGTTTTGA GTGTGTTATC AAGTGTATTT 120 
35 (2) INFORMATION FOR SEQ ID NO: 2395: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 261 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2395: 

45 

TGGACCATAG TAAAGCATTA CGGTCGGTTT ATTATTTTCT AAGGAAGTAT GTTTATATAA 60 
ATCTATGCTC ATTTGTTTTT TAGCGTCTGT TTGACCTATT ATTTTAGAAC CAGCCATCTG 120 
so CTCTTTATAA AAATTTATTA CATCATCTTT TTTTAATGTT GTATATTCAT AGTTTATTTC 180 
TATTATnTCA GAATCGTGAA AACTATTTAG TGATTGAnAT ACTCTTTTTG GAGGATTCTG 240 
AATATAGATT TTCTTAATAT T 261 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2396: 
GTTTTGAATA TAGGGGCTTT TATCACTCTC CGAAGTCTnT TCTAAGTTAG ATTTGGAAAA 
TAACACTTTT TTAGTTTCAT TCAAGCGAGT CGAGTGACTC CAGA 
(2) INFORMATION FOR SEQ ID NO: 2397: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2397: 
GATTATCGAT CACAGTATGA TTTACGTAGC AATTTCTGGT ACATATACGC CTAT 
(2) INFORMATION FOR SEQ ID NO: 2398: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 235 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2398: 
GCTTCACCTT GAACTAGCAA ATAAGGATAA AACAAGCATT CTTTACATGT TTCTTTTAAA 
TACGTTTGAT ATTTTAATAA TACTTTTTCG ATTTTACTCA TATAAGTTTG AAGTTCTAAT 
TTTTCATTCT CACTTATTTT GTATATATTA CATTCATTAT GTTCTGTCAG AAAAATATAA 
GGGTCAATAT TAATTTCGTC TATCAATTCA TAAATTTCAC TTAAGTATTT nTnCT 
(2) INFORMATION FOR SEQ ID NO: 2399: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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TTTGATGCAC TTATTTGTGT AATGACATCT TTACAGTCTT TTCCTTCCTC CATCATTTTA 60 
ATAATTCCAT TTAGTTGCCC TTGTATTCTA TTAATACGAT TAATCATTTT n 111 
5 (2) INFORMATION FOR SEQ ID NO: 2400: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2400: 

15 

AAATGCTGGC TGAGTTTTGG GCCACCCGCA AAGGCACTGG ACCGGTGCGA AACC 54 
(2) INFORMATION FOR SEQ ID NO: 2401: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 205 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2401: 
AACCACTCAT CACTACTAAA ATGATACTTA AAAACAAAGT CTTAATACAC TTTTTCATAA 60 
TATCAACTTC TTTCTATATT TAATACATTA ATTATACATC TTTnTnAAAT AAAAATATGT 120 
GTAAAATTTT AAAACTTATT TAATTGATGT TTTAATAATG TATTATAGAA ATTATTGACA 180 
TATGATTAAA AACCCTTAGG ATAGT 205 
(2) INFORMATION FOR SEQ ID NO: 2402: 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2402: 
AGATAATCAT AGAGAAAGTC CACAGTCGGT AGAGGTGGTA GCTGAAAACA ACATACTATT 60 
AATTATGAAG TGCTTTGTAA CTTGTCGAGA CGTTTGCCGC GAATCTATCA TGATGGTGAT 120 
CAACGTTTTG TnACAAATGA 140 
(2) INFORMATION FOR SEQ ID NO: 2403: 
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(A) LENGTH: 58 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2403: 
10 ATTTAACCAC TCCTCCAATG ATAAGATTGA AAGGCAAGAT GACCTTCCAA TCTTATTT 58 
(2) INFORMATION FOR SEQ ID NO: 2404: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 



25 



40 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2404: 
CAGCTTCTAC AATACGGCGT GCTATAGCAA GCATTAATGT AAATCCTAAT TCTGCAGTTG 60 
x 61 
(2) INFORMATION FOR SEQ ID NO: 2405: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 217 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D> TOPOLOGY: linear 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2405: 

AATAATCATT TTAATACGGT CTTCAGGAAT TGAAGTGTCT ACAGGTACAT ATCCACATCC 60 

TGCTTTAATG GGCACCAATC ATCCCAACAA TCATATATGG TGACATGTGA CCGAnTAAAA 120 

TCATCGGGTT TCTnACTACC TTGTAATCGA TGTGGCTAAT TTACTAGACT CATCCATTAA 180 

CTGTTGATAA GTTAATTCCA TCAGTTGTGT GTCTAAC 217 
45 (2) INFORMATION FOR SEQ ID NO: 2406: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 228 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2406: 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2410: 
CCATATGATT GTATAGGATC CATGACGTCT CCACTGACCC CTGACTCTAG TATC 54 

5 

(2) INFORMATION FOR SEQ ID NO: 2411: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 204 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2411: 

GTTCCTCTTC AATTGTTATA TGTATATCAC AAAAATTATT TCATTATTTT ACCATTATTA 60 

TTTTACAAAT ATTATCCCAA GAATACAATT CAAGAAATGA TTAACTTTAC TTTAGAATTG 120 

20 TACCTTATTA CATTATTTAT GAAAGTACTC TCTCAATTAT AACnAAAAAG AAGGTGTTCA 180 

ATACATnCAT ATTTAGTCTT ATAT 204 

(2) INFORMATION FOR SEQ ID NO: 2412: 



25 



30 



35 



45 



SO 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C> STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2412: 
CAGTGGCGCA GAAACATAAC GCTCAGGGAA GCACAGCACC TCATTATGCC AAAGCT 56 
(2) INFORMATION FOR SEQ ID NO: 2413: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 66 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2413: 
TCGCTGGCGG GTCCCGCGCG CCTAGCGTGC TCATGTGCGG TGTTCTAGGT GTTGGGGTTG 60 
CAGTCA 66 
(2) INFORMATION FOR SEQ ID NO: 2414: 



2231 



EP 0 786 519 A2 




2232 



EP0 786 519 A2 



TTTGCTGGGA GTTGCATTAA GAAAATATAC ACATTTACTT GACATTCAAC TTGATAAAAA 60 

ATTAGTTATT GCCATATGTT GCATCACATT TATAGGGATT TTAATATTTT ATGTACGCCT 120 

AATTAAAAAA TCATCTTTAA ATATTTATAA TACTAAAAAT AAAAGGTCAA AAATllTT 177 

(2) INFORMATION FOR SEQ ID NO: 2418: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2418: 



25 



AAAATGAAGC 


GGTCGCAAAA 


TATAATGACG 


TGAAAGCATT 


TTATACTCAT GGACATTTAT 


60 


ATCAAGTCAA 


TCGAACAAGA 


GATTTATTAG 


CTGAAAAAGG 


ACTTGAATTA GGTTGTTTGT 


120 


TTGCATTTTA 


TGGACATACA 


CATGTGGCAA 


AATATGAGTA 


TATTAATGGT GTTCATGTTA 


180 


TTAATCCTGG 


AAGTATATCT 


CAATCTAGAA 


GTTCAATGGA 


AGAAACATAT GCTGAAGTTA 


240 


TTATTGATGA 


TCAAACTTTA 


CATGGCACCA 


TCAATTTCAA 


AAATCGACAT CACGAAACAA 


300 


TCAGTCATAC 


TACTTTTTAA 


ATAGAAnTAG 


CTATGGCTTT 


TTTTAGTTTA TAGACTGATT 


360 


TAACTAGGAG 


GTCGTGTCAT 


CCAATGTTTG 


TTTAAAAGTA 




400 



(2) INFORMATION FOR SEQ ID NO: 2419: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2419: 

AGGGTGCCGA GTTAACCAAG AAAGGCCGTT GGTTGCCCCG GGTATTTTCC CCC 53 
(2) INFORMATION FOR SEQ ID NO: 2420: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2420: 



55 
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(2) INFORMATION FOR SEQ ID NO: 2421: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 152 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2421: 
ACCAGAAGAC AATAAGTGTA ATGATGCCTG TTCTAATACA GAATCTTTAC TTTTTATTGC 
CTTTTCAAGT CGTTGTTCCA CTTTCTTAAT TTCATTGTTC ATGTTTAACT TTGCCAnGTT 
AATCACCTTT GGTATTATCT TTTTCTTTAT AG 
(2) INFORMATION FOR SEQ ID NO: 2422: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 307 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2422: 
GTACGTTTTC ATTAGTTGTT ATATTTCCAT CTTGATAATT TTTTAAATCT TTAAAATCAG 
CATACTGACT AAAAAATTTA AAATTTTCAA TTTTTTGTnT AAGTTTTTGT CTTCTACATT 
ATCCAAAAGA ACAATCTnAT TATTTTTTAG TTCAACACGA TATTTTTTCT CATTATGATT 
TTTGCTAATA TCATCATAAA CTTTATTTAC AAAATAATAA CCTGTTGCCT TTTTGGTATT 
TCTATTAAGA TATAACACCA TGCCTTCATC ATCTAATACT CCTGGTTTGT TACTTTTTGA 
AAAACCn 

(2) INFORMATION FOR SEQ ID NO: 2423: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2423: 
ATTGTGTTGT ATTTTAGACA AGACCTTCAA TTTTGGAGAT TTCACGATTT ACCACC 
(2) INFORMATION FOR SEQ ID NO: 2424: 
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(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



(Xi) SEQUENCE DESCRIPTION: SBQ ID NO: 2424: 
10 AGTCCTTTGG ATCGTCAAGA TTTCACACAT TTACAnTTAT TAnCTCGTGA 50 
(2) INFORMATION FOR SEQ ID NO: 2425: 



15 



20 



25 



35 



40 



45 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 248 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2425: 

ATGTAATATT ACAATTCAAT TAGnAAAGAA CTTTATCTTT AATTGCTTTT CGATTTCATT 60 

CATGTCATCT TCTGAAATTA TTATCGTTCC AGTAGGATCA GAATCATTTA TTTTGCTTAT 120 

ACGTCTTTTG CTTATTGTTG TAATTGCTGA TATATTAACG TATGTATCTT TCCCTTTGTG 180 

CTTGGAATAA ACACCTATCA CTCTATACAG TTCATTAGCT TTTTGAnTTA AGTTAGACAA 24 0 

30 AAGCTTTT 248 
(2) INFORMATION FOR SEQ ID NO: 2426: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2426: 
CCTTATTATA TGACAGGTTG CCTAAACAAG TGCCTAGAGA AAAAACTAGC CCC 53 
(2) INFORMATION FOR SEQ ID NO: 2427: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 173 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2427: 
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TATCCACTAA AATGATTTGC GCGTATTGTA ATATTAATCG TTCTACTTTT TATGATTATT 120 
ACAGGGAGCA ATTTGATTTA TTGGATACCA TCAACTCnAA GCATAGGTGG AGG 173 
5 (2) INFORMATION FOR SEQ ID NO: 2428: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

10 (O STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2428: 
TACTTATGTT TATGTCGCAA TAATTAATGT TCGAnTTAGT GGAATTGAAC 50 
(2) INFORMATION FOR SEQ ID NO: 2429: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2429: 
AGTCATCATA TTATCAATAA TACGCCGCGT TAAATCTGAT AAATTCATAT AGTCTGTATC 60 

30 

TAACTCTG 68 

(2) INFORMATION FOR SEQ ID NO: 2430: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 374 base pairs 

<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(Xi) SEQUENCE DESCRIPTION: SZQ ID NO: 2430: 



45 



TGAATTGAAA ACGGTCGGTG 


AAGCGCTAAA AGGTAGACGT GAAAGGTTAG GAATGACTTT 


60 


AACAGAATTA 


GAGCAACGTA 


CTGGAATTAA ACGTGAAATG CTAGTGCATA TTGAAAATAA 


120 


TGAATTCGAT 


CAACTACCGA 


ATAAAAATTA CAGCGAAGGA TTTATTAGAA AATATGCAAG 


180 


CGTAGTAAAT 


ATTGAACCTA 


ACCAATTAAT TCAAGCTCAT CAAGATGAAA TTCCATCGAA 


240 


CCAAGCCGAA 


TGGGACGAAG 


TAATTACAGT TTTCnATAAT AATAAAGACT TAGATTATAA 


300 


GAGTAAATCC 


AAAGAGCCAA 


TACnATTATT AGTAATCATG GGnATTACAG TTTTAATAAC 


360 
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(2) INFORMATION FOR SEQ ID NO: 2431: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



10 

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2431: 
TGACTTCGTC CAAGTACAAC TGCAGTCAGT ACCTACGAAA TCAAGATCAG CATGGAT 57 
(2) INFORMATION FOR SEQ ID NO: 2432: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 225 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2432: 
25 ATTCTTAATC GCATCATAAT TAATTAACGG ACGCATAACA AATCCGATAA TACTATTATC 60 

TTTCCAAGTC ACTGACACTC CAAATTGATT TGCTTCnTCT ATCCATATTT GCTCAATAGT 120 
ACCATCATTT TGAGTACACA CTTTTAATTC ATGTACATCA GACTGCCTTG TATAAGATTT 180 

30 

GAAAAGTTTC CTAAACTGCC AATAACTGnA CTCTCGCTTC AAATT 225 

(2) INFORMATION FOR SEQ ID NO: 2433: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2433: 
CGGCCTGACG TTACATTTCT TCAACTTCAC GTCAAAATTG CTTCGCAATA ACCAGGA 57 
45 (2) INFORMATION FOR SEQ ID NO: 2434: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 
so (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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TTAAACGTGT CTTTAATGTG GAAGTTGAAA TATTAGTCCG TAAAAAAATG AAACTTAAAA 60 
AAAAATAATA TTTATATTTG TCGTACAAAG ATGAAAGCGA nAGA 104 

5 

(2) INFORMATION FOR SEQ ID NO: 2435: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

'<> (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

1S (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2435: 

TTTGCTAATC GTTTCACGGA TTGTGGGGAT GGGTAAAGAC TTTGCTAGTG G 51 
(2) INFORMATION FOR SEQ ID NO: 2436: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2436: 
AAAnTTAATT TTTGGGGGGC CCTTTTTTAA CCGGAAAATC CAATCGGGGC TTTTAAGGAA 60 

30 

TGGTTTTGGT TAACAGGCTT TGGAATTTGG TTTGGCAAAA CAATCCTTGG TTTGGGGTTT 120 
CGGTCCGGAG GGTCCTAATT 140 
(2) INFORMATION FOR SEQ ID NO: 2437: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2437: 

GAAGCGGAAC CACCGTTGTT TTTCTTTTCA GGTCCAATTG AATAAATGTT ATGAATAGAA 60 

TGGATAAAAA TATAATTATT TAAGTGTTAA AGTAAACCAA ATCATGATTT AAGATTATAA 120 

GAAAGAAAAA TTGACTAATG TTAAAACCAA CAATCATATG GGTTGTAACG TTTATACAAT 180 

CATCGTAAAA CTCAATATGC TTAATTTATT CAAAATGTTC GTCAATAAGT ACAATGAAAA 240 

GGAGATTGAT TTTTGAATAA AAAATATCTT ATGATTGTAA TTATAATTTT AATATGATTC 300 
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AAGATACGAT TTTGAGACCA TGTGAAGGGA TTAAATATAG 
(2) INFORMATION FOR SEQ ID NO: 2438: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2438: 
TCTGTTTTGA AAGTTGCAGT TTGGACAGCA CCCGATGATT AGGTGAGTCT TTTGGTTTA 
(2) INFORMATION FOR SEQ ID NO: 2439: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



• (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2439: 
TTGGTnAAAC CGTTACAGTT GCAAGTTTTG AAGTGAGTTA TTTTTTGGTT 
(2) INFORMATION FOR SEQ ID NO: 2440: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2440: 
ATTAAAAATA AATTAAAnGT TCCAGAACCA GTTAACCAGA ATATTTACGA 
(2) INFORMATION FOR SEQ ID NO: 2441: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2441: 
TGCTGTTTTG GCGGTTTTTC TCCGTTTGGT TGAGTATGTG GTGTACCTTT TGTC 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2442: 
GTTGTTGGGT GTGTGGTTTT GGGTGTTGTG GGTTTGGGGT CTGGGTTCGT TGGTGG 56 
(2) INFORMATION FOR SEQ ID NO: 2443: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 264 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2443: 
GAGACAAACT AGTCGTCCAG AACGGAATTT AAGTAATCAT AATAATTACG GAAGTGCACT 60 

25 

TTTGTTTTTG ATTTATCATT GATGGAAATT AGAACAATTT ATCGAATGAT ATTAAAATTA 120 
CATAACATCA TGTTGAATGT GAAATTAGGA TTGAACATTA CCTGTnTATT TGAAAAACCT 180 
TCAGTTTTTA AATCACTAGT ATCACAAATA AAGCGACTTA AATTCGATTC GTTAATAATA 240 

30 

GATAATGCAA ATTTAnGTAG CCCT 264 
(2) INFORMATION FOR SEQ ID NO: 2444: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2444: 
CCGTCTTTAG TACGTACGTT GTTTGCGGGG CTTGGGGTGC TTTCTGGGTG TTGGTCATTG 60 

45 

TATTGGG 67 

(2) INFORMATION FOR SEQ ID NO: 2445: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2445: 
AGCTGCATTT CTCGTGCAGG CTATCAGCAT CGATATCTGT ACCATTTAGT GATCATGC 
(2) INFORMATION FOR SEQ ID NO: 2446: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2446: 
AACCAAAACA AACATTTGTT CGTTAAAATA TTGACACAGA ACATAAGTTC TGA 
(2) INFORMATION FOR SEQ ID NO: 2447: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2447: 
CACAAATTAC ACCCATTGTT AnTACTAATA CTTnCCTnTT CATTTGTTTA 
(2) INFORMATION FOR SEQ ID NO: 244B: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2448: 
GCACAAACCA AACGCACCTT AACTGCTTTA AATGGCTGGA CGGGGGGTCA ACTGGCCTTA 
ATGACACTTG AATCG 

(2) INFORMATION FOR SEQ ID NO: 2449: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GCAGCCTTCA AGTGTTTGCT ATTTGCTTTG GTGTCACAAG CCATTATCTA CGGTCCCGCA 60 
ATTTAGCCCG C 71 

5 

(2) INFORMATION FOR SEQ ID NO: 2450: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 351 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2450: 

TGGCGTGAGG AAAAATATCA TGTATTGTTA CACAGTCAAC AGTCTTACCA AATGATAAGG 
AATGCTTTAA AAACGGATTT ATCACTTCAT CAAGTTCAAC AAATGATTGA TGTTGCTTTG 

20 TTAATTGAAC CGGGTATAGG AAGTGTATGT AATGCTTTTG ATCATATGTG GGGATATTTA 
AAAAAATGTG CGAATGAAGA AGGAAAGACA ACAATCAAAA CTACTTAAAA GCTGATTTTA 
TTTAATGGnA AAAATCGACA CCCCAACTTT ATTAGATTTT TTAGCAGAAC TTGCCTAATA 

25 

AATATGGAnG TCAATATTTA CTACAAAGCC GnGTTTTTAA ACCCCAAAAA G 

(2) INFORMATION FOR SEQ ID NO: 2451: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2451: 
GTGTACCGCC TCGGCTGGCG TTCGCGGTGG GTGGTGCGGT CGGTGCGTGT CTGG 54 
40 (2) INFORMATION FOR SEQ ID NO: 2452: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



60 
120 
180 
240 
300 
351 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2452: 

50 

TGCCATTCCA ATGTTACCAT CGTCTTGGTA CTACTATATA CTGCGGCTAT 50 
(2) INFORMATION FOR SEQ ID NO: 2453: 

55 
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(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D> TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2453: 

AGACGTGTTT CCACGGTATG GGATAAATGA AGCACCGACT GATAAATCAA TATAGCCTCG 60 

TGTTTTTAGT TTACCCGAAC TATCCCTTGA TAATGATTGT GACATCTGCG GATAATATTT 120 

CATTTTCTTA GATATCGTCG AAATATCACC GATTACTTGA AGTCCATCTG TCGTAAACAA 180 

15 TTCAATTCTG CTTTGTTTGT TTTTACTTGG GGCGTATGTC ACTTCGGCAA TATATCGTCT 240 

AACTTCAGGT GTCATTTCAG ATAACGCCTT AATCATATCA TCTTCTTTTG TACCTTTGAA 300 

ACCATCCATG ACAGGTGCAT CATTAATTTT GACATCATTT GAACCTTTAA GCAATTTACC 360 

20 ATTTTCTAAT AAAGGTAAAT ATTTACCTTT ATATTTCACT 400 

(2) INFORMATION FOR SEQ ID NO: 2454: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 156 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2454: 

AGAAAGAAAT ACCATTTGGA GATAGAGACT CGTGTTATTT CTTAGCGATG GGAGATTTTT 60 

3$ ATAATAAAGA AGATAGnAAG AAAATTATCA AAGGTTATGA AAATAATTAT GGTAGAGGTA 120 

TTAATATTCC TCGAGCACAT AGTATATATT TATATG 156 

(2) INFORMATION FOR SEQ ID NO: 2455: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2455: 
ACTTAGGTGA TATGAAATGT GGTCCGCGAC GATCGTCAGT AACAAAATAA CAGGCAGTCA 60 

50 

TTGGATTATG TTTAACG 77 
(2) INFORMATION FOR SEQ ID NO: 2456: 

55 
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20 



(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2456: 
AGTGAAATCG CTAAAGAAAA AGATGGAACC TCGGTATCTA ATACACAACT TCTTGAACGT 60 
TTTTA 65 
(2) INFORMATION FOR SEQ ID NO: 2457: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2457: 

25 TATCAATAAT TGCCACTTGC AATGACTGAT TAATTTGAGG TGCACATAAG CCAG 54 

(2) INFORMATION FOR SEQ ID NO: 2458: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 166 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2458: 
AATTTTATTT CGAGATTCTT CAATATAGAT GTTTCTTCAT TAATTTGATT CTCTAACTCT 60 
TGCTTACTAC CTAATAGTTT ATCTAATTCA GCTTTAGCTT TTTCATTTTC TTTAATTATA 120 

40 

TTAATTTCAT TATTTATGTT CGTnATCGTA TTATTTAGTT CGATAA 166 
(2) INFORMATION FOR SEQ ID NO: 2459: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2459: 
CCAATGATTA AGCAATACAA TCGTCACTAA AATTACACCG ATAATCTGAA TCATCGTCAT 60 

55 
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(2) INFORMATION FOR SEQ ID NO: 2460: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2460: 

AAATCAAAAA AATGTATAAT GAAAAGAAAA AGAAATTTGG AAAAAATTGG GAAGACGCTC 60 

15 AAAAAGCTGG AAAAGCTGTA GGTGAAGATT TGAGTGTnAA TGG 103 

(2) INFORMATION FOR SEQ ID NO: 2461: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 52 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 

♦ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2461: 
TTTATATCAG AATAGAATAG TAAACTAAGG CATTTGGAGA ACTTATTCCA TG 52 
(2) INFORMATION FOR SEQ ID NO: 24 62: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2462: 
40 CAGCAGCGAA TTTTTGACGT CCAGTGTAGA ATGGATGTGA ATCAGATGAA ATATCTAAAC 60 
GAATAACTGG GTATTCTTTT CCATCTTCCC ACTCCATCAT TTCTGAAGAn GTT 113 
(2) INFORMATION FOR SEQ ID NO: 2463: 

45 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 255 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2463: 
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CTAACATAAT TGTTAACACT AAAATATTTA CTACTTTTAG AACTGTGCGA TTAAATACAA 120 

TTGTCAGTAT TGTTATGACT AGGCTAACGA TACATAAAAT AAAGAAACCG TTAAAGACTA 180 

AAATTAAGCG ATCGATTCCT TGTTGTAAAT CATTGATATT ACCCAAATTA ATAnTTAATT 240 

GGATGCATTT nCCAA 255 
(2) INFORMATION FOR SEQ ID NO: 2464: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2464: 
20 TATGCGACAA TTCGAAACAT TTTATATGCA AAAGGTTATA CAACAGAGAA TGTTGATT 58 
(2) INFORMATION FOR SEQ ID NO: 2465: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2465: 
TGAATTTCAT TACCACATAT CGGACATTGA TCTCCAATAT TTACAGCAGA TTTAATTTCA 60 
CTTAT 65 
(2) INFORMATION FOR SEQ ID NO: 2466: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2466: 
CGTGACCTTC AAAGACCGAA CGAGAGAGTT GAAGAGCATT TGCGAAGGCC A 51 
(2) INFORMATION FOR SEQ ID NO: 2467: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2471: 
AGAGGTTATG TTGATGTGCT TTATTTTCAT CAATGTCATT AACACAATCA TATTTCTTCT 60 

5 

GTTAATGCAC TGTATTATAT TCAAACGCGC TATCGACAAT TAATTTGn 108 

(2) INFORMATION FOR SEQ ID NO: 2472: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2472: 



20 



GTCCCCAGTT 


GATATAGGAT 


CACAGTTTAA 


TATACTTGGT 


GAGATAGTAA 


TACTATTATT 


60 


AATTCAAATA 


GGTGGTCTGG 


GTATCGTGAC 


CGTAACCCTA 


TTGACACTAG 


TATTTTTAAA 


120 


TAGAAAGATA 


TCAATGAAAA 


ATAGATTCTT 


GATTATGGTT 


ACATGGAATA 


TTGACGAACC 


180 


TGGTGGTGTT 


ATTAAGCTAA 


TTAAACACTT 


GGCTATTTAT 


AGTTTAGTCA 


CTGAATTAAT 


240 


TGGTATGATT 


TGTTTGTGTT 


TATCTTTTAT 


ACCAAAATTT 


GGTATAGGCA 


AAGGTTTATT 


300 


TTTAAGCTTA 


TTCACATCAG 


TATCAGCTTT 


TAATAATGCT 


GGGATTTGCC 


CTTTTTAAGA 


360 


ATAACTTAAT 


AGATTATTCT 


AGTGATCCAA 


TTGTCATTAT 






400 



30 

(2) INFORMATION FOR SEQ ID NO: 2473: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 147 base pairs 
3S (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



4 0 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2473: 

CTTCAAATAC TAAATCAGCG TTGCTAAACA TACCGTATAC ATTTGATGGC GTTGATAACG 60 
CGTCCTGCGC TTCTGTTAAT AACTTTTCAG TTTCAGCATC TAAnATATGA GGACGTTTTT 120 

45 

CATTAATCAA CTTCAAATCA AATGCGA 147 

(2) INFORMATION FOR SEQ ID NO: 2474: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2474: 
CTTTAGGTGC TTGTGGTAAT TCTAATTCAC AAGATCAAGG TAACAAAACT GAACAAAAAA 
CA 

(2) INFORMATION FOR SEQ ID NO: 2475: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2475: 
CCTTTAAAAT CATCTAGAAT ATCTCTTGAG AAAAATTCGA AATCTACAGT 
(2) INFORMATION FOR SEQ ID NO: 2476: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2476: 
ATAGTGGTTA GTCAATGTAA TTAAATGAGA ATAGAATGGT GATTTCATCT TAGCTTGATA 
ATTAGCAGAA TCTTTAAAGA AAATTTTGTC TTnCAAGCCT AAGTTTACAA CGT 
(2) INFORMATION FOR SEQ ID NO: 2477: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2477: 

CGTAACTAAC TCAATTTACT GAAAAAATCG CTTGCGATGC AATAGCATTT G 

(2) INFORMATION FOR SEQ ID NO: 2478: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 60 base pairs 
<B) TYPE: nucleic acid 
(C) STRANDEDNESS: double 



2249 



EP0 786 519 A2 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 247B: 
TAGTTGCCGC TACGTTTATA CTCGTATTAA TGAAAAAAAC TAGCAAAGAA TCTAAAAAAG 60 

5 

(2) INFORMATION FOR SEQ ID NO: 2479: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D> TOPOLOGY: linear 

75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2479: 

TCGGACATGA TGGTAAAACC GTATTGGGTA TTCGCACTGA CACCTTAAGG GA 52 
(2) INFORMATION FOR SEQ ID NO: 2480: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2480: 
TTCCTAATTA AGGATTAAAA AGGGTTTCCT AATTAGATTA nAATTCCGGG ACCTGGATGG 60 

30 

AAAAAAGTTT TTAACTTTTC CATCTGGTCC CGTTTTTTGA TTTTCGATAT AAAAAAAGCG 120 
CAATTATCTC TAT 133 
3S (2) INFORMATION FOR SEQ ID NO: 2481: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2481: 

AAATGTTTTG GAAGAACGTA AGAnAAATCA ATCTGAAACA AATGCACGAT ATGAAGAAGA 60 

ACAAGAAAAT TTAATGGAGC TTTTAGAAAA TATATCAAAT GAGATTTCTG AAGCTCAAGA 120 

TACTTATAAG TCTCTGAAAA GTAAACAAAA AGAACTCAAT GCTGTCATTC GTGAACTTGA 180 

AGAACAACTA TATGTTTCAG ACGAAGCACA TGATGAAAAA TTGGAAGAAA TTAAAAACGA 240 
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TACTATAGAA GAGAATGAGG CTAAAAAATC CAGACAGGTT CTCGTTAGTT GGAGTTTTGA 360 
GCCATTGAAA GTATTCnGGG GGCCAATTAA AACCGCCAAA 400 

5 

(2) INFORMATION FOR SEQ ID NO: 2482: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

70 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2482: 

AAGGTGCATA GTCAACAACA TTTACAGCAT CATTTGATTC TGAACTAACC GAAACATTAT 60 
ACTTACCG 68 

20 (2) INFORMATION FOR SEQ ID NO: 2483: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
2S (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2483: 
ATGAGCCnAC ACAGTGGTGA GGTAATCAAC GGTACAGTGG TTAGTGTGAT 50 
(2) INFORMATION FOR SEQ ID NO: 2484: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2484: 

CGGAACTCGT CGAATAACTT TTTAGATTCT TCGTTAGCTT TTACATTAGC GAATGCTTCT 60 

nTGATTGCTT TGTATTCTTC GCTTTCTCTT AAAGCTTGTT CTAATTGATT TGCATAATCA 120 

TATAAATTTA CTGCCATGGT TATAGCACTC CTTGGTnGTG ATGTTTATTA AAACGTTCGA 180 

TATTACTTTA CCACATCTCG CTTTTTTAGA CAA 213 

(2) INFORMATION FOR SEQ ID NO: 2485: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 376 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24B5: 

GACCAAAATT ATCTTTAGCA CTTATAGGTA TCTTTTTAAT ACTTTGTGAG TTTTTCTATG 60 

GCATTCCTTT TTTAGGTGCA ACGTTTATTT TAAGTTTTGG ATGGCAGCCT TTACTCTTTA 120 

ATGCATTACT TTATCTAATT CTTACTATTA TATTATTAGT GAATAGACAA AATGCGATTA 180 

GACCTATAGC GATTATTCCA ATATTTGGTA TAGTAGGTAG TTTTTTAGCT ATTATCCCCT 240 

15 TCTTAGGAAT TTTGATTCAT TGGATTTTAT TTTTCCTAAT GATTCCAnTT GTCCTAGTTG 300 

GATTATCAGC GCCAACCTAT ATACCCAATA AAAATGCTCG TGnCnTTTTA CACACAATAC 360 

AAAGATGGAC CTAGAG 376 
(2) INFORMATION FOR SEQ ID NO: 2486: 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2486: 

30 

TTGACCTTGA CGGAAACTTT TTTCCAAGTT CTAAAAGTGG GCCAAAATCT T 51 
(2) INFORMATION FOR SEQ ID NO: 2487: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2487: 
GAATTTTGGC ATACACATAC ACTTTAAAAG ATATTATTGA AATTACAGGT GTAACTAAAA 60 

45 

GAACTTTACA TTATTACGAT GAAATAGGAT TATTAGTTCC AGn 103 

(2) INFORMATION FOR SEQ ID NO: 2488: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 

55 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2488: 
AATTACATTA GCACCAATCC ACACATCATT TTTAATTGTT GTACGGCTAG GTTGGTCATT 60 
AAAGTCTATA AACGTTTnCT TTAAGTTAAA TGGATTATTA TTTAGA 106 
(2) INFORMATION FOR SEQ ID NO: 2489: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2489: 

TGAATTTGCT TGAGTCGTGC TGCTGATAAC AATAAAATTG CACATGGATA AAGAATGACG 60 

20 C 61 

(2) INFORMATION FOR SEQ ID NO: 2490: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 
(D> TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2490: 
GCTCGTATGA TACAAATTCA TAATCTGAAA CTTCTGTCGT TTGTCGAACA TGTGGTAACC 60 
3s AATTCTTCAA GATGCTGTAT ATTTCTGCGT AATTTTCGTC ATTCCTGAAT AACCTCAACT 120 

TTAAAATGTC ACCTTGTTTG ATATAACGCA TTAAAAAATA TTGATCTATA TCTCCCTTAT 180 
CTTTAAGATG TTTTACAAAT GGATACAAAT TGTCGATGAT AAATGTATCT TGCGATGGCT 240 
40 TATCGATATG AATATGTAAT GCAAACCAGT CTTTGTCATA TTCAATATCT GTATTTTTAT 300 

ATTTTGGAAT TTCGATTTCG GGTCCTCGAT AAGATGATTT TTTATAAATT GGTGTAACAA 360 
TTTCATACAC ATGATCATTC TTTGATTGAG GGAAAAATGA 400 
(2) INFORMATION FOR SEQ ID NO: 2491: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
SO (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GACTGTTTTA TCGCAACTAT TTACACCTAT ATTATCGTTA GTAGGACATC TCGTCGG 57 
(2) INFORMATION FOR SEQ ID NO: 2492: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2492: 
CATTGAACTT GCTTTTGACG TACACCAGTA ATCAATGCCA TAATACGATC CGG 53 
(2) INFORMATION FOR SEC ID NO: 2493: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2493: 
AATACAACTA ACATACACTT ACCCATGTCC GAAGTCCnTG TTGAGGAATG 50 
(2) INFORMATION FOR SEQ ID NO: 2494: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2494: 
40 GCTGTTTAGC TTGCTCAAAT GATGCATAAA TATCTGATGC AACTATCATA TCAGCTAGTT 60 
CATCA 65 
(2) INFORMATION FOR SEQ ID NO: 2495: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 322 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2495: 

55 
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ATTAAGCTTT CTAAATCATT GATGTTAGGA GCTAATGTGC TCGATAAGCA GAGTAAAGAA 120 
GAATTGCTTA AACAAGCTAA ACATATAACA GGTTTAGAAA ATCCTAATAG TCCTACACAG 180 

5 

TTATnGGCTT GGTTAAAGGA TGAACAAGGA TTAGATATAC CTAATTTACA AAAGAAAACG 240 
GTTCAGGAGT ACTTAAAAGA AGCAACAGGA AAAGCTAnAA AAATGCTAGA AATTAGATnG 300 
CAAATGTCTA AAACCAGTGT GA 322 

10 

(2) INFORMATION FOR SEQ ID NO: 2496: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 59 base pairs 
is (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2496: 
ATCAGTGTTA ATTCGCACGG AATTTCCTTC CATTAAACTA ATCCGATCAT ATAATGGAT 59 
(2) INFORMATION FOR SEQ ID NO: 24 97: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2497: 
CTAATTAAGC CAAAAGGGGA AGGGTCCACC AACCCTTGGT TTCCCCCCAT TGCCCGGAAA 60 
CCACCAGnAA GTTTAAAGCT TCCCTTTAAG CCGTCCGATG GGTAGTCCGA ACTTTACCGT 120 
TCCCGC 126 
40 (2) INFORMATION FOR SEQ ID NO: 2498: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2498: 

50 

CACTTTGCGC CAGTTTTCAG TTGAGTGGCA TAGAGTCTGC TCATCAGTTC CTTGCTCC 58 
(2) INFORMATION FOR SEQ ID NO: 2499: 

55 
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(A) LENGTH: 90 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2499: 
10 TCATGATGCA GACGCAACAG CATTTGGTTA TGAATATGGA CAAATACCAC AGATGCCGGT 60 

AGCATTTCAA TCAAGTAAAC CTTTAATAGA 90 
(2) INFORMATION FOR SEQ ID NO: 2500: 



15 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 292 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2500: 

25 TGCTCAAAGT CGTGTAGACA GCCAACTAAT GCATTTTCAA GATCAGTGAC ATCTCCGACA 60 

CCAAAGAAAT CACCGAATAT TTTTGCATGT TCGATTTTAC CTCGTTTAAC ATCAAACTTA 120 

ATTTGTACAA ATCCTTTTTC AAATTTTTCC TCGCGTTCAA AGTTATATTT AGGGTTTCTA 180 

30 CCATAATTCC ATTCCCAAGT TCTATATTTG TCGTTACTTA ACTTTTCAAT ATTnTC CCAA 240 

TCTTCATCCG TTAATTGATA TTCTTCnACT TCAGTTTCGC CAAAGATAGT TT 292 

(2) INFORMATION FOR SEQ ID NO: 2501: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D> TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2501: 
45 GGTGTGTGTA GAGGTCGAGA GTTGGGGGGG GAGTAACGTG GAAGTTGCCC GGACAGCA 58 
(2) INFORMATION FOR SEQ ID NO: 2502: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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ATACGGGAGG TATCAGCACG TACGTGCAGT CGGTAATGGA TCnAAATACG 50 
(2) INFORMATION FOR SEQ ID NO: 2503: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2503: 

15 ATCCCCACTC TTTTTTAAAT GATTTAACCA TATTTTATTT TTAAAATAAA TATCCATCAA 60 

AGTGTATCAA TAAATTTATC ACATGTCAGA AAGTATGCTT CATCTGAATA CACCAATACT 120 

CTCATGAAAC TTATTAAAAA TTACTCTCTC AACGTAAAAn ACCATTCAAA TTCATGAATG 180 

20 GTTTGGAAGA ATGATTCATT GTTACGCTAT TTAATCACTA CATCTTAATT ATTGTTGCTC 240 

TAAACGATTA CGCTTACCAT TTAAGAAAGC ATAAACGAGA CCTACAAAAA TACCGCCACC 300 

GACAAAGTTA CCTAAGAAAG CAAAAACGAT ATTTTTTAAA ACGTGTAACC ATGAAACTGC 360 

25 ATCAAGGGTA AAGAATACCA TACCTGCATA TAGACCTGCA 400 



(2) INFORMATION FOR SEQ ID NO: 2504: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 355 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2504: 



ATTATCTATG AATAAAATTT ATAATAAACA TATATTGAGA AATTCTCTAA TACCTATTAT 60 

40 TACATTTTTA GGTGCTGATA TTGTAAGTAT TTTAGGTGGA GCCGTGATTA CGGAGACTAT 120 

CTTTTCATAT AACGGTATCG GTAAATTATT TTTAGAATCG GTAATAGGCC AAGACTATCC * 180 

ATTAATGATG GCATTAACGT TATTTTTCTC ATTTTTAGGT TTACTGGGTA ATTTGATTTC 240 

45 TGATATTACT TATGGATTTA TAGATCCAAG AATTAGAAGT AACTAGGGGG GATTAGAATG 300 

CAAAATAAGT CAAAATCGCC TTTnAAAATT GCATTTTCTA AATTnATTCA TAnTA 355 



(2) INFORMATION FOR SEQ ID NO: 2505: 

SO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 254 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2505: 

CCGTTAGTTC CATACCATAT TTTTTTCTAT AAAATAATTT AACATCTAAT TGCCTTTCTA 60 

ATTTTTCAAT AGGGGTAGAT ACAGTTGACT GTGAATAGTT AAGTAACTCT GATGCTTTAG 120 

TAAGGTTCTT TGTTTCACTA GTTACTAAAA ATGATTTTAA AATGTTTAAG TTCAAAGTAG 1B0 

TACCTCCTTT AGGGTTCCCT TTTATCGAAT CCTGAATTCT AAGAATTCTG ATTTAATAAT 240 

AATATATnAn ATAT 254 
(2) INFORMATION FOR SEQ ID NO: 2506: 

15 (i) SEQUENCE CHARACTERISTICS: . 

(A) LENGTH : 268 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2506: 
AACTCCACCG TGTAGTTGCG CTTCATCGCC TTGAGGATGC GATTGGCGCC GTGCTGCGCG 60 
GCACGTGCAG ATAGTGCGAG CACTTGGGCA GATCGCGCAC CGCCTCCAGC AGGTCGTCGG 120 
TCATATCCTT GGGATAGTTC GTTACGAnTT GGATCCGGTC GATGCCGTCG ACATCCGAGA 180 
TGCGGCACAG CAGGTCGGAC AGTCGCGTTG nCCGCTGGCA GTGTCGTAGT GGTAATGTTT 240 
CACGGTTTTG ACCTAGCAGC GTTCACCT 268 
(2) INFORMATION FOR SEQ ID NO: 2507: 



25 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2507: 
AAAAGTGGCT AATATCATCA GCAGAATGTA TAACATAATC GAATTGCAAC CAGCGATTAT 60 
ACCTTT 66 
(2) INFORMATION FOR SEQ ID NO: 2508: 



(i) SEQUENCE CHARACTERISTICS: 

so (A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 



55 



2258 



EP0 786 519 A2 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2508: 
ACCTCCGCTT CAAATGTCAT TGATAGACAT TTAAAGCGGA GGCATGTACA TGT 53 
5 (2) INFORMATION FOR SEQ ID NO: 2509: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2509: 

ACCCTATGAn AGATGAAGTn ATTAACCAAA AACCACGTGT TGTAATATTA 50 
(2) INFORMATION FOR SEQ ID NO: 2510: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2510: 
TTAACCTATT ATATTAATTT TAGTATCAAT TCTTTCTCCA GTTCCTGCGT CATTTTT 57 

30 

(2) INFORMATION FOR SEQ ID NO: 2511: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 
& (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2511: 

ACGTGTTCAT AACCCATAAA GGCGAATATG GTAACACCGA ACATCATGAC A 51 
(2) INFORMATION FOR SEQ ID NO: 2512: 

4* (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GTAnAGCGGT CCGCGCTTAA AGCGCTTGCT AACTTCGAAC AATGAATCTG CGGAACATCT 60 
TGCGAATCCA CGAGATGATC TCATATGACG GGCAGCGAGG T 101 
(2) INFORMATION FOR SEQ ID NO: 2513: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

10 (c) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2513: 

GGGTAATGTA ATAGTATTCA TCTACATCAT CTTGATCATC GTAATGCTGA TTGTACCCTT 60 
CTAAATC 67 

20 (2) INFORMATION FOR SEQ ID NO: 2514: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2514: 
CCCGTCGTTT TCGTGnTTTT CGCGGCGTGT CTCCTGTTCG CGCCTCTACT 50 
(2) INFORMATION FOR SEQ ID NO: 2515: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 275 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2515: 

AAGAAAATAT CTCTTGAATA CTGATCGATT GCCATCGAAA AACACTGTTA AATCAAGTTG 60 

CCCAGTCCAT TGTTGTTCAT CCATTATGAT AATCCTTTGA GTAAAGTGTC GCGTTCAATC 120 

CAATCGATAA CTTCATCCAA ACCTTCGTCG GTTTTTAAGT TAGTAAAAGT AAATGGACGT 180 

TTACCACGAA ATACTTTAGT ATCTTCAGCC ATTTGTTCTA ATGATGCACC TACATAnGGA 240 

GCTAAATCAG TnTTGTTAAT TACAAAGACA ATCTG 275 
(2) INFORMATION FOR SEQ ID NO: 2516: 
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(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2516: 
CTGCACCACC AATAACGTAA ATACTGTATA TACTAGTAAT CGCTAATACA CCGATATTA 59 

10 

(2) INFORMATION FOR SEQ ID NO: 2517: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 base pairs 
is (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2517: 

TCTGCTACTA CGTATACGAT AGAATGGATT TCTTTTTGAA CCTAAACGTG TTAAACGAAT 60 
TTTAACTGCC ATTTATAAAA TCTCCTTTAA GTCATGTTTT AATTTTTATT TTCTACAnG 119 

25 

(2) INFORMATION FOR SEQ ID NO: 2518: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2518: 

ATTTCCTTTT AAGTTTTTAA AAATCCAAAA TCCTTGTGGT AGGGCCATGA AAGGGTTGGG 60 
(2) INFORMATION FOR SEQ ID NO: 2519: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 294 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2519: 
ATAGAAGTGA AGCACGTAGA TTGAAACGAT GGTTAAATAA CGAGAGACAT TTAGAAAACA 60 

50 

ATAAAAATGA GGAATAATCA ATGATACATG GAATTGGTGT AGATTTAATC GAAATCGATC 120 
GAATACAAGC GTTATATAGT AAGCAACCAA AATTGGTTGA GCGGATTTTA ACTAAAAATG 180 
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GGTTTGCTAC AAAAGAAGCG TCAGTAAAGC ATTAGGCCCC GGCCTnnGGA AACA 294 
(2) INFORMATION FOR SEQ ID NO: 2520: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2520: 

75 TTTTAGGCCG AAGAnGTAGT AATTTCCGGT CCTTTAAGGG GCGGGTGGTT AACCATGGCA 60 
ATTAATCCCA GGGATGACCT TACCTAATAA CCACCTAATA ATTACCCGGA CCAAAGGTGG 120 
AAATAATCCC TCCGGTCCTT CCCGG 14 5 

20 (2) INFORMATION FOR SEQ ID NO: 2521: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 169 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2521: 
TTTTAGTCAC CAAAATTCTC GCATTTAACT GATACGAATG TGCAATAACT AAAAATCGAT 60 
CTAATAATTG CGTTGAAAAA TTTGGCTCGA CAGCACTCAT TACAATTACn AGTGTATCTA 120 
TATTACTTAC AGGTGGTCTT TTCAACTCAT TTTCCCGCTC AAACACTTG 169 
(2) INFORMATION FOR SEQ ID NO: 2522: 

<i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 88 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2522: 

ATCCAGCCTT TCAACAAATA AATCTGAAAT TCGATGTTCT AAAATTTCTG CTTCTTGATG 60 
TACTTCTTCC CAATTATATT TCAATATT 88 

50 

(2) INFORMATION FOR SEQ ID NO: 2523: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 228 base pairs 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2523: 
CAGTAACATC AATCTGTCCT GTAAGCTTGT GGTACTCCGA TACAACCATA AGTCAACGCA 
CCACCAAAAA CGCCTTGGAG CCGTTCTACT TATTAGTCCA AGTTTAGACA TTGAAATACC 
AACAACTTTG CAnTCCATAG TATCTGAAAA TGTAGACATT GCCTGCAATA AATTTAACnC 
ATCATTTTTA TTATGTGGCA TTACTGCTAA TTTAACGTAT TCTGGGTT 
(2) INFORMATION FOR SEQ ID NO: 2524: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2524: 
CTCATCCATA GCGCTGGTAT TAGTATAGGT GTCAAACCAT TAGCGTATAT CATATCTTCT 
GGATGTnCTC ACATATTCAT AGATGCACAT TTTACTTCTC TCGTACCTTA GTACTGGGA 
(2) INFORMATION FOR SEQ ID NO: 2525: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 357 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2525: 

TACCAATATT AAATTTGAAC ATTATAGTTT GACCATCATA ATCTATCTTC TCTATTTCAT 

TATAACTAAT ACTTCTATAA TAAAATTGGC CATTCATATC TACATTCATA ATTAATCTTT 

CATTTGTTGC TATAAATGCC CCTTCAAATT CATTCTCACC TTGAACTTGA TACTCAATTA 

TTCCTAGCAC TGACGGACCC TTTTTTTCAG TTGGAAATAA ATCATTTGGA TTCACATTAT 

CTAAAATCAT AATATCCCTC CCACTTAAAA CTATAAACTA TTCTTCATAG GTATATGAAA 

TACAAGTGAT TAACTATTnA TnATnAAGCT TAACTTGTAT TCCCTTTTCA AGATAAT 

(2) INFORMATION FOR SEQ ID NO: 2526: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 261 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2526: 

CACGCGTCCG GCCACCTGGA CATGGCCGAC CTAGAAGCCA AGCTGCAnGA GGCCCAGAAG 60 

10 CATCGGCTGC GCCTGGGTGG CCACTGATGG GGCCTTTTCC ATGGATGGCG ACATCGCACC 120 

CCTGCAGGAG ATCTGCTGCC TCGCCTCTAG ATATGGTGCC CTGGTCTTCA TGGATGAATG 180 

CCATGCCACT GGCTTCCTGG GGCCCACAGn ACGGGGCACA GATGAGCTGC TGGGTGTGAT 240 

GGACCAGGTC ACCATCATCA A 261 
12) INFORMATION FOR SEQ ID NO: 2527: 



15 



20 



25 



30 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2527: 

CTnTAGAGGA TATGAGTTCC TCATCATAAG AATTTCTGGA TCCTTAATAG ATCTCTTGCT 60 

ATATATAATG TAATAGAAAC ATCTTTTAAG GATCCAGAAA TTCTTAGA 108 

(2) INFORMATION FOR SEQ ID NO: 2528: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2528: 

TTTTAAAATA CTTGGTAGAA GTTGGAATGG ATTAATCATT AATTATCTCT CAAGATGTAA 60 

45 TGACTGTTCA GCACACTTTT CCGATATGAA AAGAGATTTG AAnACAATA 109 

<2) INFORMATION FOR SEQ ID NO: 2529: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 150 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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GATTAAATTT GTTATACCTG GCTTGTTGTC ACGATCAAAT TTAATAATAC CATCTGAATC 60 

AGTTACTGCG CTTTTAATTT TTTTAGCTGC AACATTCGGC TCGTCTAATA ATGAAATnGA 120 

5 GTTTTTAGCA TTATCATCAC TCTTACTCAT 150 

(2) INFORMATION FOR SEQ ID NO: 2530: 

(i) SEQUENCE CHARACTERISTICS : 
10 (A) LENGTH: 127 base pairs 

(B) TYPE: nucleic acid 
<C> STRANDEDNESS : double 
(D) TOPOLOGY: linear 

15 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2530: 
TTCTTTTTGG CCAGTGGCAG GAAGTACGGT CTTATTTGGT GTTATGTTAA GAAGGTATTC 60 
20 CCATTTATTT ATCGTTAAAT ATGnATATAG TATAGTAATT TTAATTTGTT GCATCATAAT 120 
ACTAGGT 127 
(2) INFORMATION FOR SEQ ID NO: 2531: 



25 



30 



35 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2531: 
CACATAATGA TTCGAATTAT TGTTTTAATT AAACCTTTTT CACATATGTA TAAATTTTAn 60 
AGAGCGCATG CGTGAATATT TTCATTTGAT TCAAAGGCAA AAGATAGCCT TATACTCTTT 120 
TC 122 
40 (2) INFORMATION FOR SEQ ID NO: 2532: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2532: 
AAATAATAGA GCAATTGGCA CATGTAAGAA TGCAAATTGA CTATGGCATC CAGTATTTTG 60 
GTCACAAATG GGTTGTATAT GAGCATGTTG AAAAATAAGT CTTATGnTAA ACACTTAGTA 120 
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(2) INFORMATION FOR SEQ ID NO: 2533: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2533: 
GAGAGCGGCC GCGTGTAAGG AGAGCGGCGT TCGTTCGCGT GACGCGAGTG TGGTTCGCGA 60 
GAAGnGGACC AGAGTTCCCG ATCGAGGCTG TTCGGGTAAA T 101 
(2) INFORMATION FOR SEQ ID NO: 2534: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 . (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2534: 

TTGCTCATTA AAGATTATCC CAATCAATAT CATCTATATT TGTTGTACCA CTATTATCTT 60 
TTTCTCTTTC TCTTACTTTG TnCATTGTAC CAGTAGATTC AAGATATATT GT 112 

30 

(2> INFORMATION FOR SEQ ID NO: 2535: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 
55 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2535: 
ATAACGAATC CAAAAATATA GAGAATGACA GTGAAACTTA AATAGGACTC T 51 
(2) INFORMATION FOR SEQ ID NO: 2536: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2536: 



55 
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(2) INFORMATION FOR SEQ ID NO: 2537: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 158 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



10 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2537: 
GGATGTACCA CCAGCATAAT AAACAACTTC AAATGGATTG ATAAAGAAGA nACCAGCAGA 60 
GATAGGTAAT TCATTACCAT GTTCTTCTTG TAGACGTTTA CCTTCTTCAA TCTTTTGCTC 120 

75 

ATTTGCATCA AGTTGTTGTT GTAAGTTATC TCGCTTGT 158 
(2) INFORMATION FOR SEQ ID NO: 2538: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
<C) STRAND EDNESS : double 
(D) TOPOLOGY: linear 

25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2538: 
TATATTCATT AAATCCACAA AGCGGTCCCG TATAAACATG GGTTTCCATT 50 

30 

(2) INFORMATION FOR SEQ ID NO: 2539: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 
55 <C> STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2539: 
AAAGTATACA TATCACTCAA CTAATCAATA ATCATACTTA CCTTCAACAA ATTCTTTAAC 60 
ATGCAGTGTT ATCCCTTGAT AATATGGATA TTTnGTTAAT CTA 103 
(2) INFORMATION FOR SEQ ID NO: 2540: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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CAATCAATTT GTCTATCTGT TGAGTGGCAA CCTCTAATAA GCCTTTTATA TTGTCA 56 
(2) INFORMATION FOR SEQ ID NO: 2541: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2541: 
TGGAAATAAC GAAAGTATTA TTAATTTAAA GCATCTTTCT CCCAATACTT TAATGAGTGA 60 
TATTGTTTAT ATACCGTATA AAACACCTAT TTTnGAGGAA GCAGAGCGCA AGGGAAACCA 120 
TATTTA 126 
(2) INFORMATION FOR SEQ ID NO: 2542: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 201 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 



35 



(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 2542: 
ATCAGTTTCT TCAAAAATAA CTGAAGTATC TGATGCTGAA AATTGGAATA GTTGATGGGT 60 
CGGGnTATTG ATTTTTATCT GATGTAAAAA TCCATAAGTG CCATAAGATG TATATAGTTT 120 
CTTCATATGA AAGGTCCCCC TTATGTnTTT ATTTATTATA CGATGATAAA CTAGTCATTA 1B0 
CCACTATTAA TAATTGATTA A .201 
(2) INFORMATION FOR SEQ ID NO: 2543: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2543: 
GAACTTTATT ACAGGAATAG ATAAGCACAG TCGTGTTACA CAGACGCTAA ATGCGCGTTC 60 

50 

GTATG 65 
(2) INFORMATION FOR SEQ ID NO: 2544: 

55 



2268 



EP0 786 519 A2 



(A) LENGTH; 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2544: 
10 AGCTATTAAT GGCGCTATAA TTGATACAAT AGTTATGATT AATAAAAAAA TAACCGATAA 60 

CATTGCAATT TTATnATGAA TAAATTTAGG AAATGCAATT TT 102 
(2) INFORMATION FOR SEQ ID NO: 2545: 



75 



20 



25 



40 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2545: 
AATCTACATC CAGCATGATC nACATCAnAG CnGGATTCAC CCTTACTTCA 50 
(2) INFORMATION FOR SEQ ID NO: 2546: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 2546: 

AACCATTCAA CACACGACAC TAAAGTGCAG TACAATCCTA CAAAACGATT GTTTTTATCG 60 
GGTGGTCTAA CCATTGAATA AATAATGAAT AATGGTAAnA 100 
(2) INFORMATION FOR SEQ ID NO: 2547: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 base pairs 

(B) TYPE: nucleic acid 
4$ (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2547: 
ATTGAAAATC TTTTATCATT TCATACGTGT GCATAATTAA AAAGGTGAAA CCTCTTATTT 60 
TGAGATTTCA CCTTTTTTAT TGTTAATTTA AATTTAATTT TAATGATTAT TTTGTTTCAC 120 
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(2) INFORMATION FOR SEQ ID NO: 2548: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2548: 
AAAGTGAAAA TTGGAGGTGT AATTTTGACT AGAACTTATA ATATTATTGG TATCCTTTCT 60 
TGTCTTATAT CTTTTATTAT TATGGCGTTA CCAATnATTT GGTACACAGC TTCAGCATTA 120 

15 

TGGTTCTTCC CAGGTGCAAT CA 142 
(2) INFORMATION FOR SEQ ID NO: 2549: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 
CB) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO- 2549: 
CCCAACCCTA CnAACGACAT TACACAATCA GTAACAGATC GGTATTAAGA CTGGATATCG 60 

30 

TGGCATCTGT TGAGTTAATA TCAACAGTCG TCCAGAACTC G 101 

(2) INFORMATION FOR SEQ ID NO: 2550: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2550: 
TGTAACCATG ATTTAGATGA CTAAACGTGC TTGCCAACAT GCTTCATCCA ATGCCGAATC 60 
45 CTTTAGCTAC AT 72 

(2) INFORMATION FOR SEQ ID NO: 2551: 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 303 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2551: 
CAGTAAGAGG ACAAGGCTAT AAGGTGGAGA ATCATGTTTA AAACACTCTA TGCTAGAATT 60 
5 GCGATTTATT CCATTACGGT TATTTTATTT AGTGCATTAA TAAGTTTTGT ATTAACAAAT 120 
GTTTACTATC ATTATAATTT AAAAGCATCT AATGACGCGA AAATCATGAA GACGCTTAAA 180 
GAAGCAAGAC AATATGAACA ATCAGCTAAA CCAACGCACA TTCAACAATA TTTCCAnACA 240 
TTTAGGGTCA AATGGAATTA CCAAATAATG ACCATGGATC CATAAAGGTC nTnAGACCTT 300 
TTT 303 
(2) INFORMATION FOR SEQ ID NO: 2552: 

15 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 150 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2552: 

25 TTTACTTTAG CCTTTATTGC ATTTGTAATT TATAGAACTG CGAACAGGTG ACTACTGTnA 60 

ATTTATGTGA TTAAAGTTTC AATGATATTT GATTTATTAG ACCATTGCAA AAGCGCAAGG 120 

TTCTCATGTG CTGCTACAGT TTGCGGTCTT 150 



(2) INFORMATION FOR SEQ ID NO: 2553: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2553: 

40 

GCACTCGTCA ATAAAGATGA AGCAGCATTT AATCAATATA CGGCAGAATA CAAAAATT 58 

(2) INFORMATION FOR SEQ ID NO: 2554: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 base pairs 
(B> TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2554: 
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AAAATCGTTG AATAATCAAT CATAGCAGTA AGCTATGTnA TATATTTTTA AAAATTGA 118 
(2) INFORMATION FOR SEQ ID NO: 2555: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2555: 
ACAACTTCAA AGAAATCATG TCACAAAAAA AGTATTTGAT TTTAATCATA nGTGGCGACA 60 

15 

ATCCGCATAC CAAAGCACAA CCTTTAGTCA ACCAATTCAG AT 102 
(2) INFORMATION FOR SEQ ID NO: 2556: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 242 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(DY TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2556: 
AGATGCATTA GCAGCATTAG ACGTTAAACC AGTTGGTATT GCTGATGATG GTAAGAAAAA 60 

30 

ACGTATCATT AAACCAGTTA GAGAAAAAAT TGGGGATTAT ACTTCTGTAG GTACACGTAA 120 
ACAGCCAAAC TTAGAAGAAA TTAGTAAATT AAAACCGGAT TTAATTATCG CTGATAGCAG 180 
TAGACATAnA GGTATTAATA AAGAATTAAn CAAAATTGCA CCAACATTAT CATTAAAGAG 240 

35 

TT 242 

(2) INFORMATION FOR SEQ ID NO: 2557: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 248 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2557: 
TGCACTCATA ATCATCGGAA TATGTATAGA ATCAACTATC ACTTTGCCGT GTTTATCTGT 60 
50 GTTAAATGTG TAACCATAAC AGTGTGTCCC ATTTGGATTA TGAATCTCAG AATAATCATC 120 
AAAAATATCC TGAATTTnCA AATTAATTTC ATTATAGCGG nAGCAATGTC TATAAAATTT 180 
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TATTTCAA 24 3 

(2) INFORMATION FOR SEQ ID NO: 2558: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
CO STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2558: 

TTTGGGTCGT GATTGAAAAA ATCTAAGGCT AATAAACCAT GTTGTTCTGC GCTTAATAAT 60 

TGTTTGAGTA TACGGTTAAT AATTAACTCT GTATCATGAG GGTTGACGCG AAAGTCAGAG 120 

CGCATATAAG TCATATAATT CTCGAAGATT TCTCTATCAG TATTGCTTAA TCTTAATGAT 180 

TTAACATTAT TTTCTTTTGT TAATTGCGCA GTACTTTTCA TTGTTACTTA AGCGCTCCTT 240 

TAAAAATGTT TAATTCCAAA TTAAAATGGA AATGATTTTA TAGTATTAAT AAGGTCAATC 300 

ATATCATATT AAACGCATAA ATATAACGAT TAATATTGGA GAGGAAAATG AGGACACTTA 360 

25 ATAAAGATGA ACATAATTAT ATCAAGCAAA TAGCTAATAT 400 
(2) INFORMATION FOR SEQ ID NO: 2559: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 333 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2559: 

AAGGGAAATT TAAAAGTATC ATTTGATTAT ATAGATTGGA TTAAATTAGG TTTTGGCCCA 60 

TCAGGAAAGG AAAACTACTA TATGTACAAA AAATTTGGTA TTTTACCAGA TATGGAATAT 120 

GAAATGGAAG AAATTCGAGC AGTAGAGAAG TATGTTAAAG AGCAAGAGTA GCAGACATGT 180 

TATAAAAGAC TGTGCAAAAT CACCCTCGTT TTACATTTGA TTCAAAGAAG AAGGTAAAAG 240 

ATAAGAnTAT TTGCAACTTA AAAAGTCAAT nAGCTTATCG GTATCCATAC ATCATGGATA 300 

AATGAGTnCA ACTAATTAAC AAATCACGAT ATA 333 
(2) INFORMATION FOR SEQ ID NO: 2560: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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10 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2560: 
GTAAGACATT CACATTTATC ATTTCACCAC AATGGGTTTA CCAACCATGG TTTAACGAAT 60 
CCAAAACTTT GATGCTCGTA TGTCTCA 87 
(2) INFORMATION FOR SEQ ID NO: 2561: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS: double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2561: 
TTGCATTTTG ACGTAAATGA TTAAACAAAT CGTGATTATC TCTTAATTTT CTAACCGCCT 60 
20 TTTCAATTTC TAACGGCGTA ACTTCCTTTA GAACAATGCC AAATTTATAT TTnTCAT 117 

(2) INFORMATION FOR SEQ ID NO: 2562: 



25 



30 



35 



50 



. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2562: 
AAGTCAAACA AAATAAGCAA ACAGACTGGT CAGAAGATAA GTTGAATAAT ATAGCTTTGA 60 
(2) INFORMATION FOR SEQ ID NO: 2563: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 

40 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2563: 
45 AAGTGTTATT ATTGTGATCA TAAAGTGAAG TATTACCTTT TTTATTCGTA ACCCGATTCC 60 
ATGCGCCTTC AACATAAACT 80 
(2) INFORMATION FOR SEQ ID NO: 2564: 



(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 64 base pairs 
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(A) LENGTH: 223 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 2568: 

10 TTTTAGGATT TGTAGTAGGT GAGCGACGTA TTnnGGATGC AATCCAGAGA ACAATAAATA 60 

TTGAGAGAGA GCAATTCATA ACGCAGTTGA AATACATGTG TTACGAATTG CTTTTATGTT 120 

AGTTTTTATC ACACAAGTTT TTTGATGCAA CCCCGTGATA GCGAAACTCA TATGTAGATA 180 

15 ATACAGCTTT TTCAGCATCA TCTACATGAA TTCCAAAACA TCA 223 



(2) INFORMATION FOR SEQ ID NO: 2569: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2569: 
AATAATGCCA TACAGTGAAG ACCATGCGCA TCAATCGATG TCTAGTGTGT ACTACGTC 58 
(2) INFORMATION FOR SEQ ID NO: 2570: 

30 

ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 250 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2570: 

40 CGTTTCATTA GTTTTAAATG ATCCCCAATA CTTTTTGTAC CTTCACCAAC TATCGTTCCA 60 

ACACTATCTA CAGCTTTTTC TGTGGTATTT TTAAACAGCG TCTATTTAAT GTCTTATCCA 120 

ATTAGTTTTA TCTCTTAATC CAAATTTATT AGTATGAAAA GTCCAATTTT TAAGAATTGT 180 

45 CTAAACAGAT TCCGCAACAA AACCAGCTAn AAACCGTCCA TACTATTGGA ATnAAAACGC 240 

CAATGTTATA 250 



(2) INFORMATION FOR SEQ ID NO: 2571: 

SO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 174 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2571: 
AGCTCCTTTC TTTCTAGTTA ATATCATTnA ATCTTGTTTT TCAGTGTCAA AATTACCTGT 60 
AAAAACAACA TTTTTATCTT TTAAAATAGG GATTACACTT TCCACTTCTA TTTTATTAAT 120 
CTCAGATATT TTCATATGAA TTTTTTGAAA TCCTGAATCG AAAAGTTTAG TTGG 174 
(2) INFORMATION FOR SEQ ID NO: 2572: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 390 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2572: 

CATGCGGTAG GTATTTCTAA TCTATGGACA AATGGCGGAT TTATGCCAAA TGGTATTGTT 60 

GGTTTCTTCT TTGCATTATC AATTGTAATT GGTTCATACC AAGGTGTGGA ACTGATAGGT 120 

ATTACGGCAG GTGAAACTAA AGATCCTCAG AAAAATATCG TTAAAGCAGT GAATGGTGTT 180 

25 ATCTGGAGAA TTTTAATTTT CTATTTAGGC GCTATTTTTG TTATTGTTTC AGTGTATCCT 240 

TGGAATCAAT TAGGAGACAT TGGAAGTCCG TTTGTTGCAA CATTTGCTAA AATCGGTATT 300 

ACATTTGCAG CTGGATTAAT TAACTTTGTT GTAnTAACTG CAGCAATGTC AGGATGnAAC 360 

30 TCAGGGnATT TGCAGTGCGA GTCGTAATGA 3 90 
(2) INFORMATION FOR SEQ ID NO: 2573: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2573: 
TAGAGTACAG AACATACGCA AGGAACTCGG AGTTTACTCA CGGGACTTnT 50 
(2) INFORMATION FOR SEQ ID NO: 2574: 



£i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
50 (D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2574: 
TACAATTACA AACGCATCGT GAGATGTTTT AAGCATCAAT GAGAATCTAA CTCTCCAAG 59 
(2) INFORMATION FOR SEQ ID NO: 2575: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2575: 



20 



GACACAACGT 


ATGACGCATG 


AAGAGTTGCG 


TGTTGACAAT 


CAAGATGATC 


ATAGCCAAGT 


60 


TAGTCTAAAT 


GGTTACACAA 


AGGGGTCTGA 


GAAAGATCAA 


GAAGCATTCA 


CTAATAATAA 


120 


GGATGAGGAA 


GCAGTTGCTG 


CTAAAAATCC 


TGAATCAGAA 


GAATATAAAG 


TGAATGAAAA 


180 


AATAAAAAAA 


GAACATAAAA 


ACTTTATTTT 


TGGTGAAGGT 


GTTTCAnGCG 


GTAAAATATT 


240 


AGCGGCATTA 


TTATTCGGTA 


TGTTTATTGC 


GATTTTAAAC 


CAAACATTAT 


TAAATGTTGn 


300 


TTTACCAAAA 


ATTAATACGG 


AATTTAATAT 


TTCTGCGTCA 


AnAGGGCAAG 


GTTGATGACG 


360 


GGATTCATGT 


TAGTAAACGG 


TATTTTAATA 


CCAATTACGG 






400 



(2) INFORMATION FOR SEQ ID NO: 2576: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2576: 

40 

TTTAAATCGT ACCTTAAATT TGAAAGTAAT AAGACACACC AATTACCTTC TAACTCTATC 60 
GATAGTTTCA AACAAGAAAT CGnTAGTACA TTCAGTTATT TAGAACGCGT TGATTACCAG 120 



(2) INFORMATION FOR SEQ ID NO: 2577: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
so (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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CACATTGAGG TGCAGTCATA CCTTGTTTAA ATGTCCAAGC ACGTACTTCT T 51 
(2) INFORMATION FOR SEQ ID NO: 2578: 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2578: 



15 


AATTATGACT 


ACAGGTCTGA 


CTCCCCCTTG 


TTCAGATCCC 


TGTACTGGTG 


ATAAATCTGC 


60 




TAAATAAACA 


TCTCCTCGTC 


TAATCATTCA 


TTCGTTGAAT 


TAGAAGATAA ATATGTTTCG 


120 




TTGCAATCGC 


ATGCTTCACA 


CTCTATCGGA 


AAAGCTTCGT 


TCGCTAGGGA 


GAGATTTAAA 


180 


20 


TCAGCCATTT 


GTGAATATCC 


TTCTTTTAAA 


GATTGTTCTA 


AGCTATGACT 


TCTATTTTGA 


240 




CTAAAAGATA 


ACATATGAGA 


ACCTCCAATT 


GATTCCAAAA 


GTTATTAAAT 


GACCTTTAAT 


300 




TACTCTAATG 


ATAACAAATT 


TTATATGCAC 


TGACCATATT 


ATTTTAACAA 


TTCATTTGTT 


360 


25 


ACAAAACGGT 


GGATCACCCA 


TCATGGATAG 


AGTCGCGGGn 






400 



(2) INFORMATION FOR SEQ ID NO: 2579: 



(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 112 base pairs 

{B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2579: 

ATAAAAACCT AATTGACTCA TAATCTTCTA ACGGTATATC ATCCACAATC ACAGTATGAT 60 

4 0 TAGGATTATC GTTAGATACA TCTnTCACTG CCTTATCTAA CCCCTCATCA CC 112 

(2) INFORMATION FOR SEQ ID NO: 2580: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 231 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2580: 
CATGAnTnTA ACGGATTCAT TCCATATATC AATTGCGTTT GTTATTTTAA TAATGCTATT 60 
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ACTACAACTT CGATTTAAGC TATATTTATA AAAAAATGCG CCTACTCATA ACATTCTTTG 180 

GCTATTTAAC TTTAATAAGC TAGGGCCAAG TTTGTCATAA GATAAGCGCA C 231 

(2) INFORMATION FOR SEQ ID NO: 2581: 

(i) SEQUENCE CHARACTERISTICS : 
<A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



75 <xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2581: 

ACTTCGTAAA ATTTATCTTG AGTGGTTGTT TCTATATTAA GATTCATTTC ATTACACTCC 60 
(2) INFORMATION FOR SEQ ID NO: 2582: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 284 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2582: 

3Q GTCAAATGCT GAGTTCTAAT AATGATGTTG GCCACCATGC ATACAAAAAT GCTAAAAGAG 60 

AATTACGCAA GATTTTAGAT AGCTATCTCG AAAATGGTAA ATTAAAATAT TACGATATTA 120 

TCGTTACAAG CAATTTAGCT ACTAAACATC CGTTTTTCGA GTATGCACGT TCATTTGATT 180 

35 TTATCATTGT TTCAGATATC GGTTTAATAA ACGTTGATGT AAAAAGCTGG GGTGAAAAAA 240 

CATTTTATCA CTTTGATGTA CCTGATGAGC ATGATACAGA nAnA 284 



(2) INFORMATION FOR SEQ ID NO: 2583: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2583: 

50 GAGTCAGTCG AAGTTTGTCG TTCGACCCGT AGAAGTGTAA AACGGCATTG TGAATG 56 

(2) INFORMATION FOR SEQ ID NO: 2584: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 67 base pairs 
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10 



20 



25 



30 



50 



55 



(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2564: 
TCGACTAATG TAATGTAGGC ATTGGACGTC AAATGTAATG TGGGGCAATC CGACGAGATG 60 
ATGGTGC 67 
(2) INFORMATION FOR SEQ ID NO: 2585: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 52 base pairs 
15 (B) TYPE: nucleic acid 

<C) STRAND EDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2585: 
CGTAACCGCC CCTTGTCCGG GCCCTCCAAG CCTTTTAAGG GGACCCCCCG GA 52 
(2) INFORMATION FOR SEQ ID NO: 2586: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 238 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2586: 
35 ATTAGCAACA ATGTCAGATA ATCGATACCA ACTAATTAGG CGAGAAGCGG TTTCTCATGG 60 
TCTTAGTGGC CTAGAAATTG ATGTATTTGA TTTGCATTCA AATAAGTCTA GACATATTAG 120 
CTCGTTATCA GGTGGAGAAA CTTTCCAATC GTCGCTTGCA nTAGCTTTAG GGTTAAGCGA 180 

40 

AATTGTACAG CAGCAATCAG GAGGTATTTC ACTAnAATCA ATATTTATTG ATGAAGGA 238 

(2) INFORMATION FOR SEQ ID NO: 2587: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2587: 
ACTGGAAAAA ACCGCnAACA CGACATTGTC AAAACGACGG CCAGTGCCAA 50 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 2588: 

10 

GnGCAATTAT ACCACTATAT TTATTTCTTA TACTCCATTT GATTTATAGT TGTATTAATA 60 
CATTGACTCA AAAACTAATT AATCAAATAT GTTTTTTAGA TT 102 
15 (2) INFORMATION FOR SEQ ID NO: 2589: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2589: 
GCATAATATC GGATATGCGn GTGTGTCAGT CnCATAGTCG nTGGATTGCG 50 
(2) INFORMATION FOR SEQ ID NO: 2590: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2590: 
TTAnAAATTG CCTnTCCAAT TnTAAGAATC CTTTTTCCAA GGTAAAAAAA 50 
^0 (2) INFORMATION FOR SEQ ID NO: 2591: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 200 base pairs 

(B) TYPE: nucleic acid 
4S (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2591: 
CTTCATCCCT TACTTTTAAT TGTCACGTCA AATAATATTT GTCTTTAACT AGTAATAACT 60 
CCAAATATAT TTAGTTTGTG GTGCTAGCTA TAAACACAAA TGAnTCATAA CACTATATTT 120 
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10 



20 



25 



30 



40 



45 



TGATTTTnAA TTATTTATAT 200 
(2) INFORMATION FOR SEQ ID NO: 2592: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2592: 
15 TGCATTAATC ATCTTGGATA CTCTTTCTAC CAAAGTAATG ATTGCACTAC CATGACGACG 60 
ACCAGCAATA GTAT 74 
(2) INFORMATION FOR SEQ ID NO: 2593: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 244 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2593: 

CACCTGCTCA CCTCTATTTT CAAACAATTA TGATTGAATT GAATCATTCT AATTTTTGTA 60 

AAGTTACTTG TTTAATTTAT TATATTTATT AACTCTATGA TAACAAAAAT ACTGTTTGTG 120 

TATAACAATA AATTGAGATA CTCAATAATT TGATAATGTG AAATTGATAC TTTTCAAAAT 180 

35 AGTTGAATAT GACAATTAAT GATTAGTTTT GCnATGGTGC TATAAnCAAT ATTTAGCAGT 240 

TATC 244 
(2) INFORMATION FOR SEQ ID NO: 2594: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 201 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2594: 
50 ATATGGTATG GAACTAACGG AAGAAGGCTT AGCATACGTT AAATATGCTA AAGTGATTTT 60 
AGATAGTAAT AGCGAATACG AGAGAGAnAT AAAAGGACTT TACAATAAGA AGGTAAATAT 120 
AAGTATTAAC ATGCAAGAnA GTCAGTATTT GTATCGCTAC TATAATAAGA TTAGTGAATG 180 

55 
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(2) INFORMATION FOR SEQ ID NO: 2595: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 156 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2595: 
AAAAAGTATT AAAAATTGCA ATTCTTAAAC TGTTATTCAT ATTAATATTT CTAGCAAATA 60 
1$ ACATTGTAAA ATAAAGAAAA ATAATTAnAG TATTGCACTT TATTGAAATT TATATTACGA 120 
TAGTAATGCA GAAATTTATA TATGCAAAAT ATTATA 156 
(2) INFORMATION FOR SEQ ID NO: 2596: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2596: 
TGATCCGCAA ATCGCTGAAC ACGTTCTTCT ATTGGAATCC CTCCATTCAC TTTTAGCTAG 60 

30 

AC 62 
(2) INFORMATION FOR SEQ ID NO: 2597: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



40 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2597: 
TTACCTTTAG nTTTTAAAAC CTGACCCTCC AACCAGCCTA ATTGGTTAAA TGGGGATCCA 60 

45 

TTTATATAAT CCCAGGCCTA ACCTTCCAAG GACCAACCTA AGGGATTAAT CCCCCCAATG 120 
GCCAAAGTGG GATGGGTAAT 140 
(2) INFORMATION FOR SEQ ID NO: 2598: 

50 

ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 



2284 



EP0 786 519 A2 



w 



15 



20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2598: 
ATTAATTGGG GAGTTAAATT AAAAAAAAGG GGTTCCTTCC AACCGGAnCC ATTCCCATTT 60 
TGGATTAAAA ATTCCCGCCT TTGAAAAAAT TGTTTGCCGA ACCGCCCTTA AG 112 
(2) INFORMATION FOR SEQ ID NO: 2599: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2599: 

ATACCGCCCC CAGTTCAATA AGAAGCCCTG GATCAGACCT GACCCTGGTA TGGGGGGAAT 60 

CCC 63 

(2) INFORMATION FOR SEQ ID NO: 2600: 

• (i) SEQUENCE CHARACTERISTICS: 
2$ (A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2600: 
ATACTATGGA ATGCCTTAAT GGTGGATAAT TTCACCAAAT TAATTTTAAA AAC 53 
35 (2) INFORMATION FOR SEQ ID NO: 2601: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2601: 

AACTAAAGGT TCTAAAGATA CAGTAAAAAT TGAAAATAAC TATAAAATGC GTGGCGAGAA 60 

AAAAGATGGT AGT 73 

(2) INFORMATION FOR SEQ ID NO: 2602: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2602: 
CGGTTGCCAG CCAAAACTTG GCAnCCAAGG CAATTATAGC AAGGCACCCA CCTAAATTTG 60 
10 CGGACCACCC GGAATGCGGC CACCAAAGTT GGTGGGAGGC CATTTTAA 108 

(2) INFORMATION FOR SEQ ID NO: 2603: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2603: 
AAGCTTATAA CTATTTGTGT TTGTGATCGA GATAGGTTTG CCTGTAAAAA TGGCCATCA 59 
(2) INFORMATION FOR SEQ ID NO: 2604: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2604: 

ACGTCCAAAG GGCCGTTCGC CCCAGAnGTG CTGGCAAGGT TCCACAACGn 50 

(2) INFORMATION FOR SEQ ID NO: 26C5: 

(i) SEQUENCE CHARACTERISTICS: 
*° (A) LENGTH: 107 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2605: 

GTCCAATGTC ACATTAATTG ATTGGTATAA GCGATCACAA GGnCATAGTG AATATTTTGC 

50 ACCAGACGGT GTACATTTAG AGTACAAAGG AGTCCTAGCT TTAAAAG 

(2) INFORMATION FOR SEQ ID NO: 2606: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 54 base pairs 



60 
107 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2606: 
GTTTAAAGCA ATTTGGAAGG ACATTGGTTA AAGGATGGGA GTGGCAAAAT CTGG 54 
10 (2) INFORMATION FOR SEQ ID NO: 2607: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 366 base pairs 

(B) TYPE: nucleic acid 

1$ (C) STRANDEDNESS: double 

<D) TOPOLOGY: linear 



20 



25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2607: 

GTTTTAGCTG AAGTTAATGA TGAAGATATC GGAGCTATGG TAATTAAACT AGTTAAACTT 60 

ATTTTCATGC TTGATTATGT TTTATTTCAT TCAATTCAAA AAAGCTATAC AACACATATG 120 

AATGAGCTTA AAAATTGTTT CGATTACATA GCTGAATTAG ATAATCATTA TGCATTAGCA 180 

ATGTATCGTA GAACGCTAGA ATGTTATACT GAACCACAAA TTGATGATTC AAATGATGGC 240 

ATAGTATTCT CTGAGTTAAC ACATCCACTC ATAGCAGATG GCAGTAGCCA ATGATTTCnC 300 

30 ACTATCACAn AATATACTGT TAACTGGGGT CGAATGCTTC GGGnTAAATC AACATTTTAT 360 

GGAAAT 366 
(2) INFORMATION FOR SEQ ID NO: 2608: 



35 



40 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2608: 
45 TTCTTAGACG TCAGGTGGCA CTTTTCGGGG AAATGTGCGC GGAACCCCTA TTTGTTTATT 60 

TTTCTAAATA CATTCAAATA TGTATCCGCT CATGAGACAA TAACCCTGTA TAAATGCTTC 120 
AATAATATTn GAAAAAGGAA GA 142 
(2) INFORMATION FOR SEQ ID NO: 2609: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
55 (C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2609: 
GGGTCGTCAA TTGAnGGCAG GTAGAGCATT AAGTCAGAAT TGTAGTAAAT 
(2) INFORMATION FOR SEQ ID NO: 2610: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2610: 
ATTGGGTGAT GAATTTTGAC GGTATTGTCA AGTCCAGTGG CTAACTTCCG G 
(2) INFORMATION FOR SEQ ID NO: 2611: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2611: 
ACAAACTTCG GACTGCCAAT TACATTTACC TTGGGGGGTC AGAAACAATG GGTGCATAAA 
GGCCCGTGTT TCGAAACGGG AAAAAGCCCA GCA 
(2) INFORMATION FOR SEQ ID NO: 2612: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2612: 
ATGATGTTTT TCGGCTAATT TTTATACTGA ATTTAGTTTA ATTAACTTAT GATATTTT 
(2) INFORMATION FOR SEQ ID NO: 2613: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2613: 
TTCTCACCAT TAACTATGCA TACTCACTTT ACACATAAAT TTGCTTAACA TGCAGAACGG 60 

5 

AAATAAATCA TTACCACATA TAGATCCCAT CATATATTTA nA 102 

(2) INFORMATION FOR SEQ ID NO: 2614: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
(D> TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2614: 
TGAACTACAA GACGCTTATA TCATTGACGC ACATTTCTCG CAGTGAAAGA AACACTTGCG 60 
TA 62 
(2) INFORMATION FOR SEQ ID NO: 2615: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2615: 

TGGAGCATTT CACATACATT GGCAACCTCA TGGAGCTTAT CATTCTACCT TGGGGnACAG 60 

3$ ATATAACAAC ACTAACGCAA CATGGATGGT GTCGTTGATA ACTTTCAATC TATAGAATTA 120 

(2) INFORMATION FOR SEQ ID NO: 2616: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 53 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2616: 
CTGTAGTAAA TTGCCAGAAT CCGTATCAAT ACCAGTCTGT GACTGCGTTG GCC 53 
(2) INFORMATION FOR SEQ ID NO: 2617: 

SO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 128 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2617: 
ACATATGATA TGAGTATATT AACGTTTAAA TTATGGATAC TCTAAAGACA GGCGATTTTG 60 
AnAAATCAGC AAAAAGTTAT ATGATGTAAG TGGGACAGAC ATACTAGATG TAACACATTA 120 
ACCAAGTG 128 
(2) INFORMATION FOR SEQ ID NO: 2618: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 261B: 
20 CCTAACCGTG TGTGTATGTA TACCTACAAA AAAATTTACA TTGTGACACT GCGTACGTG 59 
(2) INFORMATION FOR SEQ ID NO: 2619: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2619: 
GCCCATGGTC AATCAGACAC ACGGATTGAA CGTTAACAAT TTATGACTTT AACA 54 
(2) INFORMATION FOR SEQ ID NO: 2620: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2620: 

4i> ATCATTGTCA CATTGAGTAG CCGTAAAATG GTCAGACGAT CAATGCGAAC TGA 53 

(2) INFORMATION FOR SEQ ID NO: 2621: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 



55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2621: 
CTAAGTGTCG CCCGAATAAC CGTCAATCCA CGGAGCACAT AGGATCTCCC ATG 
(2) INFORMATION FOR SEQ ID NO: 2622: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2622: 
TGGGACCGAT AATCATTCGC ATGAACACCT TCCACCGTCT CTTACTCACT ACCTACGGC 
(2) INFORMATION FOR SEQ ID NO: 2623: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2623: 
ATTAAATTGT TATTTCGTCA TTAGGTGACA ACTTGTATGT AGATATTTTA ACATATTTTA 
TGCT 

(2) INFORMATION FOR SEQ ID NO: 2624: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2624: 
CCGTCCCAGA ATATCATATG ACAAATGTTA AGAGACTTGA ATGATCATAC ACGTG 
(2) INFORMATION FOR SEQ ID NO: 2625: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2625: 

GTGGTCACCA GGTACGGGGG ATACAGGGGG TTAATCCCAC CTTGGATAAG TGGAAAACGG 60 

ATTTCC 66 

(2) INFORMATION FOR SEQ ID NO: 2626: 

Ci) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 62 base pairs 
<B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2626: 
CCACCAATGG GTGGGGGATG GAATAACCCT TAATGCGGTG GTACCCGGGT AATGGTAGCC 60 
20 CC 62 
(2) INFORMATION FOR SEQ ID NO: 2627: 



25 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2627: 
CATGTTTTTT CATTCCTTGA TGACGACACT AGAGGTTCCC GTGTTCATTA TTAA 54 
(2) INFORMATION FOR SEQ ID NO: 2628: 



(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2628: 

45 TTGGCCAATG GGCGATACAC CCTCTCAATT CGATACATAA CTCAAGGCTC AGTCAT 56 

(2) INFORMATION FOR SEQ ID NO: 2629: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2629: 
TGTCGCTAGG TAACCGTGCA TCGTTCACAG GTACnTATGA TTTCACCnGA 50 
S (2) INFORMATION FOR SEQ ID NO: 2630: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

70 (O STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2630: 

15 

GAAGGnCCCA AACCAGGCGT TAAAGGCCGA TTGGGTTTAA ACCAAAGGTT 50 
(2) INFORMATION FOR SEQ ID NO: 2631: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2631: 
CGCGAGTGTA TCCGTCGATA TGTCGAGAGG AAAGATTGAA GTGTGGAAGA GTGTTGAGTA 60 

30 

ACCCT 65 

(2) INFORMATION FOR SEQ ID NO: 2632: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2632: 
TGAAAGAACT TTAGCTAGAC GTTCGTAAAG GTCTTTTGAC ATAAAGCTAG AGA 53 
45 (2) INFORMATION FOR SEQ ID NO: 2633: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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AAAAGCCAAA AGGAATTAAT TAACCCCGGG GTTTAATTTC TAATGGGAAT TTG 53 
(2) INFORMATION FOR SEQ ID NO: 2634: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2634: 
1S GGTGTTCACA TTCTGAAGGT TTAGAGAGTT AAGATTATAT ATATATAAGT TTTGGGGTGA 60 

TAGATATG 68 
(2) INFORMATION FOR SEQ ID NO: 2635: 
20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2635: 
CCAATTTCAC TTGGTGCTGC CATTTCGGTC TCTCGTGTAC TTGTGATTGA GGTGCCATTG 60 
TTCCCGTAGA TGGTTCACAT 80 
(2) INFORMATION FOR SEQ ID NO: 2636: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 144 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2636: 
CTTACACCCA ACTTATTGAC TTATAATCTA TTAAAGTGCC ATTTTACAAT CTGAATCCCT 60 
45 TAATATAGCA ATAATTACAA CTTCCGACAA ATGACTTGTT TTATGTGCGT GATTCATCAA 120 

TGAACATCGT AATGCGACnT AATA 144 
(2) INFORMATION FOR SEQ ID NO: 2637: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2637: 
TAATTCGGCA ACTAATATCA AGATCATGAT CAAATACTAC TGCCATTTTC TTATACCTCT 60 
TAATGTGAAA TCACTGnCAA CACATAACAT CTTAAAACTT TGAC 104 
(2) INFORMATION FOR SEQ ID NO: 2638: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 151 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2638: 
20 CATTCATCCG TTTTTTTGGT TCATGTACAT ACCATTGTTT TGTACACAGC GAAGTCAGTT 60 
. AACCTTATAT CCTTGTATAA CAGTTGAAAT CGGCAATATT AAACAGTACT TTCCCAATTG 120 
CTTTCTTCCT CAATTGTGCG ACGGACTGTA n 151 
25 (2) INFORMATION FOR SEQ ID NO: 2639: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2639: 
AAGATCAACT GAAATTCATG TGTTGCCCTT TATTAAGATC ACATGGAAAT A 51 
(2) INFORMATION FOR SEQ ID NO: 2640: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2640: 

TTAGCTAGTT GGTAGGACGG CTACCAGGCA CGTCATAGCG CCTGGAGGGG TC 52 

50 (2) INFORMATION FOR SEQ ID NO: 2641: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 53 base pairs 

55 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2641: 
CAGGCTTAAA CCTGAGTTAG TGCCATTCAT AATTGCAATC CCAAGCGACG GAA 53 
(2) INFORMATION FOR SEQ ID NO: 2642: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 345 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
is (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2642: 

ATGTTTGTCA TCTGGAGCnA TAGAACAGGG TTCATCATGA GTCATCAACT TACCTTCGCC 60 

GACAGTGAAT TCAGCAGTAA GCGCCGTCAG ACCAGAAAAG AGATTTTCTT GTCCCGCATG 120 

GAGCAGATTC TGCCATGGCA AAACATGGTG GAAGTCATCG AGCCGTTTTA CCCCAAGGCT 1B0 

GGTAATGGCC GGCGACCTTA TCCGCTGGAA ACCATGnCTA CGCATTCACT GCATGCAGCA 240 

TTGGTACAAC CTGAGCGATG GCGCGATGGA AGATGCTCTG TACGAAATCG CCTCCATGCG 300 

TCTGTTTGCC CGGTTATCCC TGGATAAGCG CCTTGCCGGn CCGCA 345 
(2) INFORMATION FOR SEQ ID NO: 2643: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2643: 

CTTATACGGA TGTATAGGTC GGTCCAAACA TTTGATTTTA GTGGAGAGCA GCCTTTCACA 60 
AATTATGTTC AATGT 75 
(2) INFORMATION FOR SEQ ID NO: 2644: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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TACCGGTTAA TTAACCAGGG CCCCGGTAAA AAAATCCCCG GTATTCCCCA TTCCAAC 57 
(2) INFORMATION FOR SEQ ID NO: 2645: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2645: 
r5 AAAGCAATTC GCCCGATAAG AGTAGAGACG AATTGCTTTT AAGGTTAAAA CAAAGTGAGT 60 
TCAATT 66 
(2) INFORMATION FOR SEQ ID NO: 2646: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2646: 
CAGTATAACT TGTGACCTAT TTAGAGGGGC ACGGTTGGTA CAATGAGTCT GAAACCGTAT 60 

30 

CAA 63 

(2) INFORMATION FOR SEQ ID NO: 2647: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 208 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2647: 

TAGAACATGG ACCGGTATTT TACATCCTGT ACGCCTAATC TGTTGTAAGT ATCTTTAGTG 60 

45 AACCGTTGCT CTGGAATAAC CGCGATTCTG GGCAAACAGT GTGTAAACCG ACTnTATGGG 120 

GATGTGTGAG TAATCATTGT GnACTGTTGA TTCTGTTCTG GAATCCCATT TCACAACACG 180 

ATCTTGGAAG TGCTGTCATT TTAGATGC 208 

(2) INFORMATION FOR SEQ ID NO: 2648: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 150 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2648: 
TTTTAACCTA AAGAATACTA ACACTAAAAG AGAATGATTC TGTACCGCTT TCCTTTTTCA 
CTCAATAACT TTATATTTAG TTATCCTTAT AATTGTAATT TATGTTAGTT GGTAAATnTT 
TACATATATG TATTTGATAT GCTTGTAAAT 
(2) INFORMATION FOR SEQ ID NO: 2649: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 138 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2649: 
AGTTTAACTG ACATCGAGTG GTACACAATA GCAATGGTTG TGTGTAAAGT CCTGGTGACA 
ACATATGAGA GTAACATTTG TAGTGATTAT CTTGTACTGA GAGAATTGAC ATCTATGnAG 
TTTATCACGT GCAAATAT 

(2) INFORMATION FOR SEQ ID NO: 2650: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2650: 
TCACAATTGC AAACTTCTGG CACGCACTCA TCTGCGATTT CACAAGCTAC AT 
(2> INFORMATION FOR SEQ ID NO: 2651: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2651: 
GAGTCAAATT AAAATGCCTA TTGGCCATTG TGATGTATAA TCACTTAGTT CACATATACT 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2655: 
AATCCTATTA GCACTTATAA TGATCATGAA AAGATGTCAT CGAGAATCAC CTAGTACACG 60 
(2) INFORMATION FOR SEQ ID NO: 2656: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2656: 

CGCCGAAAAC AATAAATTCT CGGAACATAG AATTTATCAC ATACCACGCT TGGATTATCA 60 
CAATGGACTG AGTCG 75 
(2) INFORMATION FOR SEQ ID NO: 2657: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 202 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2657: 

TATTAAATAT GCGGTTGCAT ATATCTACGG CATGATTTAA CCGTGAACCA TGAATCATTT 60 
TAATCGGGCA CGCGTAAAAT GCTCATTGAT CCGCAnATAC CACTATATAT CTAATAGCAA 120 

35 

GCGTCCAGGA TTCTGTGTTT TATAAATTTA AACTAACTGA AACGTGTGTA TCAGTTCACT 180 
CCGnTCGATT ACCACACTTC AA 202 
(2) INFORMATION FOR SEQ ID NO: 2658: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (d) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2658: 

50 

CGTACATGTG CATCATGTAT CTACGTCAAT AAGATGATGG GGTCACATGA TTGGACCATT 60 
(2) INFORMATION FOR SEQ ID NO: 2659: 

55 
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(A) LENGTH: 207 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2659: 

10 CTAATCATGT CATGTCTACA ATTATTTGGA GTATTGCTGA CGAAATGCGT TGTACAACTT 60 

TTTCATTCTA GCACCTTGCG GGGGCCCACA AAnGAATTGG TCCATTCTCA nCATCAGTGG 120 

GGGGCGCGAA TAATTTCGAA ATTATTCTGC CACTCCCACT TCATCGATTA AGTTGTAACT 180 

15 

CTACATTACA TTTGTCTTAA ACCATTG 207 



(2) INFORMATION FOR SEQ ID NO: 2660: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2660: 
TTAATTATGT ATAATACTTA ACAAGATCAC CTGATAGATG TCTAAATATT ATCT 54 
30 (2) INFORMATION FOR SEQ ID NO: 2661: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 130 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2661: 

40 

ATTAAAAAAA AATGGGGTAA TTTCCGCCAA ATCCCGTTTC CCCCTTGCCA AGGCCAAATT 60 
TAACCACCCT TGCCAAATnA TTAAGCCAAA TTTTCCGATA TTTGTTTCCG TAATGTTTCT 120 
45 TTAATTAATA 130 



(2) INFORMATION FOR SEQ ID NO: 2662: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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AAAGTAAAAC CAGTCTATTC AAAAAGGTGA AAAATGGTGA CGCAGCGTAA ATAAnTGGTC 60 
TCTGGTAGGG TAAATCGCGT TGTGGGTTTG TCACATCAGG AACT 104 
(2) INFORMATION FOR SEQ ID NO: 2663: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2'663: 

AAAAAGAATA AAAGGACTCG AAAAACTCAA AACTTATTnT AGATAGTCAT CGTGACAAGA 60 
AACAAACATT TAACTAGACT AAGAAAAATG CTTCGATTAA AAGGCAGACT CATCA 115 
(2) INFORMATION FOR SEQ ID NO: 2664: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 164 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2664: 

GCATGCGCCA CGGTGTCTCA GCAGAGTGAC TGCCACCTTG TGTGCGCAGA GTCTGCGCCT 60 
AGTACAGTCA GGGTGAAACA CnCTATACGC ATTAGGTACA GTACTTCCTG TCTCCGACTT 120 
GAGTAGAACG TGACATATCT ATCAGCATTC ACTCGAAAAA GGGA 164 
(2) INFORMATION FOR SEQ ID NO: 2665: 



(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2665: 
AATTACGCAA TnTCCCTGTC TTAnTGAAAG GAATTGACCT GTTAATTCGT 50 
SO (2) INFORMATION FOR SEQ ID NO: 2666: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 
55 (C) STRANDEDNESS: double 



2302 



EP0 786 519 A2 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2666: 
ACAATTCAAT AGAATTTACC CGTAACAGCG TTGCACTGCA CTCAAGACGG CTGACGTATA 60 

5 

GCAC 64 
(2) INFORMATION FOR SEQ ID NO: 2667: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2667: 
GTAGAACCAG CGACGGCGCG GCGGCTGAGC AACATCTGAC TACCTATCGG CCGCGC 56 

20 

(2) INFORMATION FOR SEQ ID NO: 2668: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2668: 

GGATCGATTG ACTACATGAC GTGGnGACGC AATTATACGG ATAGTCCACT 50 
(2) INFORMATION FOR SEQ ID NO: 2669: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2669: 
GCAAGATCGA ATTACAATCA CGACGATCAA CGCACGTAAT CATCTCTGAT CACAGTAA 58 
(2) INFORMATION FOR SEQ ID NO: 2670: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2674: 
^ TCCTTTGGCC AATTTTTCCA AGTTTTAACC CAAACGGCCC GGGTTGGGTC CCCAATTCCA 60 

ATCCAAAATA ATTTTA 7S 
(2) INFORMATION FOR SEQ ID NO: 2675: 

70 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2675: 
TCCGGGAACC TTACCCAGTG GCCCTACCCT ATGGGTTAAC CCAACCAGTG GGGCCA 56 
(2) INFORMATION FOR SEQ ID NO: 2676: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 
CO STRANDEDNESS: double 
(D) TOPOLOGY: linear 



20 



25 



30 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2676: 

TGCGGGGTCT CGTGCCGCCG TCTGCGGTGG TTGTTTGTCC GGTGGTGTGT CGGAGTCTTT 60 
GCCAGCT 67 
(2) INFORMATION FOR SEQ ID NO: 2677: 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



^ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2677: 

GGACAGAGGC CTTGACCCCC CCACAATCCT GATTCACCGT AAGTTGCTCT CCCCC 55 

(2) INFORMATION FOR SEQ ID NO: 2678: 
*> (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2678: 
AAATTGGGGC TTCCATCCCC ATTCCAAATT ATTAAAACCG TTTAGGGGCC TTATTGGCAC 60 
CATGG 65 
(2) INFORMATION FOR SEQ ID NO: 2679: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 176 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2679: 
ATTTTGGGAT TAAACCCTTA ATTAAAATTG GCCGGGAAAA GGAAAAGGCC GGTTGGGAAA 60 
AGGCCAAGGA AAAGACCTTG GGAnACATTA AAAACCTTGG GCCAAGGCCT TCCAAAAACC 120 
GGTTGGTTTT TATTTTGGGA ACCAAATTGG GGGGCCGGGA TTGGGCCAAA ACCTTG 176 
(2) INFORMATION FOR SEQ ID NO: 2680: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2680: 
35 GCCCCAAAGA ATTCAAATAA CCnTTCGGAC CCGGTAATGG CCACnTAATT 50 
(2) INFORMATION FOR SEQ ID NO: 2681: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2681: 
TGTGCATTTA TTGCATAACC TATATATGTG TGACCGATAT TTAGTGCGCA CTTCAATGGT 60 
GCG 63 
(2) INFORMATION FOR SEQ ID NO: 2682: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 62 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2682: 
TTATCCAAGC TTCCGGATAG TTTCAAGAGA AACCAATGAA ATCCGTTATG GGACCAATGG 



(2) INFORMATION FOR SEQ ID NO: 2683: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2683: 
AACAGCATTC AAGTGAGTTA CTGGGGTTTA TGCACCATCA TTGGATATCT GCACAAGGAA 
TTTCAACGTG 

(2) INFORMATION FOR SEQ ID NO: 2684: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2684: 
CTTAAAATTC CCCAGTTTCC TTCCTTTTAA ACCCCATGGA ATTATCCCGG CCAAAAATGG 
ACCATTAT 

(2) INFORMATION FOR SEQ ID NO: 2685: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2685: 
TTTTAACAAA ACACCTAGAT ATGTTCGCTG ATCAGAGATG CCTGGTGACC GGTGATCC 
(2) INFORMATION FOR SEQ ID NO: 2686: 
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(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY; linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2686: 
ATCCATCCTT ATAGGCATTC ATCCTTTAAC ACCAACGATT TACATTATGG ATATAACGAC 
TTGAGGGGGA ACGTGGGGTC CATCCTA 
(2) INFORMATION FOR SEQ ID NO: 2687: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2687: 
ATGGCTGGGC GCTTTACGTG GCCACATTAG GATTATGGCA CTGAAGCGTA 
(2) INFORMATION FOR SEQ ID NO: 2688: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2688: 
AACGGTCGTA GGCAAGGGAC TCCCCCCnGG nGCTAnATGA ACTGGTCGTA 
(2) INFORMATION FOR SEQ ID NO: 2689: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2689: 

GCTAGCATCC ATGGCTCCTA TGCCGAAGCT GAGTAGACTT AGGTGACGGG TGCGTGACAA 

(2) INFORMATION FOR SEQ ID NO: 2690: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2690: 
ACTTAAAAAA GGAAGATTAG AAAATTCATA AAAAAATTTT GCTGGGGATT CTTGATCCCA 
TGGGCCCATn TCTGGATTTA GGTTATTGGG TTGGCCAGCC AGGTTAGCGG GGCCCCCATT 
CTTCCAGGCT CGGTTTCTCC CAGGAC 
(2) INFORMATION FOR SEQ ID NO: 2691: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2691: 

ATTGGTGTCT AGATCATTTA ATACTAAACA TACAACACGA CTAATTCCAT TCA 

(2) INFORMATION FOR SEQ ID NO: 2692: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2692: 
TATTGAATTC AAACTATGTA CTATTTCCTA AATAATACAA TAAAAACGAC TACCATACTG 
GCCAGAAATA TATTTTATTT GTTACACATT AATTTCAnTC CTCCATAATT TGC 
(2) INFORMATION FOR SEQ ID NO: 2693: 

Ci) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2693: 
GACTTATGTC CGTGTTCCGC TGAAGGCACG TCACGTAAAC TACCCGGTAC AGCT 
{2} INFORMATION FOR SEQ ID NO: 2694: 
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(A) LENGTH: 204 base pairs 

(B> TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2694: 

CTTCAGCATG AAGAAGTCGC GTGATATACA TCATATCGAT ATATACCGAT TATATCATCA 60 

GAACATTCTC CTGGTATCAT TAGATAGATG ATAATTTGAC ACAGTCCACA ATTTGTnACA 120 

ACGCCGAGAC TCAATGGCAT CCTGTACnTG ATCTATGCCG GAAAACACTA GTCTATATGC 1B0 



CCGCAGACGT CCACTATATG CATC 

(2) INFORMATION FOR SEQ ID NO: 2695: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



204 



25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2695: 
ATAACTCTAA TTTGAATTAT CTCTCACTAT TAAAACGCGA GCTGTGTAAT AACGAACGCT 60 
GACATAATCT TGTATTGTCG CATCATTCGC TGGTATTATC ATAnTGCGGT TA 112 

30 

(2) INFORMATION FOR SEQ ID NO: 2696: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 8 base pairs 
3S (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2696: 

TGGCAAAATT AGATGTCTGA ATAGTTTTAT TTACAAGTAC AAACCTTGTA CCATTTTAAC 60 
GTAAACACAA TTTACTTATT GAAAAGAAAA TAAATGTATT CATGAAnACA CACTTTCCAT 120 

45 

AGCACTCATC TATAGTACTC AAATTCAG 148 

(2) INFORMATION FOR SEQ ID NO: 2697: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2697: 
CCTATAATGC TAAACTTCAT ATATCTCTTT GGCAACTATC TCCCTTCTAT TACCAAAGTT 
ACGATAGCAA nACAATAAAG CAAGCATGTC ATGCTTACTT C 
(2) INFORMATION FOR SEQ ID NO: 2698: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2698: 
TTGATAACAT TTGAAAAGCT GCTCCGATAT CAGCAACCAT TTCATCGACC ACAATATACG 
ACATAGTCAC AAAACTGATT AGAAGACACC AATTGCTGAT TATCAAATCA CAAATTTAAG 
nTGAGATTCA A 

(2) INFORMATION FOR SEQ ID NO: 2699: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 202 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2699: 
GATAGCGGTT GTTAATCAAA CGATGGTACA TGCTTACATG ATGCGCCATG TTTGATAACA 
GCTCTCTATG ATTACGATGG AAGAATGGTT TATTTCATCT CAATTATTCC TATTAAATGn 
AACATGCCCT AGCAAACGGA TACAACACAA TCACAACATC ACTTTGAAAT TGTTAAACCT 
GAGAACCACA TACGCGnAAC AC 
(2) INFORMATION FOR SEQ ID NO: 2700: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2700: 
TTCGAATTTA ACAAACGTAT CACGCCATAA AGGTTGTATA TGTTGTTTGT AAATTC 



0 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 163 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2701: 
TATTGCGGGC TTATTAGTAC ACGATCTATA TGATGGTCAA ACTTATGTCT TTCATATTCA 
AGTGTGACAT TGTGCGGTGA TTATATTTAC GCGTCGTTAT CTACGAACGC CACATTAAGA 
TTCGAAACTG ACAATCAACT CATAACGCCA TGGTCCTAGA AAn 
(2) INFORMATION FOR SEQ ID NO: 2702: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2702: 
TAnACAATCG TAATCGAGTC AATGATGTGA ATTGCCCACG TGAGCGCTAA GAATGCGACA 
TTCCACACGA TAAGGCAGTG CGCATGCGCA CTGACCTAAT AACACTGAGG ATGAGTACTA 
(2) INFORMATION FOR SEQ ID NO: 2703: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2703: 
CTGCTTGATT AGGATCGTAT TTATATGAAG ACTGTGTTCC ATAATGATGT GCGTTTTGGC 
TGAAGTCCCT TAAATGTACn TGTGTATAAA TGCTATAATT TAG 
(2) INFORMATION FOR SEQ ID NO: 2704: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 160 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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TCTATAACGC CTCTCATCGT TTGGTCACAT ATTACCATTA TTCATTTTAT GTTCTCGATA 60 

ATTGTATGCG nTGTTTCTCA CTGTCATCAC ATTGATACAA CTCATTGTCA CTTTATACGA 120 

5 TTCACACACC TCGATACGAG TGATGATATA TGACAAAGCT 160 

(2) INFORMATION FOR SEQ ID NO: 2705: 

(i) SEQUENCE CHARACTERISTICS: 
70 (A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2705: 

TTATTGTTTA AGATGGTTAA ATGTCATCAT ATAACAnTTA ATTTTTAGCA ATTCGATATG 60 

20 CCTATAACCT ATAAATTTCA CGTCAACAGA AAGTGACAGG CATACGGATG TGTGAA 116 

(2) INFORMATION FOR SEQ ID NO: 2706: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 229 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2706: 
TTACACCTGC AGTGTATGGA CTATGGCTAG ATACAATAAT TTTAGTCATC AAnCTACATC 60 
ATACAAACTT ACGACTTACA CATATCTGCT TCTAnATCTT CTAACTGATT AAAGCTCGAC 120 

35 

ATCGGAAGCT ATTCTAAATT ATTATCATAT ATCTAACTAA CTGACCTAAT ATATACTACC 180 
ATAAATAACC CGCCTCAAGG TTCGCATCCG CATATAATGC TTAGAAGTC 229 
40 (2) INFORMATION FOR SEQ ID NO: 2707: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



so 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2707: 
TCCATATCAA TCCTGAAAGT ACACATATAT CGTACACCAT ATGGTACAAT TTCCTATAnT 60 
ACACATCACG CATCTTTCAA GACACATGTT AGGCGCTGGT CGGTGTATCT CAGAAATGCA 120 
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(2) INFORMATION FOR SEQ ID NO: 2708: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 233 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2708: 
GGAACTTTTC TGATTAAGTG TTCACACGCC AACCATAACA TGTATTCATG CACACAATTG 60 

^ TTGCTAAnCT CACTAACAAC ATACGACCAT TTTACTTTCA ATACATATGA TCCGTATAAC 120 
TCGAATTCnC TGCTTATAAA TGACCATTTT GACGTTCACA ATGTTAAACG ATTGGAAATT 180 
TTAAAGTTAG CATGTCCACA TCCGAGCAGT AACTATGCCG TACCATTTGT ATA 233 

20 (2) INFORMATION FOR SEQ ID NO: 2709: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
25 (D) TOPOLOGY: linear 



30 



35 



50 



55 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2709: 
TTGTACCTAC CAACGAGGAT ACAATGGATG TCACACGAAA ATTGGGATAT AGATGTCCCA 60 
GT 62 
(2) INFORMATION FOR SEQ ID NO: 2710: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 <D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2710: 
45 CTTTAAAAAG GATAAATGAT TGAGAnAAAA ACCCATTCGA AAATCATGCT GCTCATGCTG 60 
TAGACTTATC GTTTGGACAC TCGCGTAAGA GCGAGCAGTG AAAT 104 
(2) INFORMATION FOR SEQ ID NO: 2711: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2711: 
GTCCAGAATA TTAATCTGAC ACAACCATTT TAGCnGGTGG ATTAAATATA TACGACCTCA 

5 

CCGCAAGAAT CTCTATTTAA CTTAACCTAT CATGAATAAA CTGGCGCTTG TGATATCATA 

TGAAGATTAG CGAAAGATAG C 

(2) INFORMATION FOR SEQ ID NO: 2712: 

10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 202 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
J5 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2712: 

20 TGGTATTGAA TAGCAAAATT TTGACACTAT TTGCATACTC AATGATACAT CATATCGTTA 60 

TATGGATTTT TATGGTCATT AATGGTAAGA ATTTGATACG GAATATTGGC AGGTTTGGAA 120 

ATCAAATAAT ATGAGAAATT GTATTAACnA TTAGTCAAGT TAACGCTCAT AAATAGACTC 180 

ATCnCGCGCT ATAACGCTTA CC 202 

(2) INFORMATION FOR SEQ ID NO: 2713: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2713: 
TTGAACTGTC TAAGACTTGG ACGCTAAATG AATGCGTTGA TACAAACGGT GAATCC 
40 (2) INFORMATION FOR SEQ ID NO: 2714: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2714: 

SO 

CATGACCGAC ATCAGGTGCA AACTCCCTCA TTAATCTGGG AAAACTGTAT CCCGGTAGCT 60 



55 
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(2) INFORMATION FOR SEQ ID NO: 2715: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2715: 
CCTATAACTA CTCAATATTG CAATTACACA TCCTCACTTT TGTCAATTGT TTGACAATCn 60 
AATACACGTT ATGCACAACT CCATTTTAAC GGAATGGAGA GCACATATGG ACAGTAAATT 120 

15 

AAAT 124 
(2) INFORMATION FOR SEQ ID NO: 2716: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 217 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



35 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2716: 

GGAATATGTA CTATTATCAT TTGATGTTAT TACTCATATT TTTTGTAATG AATGCTATCA 60 

CCTACAAAAA ATTTACTTGA AACAGTAATA ATAATTAATT ACCACAAACC ATGATAAATT 120 

TAATAnCTAA TCTAAAATAT CGCATGTTCA nAGCCACAAG ATATAACGCG TTCCGTAGAT 180 

GGAACTAGAT AGTATAAGGC GCCGTGGAGC CTGGCCT 217 
(2) INFORMATION FOR SEQ ID NO: 2717: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2717: 

ATGACATACG CGCATATACA TGCTATCCCG AACTAATATT GATGCGTATT ATGTAATTGG 60 
AGCGAACACT CA 72 

50 (2) INFORMATION FOR SEQ ID NO: 2718: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 base pairs 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2718: 
CATATCATCA CTATATCCAT TGCGTAATAG TGATGATATT GATTGGCATA ATGGTATATG 60 
10 GCAGATACGA TAACATAACn AACACCTCGG ATAATTGCTA TTAGCTGCGA AGTTATCGTG 120 

CCTGATTTAA CGATGTAGA 139 
(2) INFORMATION FOR SEQ ID NO: 2719: 



15 



20 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 79 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2719: 
2S CTCTATCATA TCTAGCCATA TGCATGAGAT TATCGTTTAT CTCGACACGC TCTTAAAAGG 60 

CGACACCGGC ATATGATGT 79 
(2) INFORMATION FOR SEQ ID NO: 2720: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2720: 
CAATCACAAT TGAAATTACA CAAATACAGC CCATTGCATG ACACAGACCA ATC 53 

40 

(2) INFORMATION FOR SEQ ID NO: 2721: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 66 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2721: 
CGCCCGAGGC TACCATTTTA CCATAAAGAC CGGTCTAAAT CCTTCCGGTT TCCATGGGCC 60 
ATTTGG 66 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 169 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2722: 

10 

TnCCTCGCCG AAAATGACCC AGAGCGCTGC CGGCACCTGT CCTACGAGTT GCATGATAAA 60 
GAAGACAGTC ATAAGTGCGG CGACGATATC ATCCCCCGCG CCCACCGGAA GGAGCTGACT 120 
15 GGGTTGAAGG CTCTCAAGGG CATCGGTCGA CGCTCTCCCT TATGCGACT 169 
(2) INFORMATION FOR SEQ ID NO: 2723: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2723: 
CCGGGCCAAG CTGGTGATCA CCGATGTGGA GCGCCAACAT CGCATCGAGG AAAT 54 
3Q (2) INFORMATION FOR SEQ ID NO: 2724: 

U) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2724: 

40 

ATCGGTGATC ACCAGCTTGG CCCGGGACAA CTGCAGAGCG TGCAGCAGGA ATTC 54 
(2) INFORMATION FOR SEQ ID NO: 2725: 
(i) SEQUENCE CHARACTERISTICS: 

45 (A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 272 5: 
AAAACCATTG TCCACCTTTA GAAAGCTTTT GTTTTGGGAA TACCTAAACC GTGGTTAATG 60 
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(2) INFORMATION FOR SEQ ID NO: 2726: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2726: 
TTTAGGCCCT GTAACnGnTT GCCGnTTGGn CCGTGTGTAT ATCGGGGGAA 50 
(2) INFORMATION FOR SEQ ID NO: 2727: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2727: 

25 

GGATCATTAA ACGTGTATCA CCATCCAGTT TGCAAGACGG ATAAACTGCT GCAACG 56 
(2) INFORMATION FOR SEQ ID NO: 2728: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2728: 
ACCCATGGAG AATTAAATTT AAAAACCGTA TTCCGGGTGG ATGCTGGGTG GGTAAGTTGG 60 

40 

CCATACTGGG 70 
(2) INFORMATION FOR SEQ ID NO: 2729: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

so 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2729: 
ACCACCTTCC CCAATAAGCT GGCCTAAAGC CCCATAATGG GCCATGGTGC GGCC 54 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2730: 

10 

TGTTTGGGGA CCTTAAATGG TTCCAAATTC CAACCACCCA CCAAAAGAAT TCCAGTTTCC 60 
AATTAAGCCA GCCA 74 
1S (2) INFORMATION FOR SEQ ID NO: 2731: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2731: 

25 

AAGTTGGGGA TTAAGGCCAG TTATGGAAAG GATGGATGGT CCATTTGGGC TTATTAGAAG 60 
AGCATT 66 
3Q (2) INFORMATION FOR SEQ ID NO: 2732: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2732: 

40 

TTTGnAAAAG CCnGTAAGAG TATTTGATTT TGTTGGAGGC CAAACCAGAA 50 

(2) INFORMATION FOR SEQ ID NO: 2733: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2733: 
AGTACCAGCG GACAATTCGG ACCCAACTTG GCAATTTGnG GTTTTGGACC AGGAAATAAA 60 
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(2) INFORMATION FOR SEQ ID NO: 2734: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2734: 
CCAGGCTGGC AGTTTTTCTA AAATGGTGGT AGGAAAATTA nCCAAACCAT TTAGGATGGC 
ATGGTCTTCC ACGGATGGCG GCCGTTAACC CCAAAAAAGG CCATTCCATT T 
(2) INFORMATION FOR SEQ ID NO: 2735: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2735: 
CGTATGGGAT GGCCATTCTG ATGACACACA ACGGTTAGGT TAGCAACGTT GTCAAA 
(2) INFORMATION FOR SEQ ID NO: 2736: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2736: 
CAATCCGGGT GTGCGGGCGT GTGTACAAGA CCCGGGACGA TTACCGACAT 
(2) INFORMATION FOR SEQ ID NO: 2737: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2737: 
TAACATTTAT TGTGGAGAAA GTnAGGTATC GTGGTAGTGA GGATTGTGTT 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2738: 
TAAATTTAAA CCCGTCCCGG TTTCCCAAAT TTGGAATTTT TTGGAACCCC TGT 
(2) INFORMATION FOR SEQ ID NO: 2739: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2739: 
ATACCCACCT TGGATTCTTA ATACCCCAAA AAGGCCGGGG CAACTTGGCT TAAAAAACTG 
GCTTGTTTAA ATTGGATTTC CGGCT 
(2) INFORMATION FOR SEQ ID NO: 2740: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2740: 
GGAAAGTTTA GTAGTTTAGA GTCGAAAAAT TAGTTTTCTA GTGTAACGAA TCCGGACCCA 
AATTTTTTTC 

(2) INFORMATION FOR SEQ ID NO: 2741: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2741: 
CGCGCCAATT TACCTGGCGC AGCAGACGCT CAACGAGGAG CACGGCAGCT GCG 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



w (Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 2742: 

TGAAGAAATC GCACACACTA TCGAACGCAG ATCGCACATC GAATGCATCA GAATCAGCTC 60 
(2) INFORMATION FOR SEQ ID NO: 2743: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2743: 
TATCACCTCT TTTGCATATT ATTAGAATAT ATAATGATCT TTATAGAAAG GAAAGAAGAA 60 

25 

GAGTTATCAT nGCGATATCG CCCAGCGCGT CGTACACTAT GCCATGAATT ACACAATCAT 120 
GCCTC 12 5 
30 (2) INFORMATION FOR SEQ ID NO: 2744: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2744: 

40 

GAATTTCCCC CGAAACCGGG AAAAATTTTT CCCAACCGGT GGCCTTCCCC CGTTCCCGT 59 

(2) INFORMATION FOR SEQ ID NO: 2745: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2745: 
TTTTCCTTAA GTTAGTTTTT TTATTGGGCC AAAACCGGCC CCAGGAATTG A 51 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2746: 
TAATTTGGTC ATAATGTTGT TTCAGATGAA ATGCTAACAA TACACTGATT ACAGT 
(2) INFORMATION FOR SEQ ID NO: 2747: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2747: 
ATGGTGGAAT GGGATTTAGG TGGATGGCCC CCCCAACCAG CCGGTCCTTT TTAAGGAACT 
TTGT. 

(2) INFORMATION FOR SEQ ID NO: 2748: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2748: 
AACAAGAGTT ACATTGGTTG TGGAAATCAT CGGTTTTAAT TAGTCCAAAA GGATGGATTC 
AATCGGTAGG GGGGTAAG 

(2) INFORMATION FOR SEQ ID NO: 2749: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2749: 
GCAAGTGGCG GAGTCACACT TATAGACAAG AAGTACGACA TCTTGTATGT GGTG 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2750: 
TATTTAGATT CAAAGCATCA AATTGGTTTC GTACCCTTTT GCACATCGGT TGGGATAA 
(2) INFORMATION FOR SEQ ID NO: 2751: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 79 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2751: 
GGAAAACCCC CCAAATTTTC CCCCCCCGTT GGGAAAAGAG TTCCCAAAGT TGGAATTAGT 
TCCCAAACCC GGGAGTTCC 

(2) INFORMATION FOR SEQ ID NO: 2752: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2752: 
AGAACCGAGA GATAGTGCCG AGAGAGCGAG AGGTTTTAAT AGAGATGTTT GGCCGTACTA 
GTTAGCCG 

(2) INFORMATION FOR SEQ ID NO: 2753: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2753: 
ATAATCTATG GGGGGACCGT CTGGTAAGGA ACCTGGTTGC CCTGCCAATG AAGCCACCCT 
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(2) INFORMATION FOR SEQ ID NO: 2754: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: IS base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2754: 
ACAAAGGTTT TACGCCCAAA TTGTTCACTG GCTAACTGGG CGATGGTTAG TATTGGCAGC 
GCAAAAGTGG CAGGGG 

(2) INFORMATION FOR SEQ ID NO: 2755: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2755: 
ACCTCAGGGA CAATTAAAAG TTTTTCTTCG GAATGAATGA CAACAACAAA T 
(2) INFORMATION FOR SEQ ID NO: 2756: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2756: 
ACGTATTCCC TCGTTCTTAG GTCTTCTAAA CATAGGTGAC TTTTTGGTCG 
(2) INFORMATION FOR SEQ ID NO: 2757: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2757: 
AAATGCTTCG TATTAACGCC TATTTTAGCT CCGTTATAGA CACAACTTAC ACA 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 51 base pairs 

(B) TYPE: nucleic acid 

5 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



1Q (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2758: 

ACACGGCAGC GAATACTCGT TTGGTGAGCC TGTACACATC TAACACGAGA A 51 
(2) INFORMATION FOR SEQ ID NO: 2759: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2759: 
GGGAAAACCA ATTAAGGATT TAAAGGTTnA TTTAAAGGGG CCGCCACCGG GTTGGGGATG 60 

25 

CCCTTTGGGC ACCTTAAGAA AGCCCCGATG GAAAGGGACC GGTTACCTTA ACCGG 115 
(2) INFORMATION FOR SEQ ID NO: 2760: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 227 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2760: 
TTTGGCCAGG CCAATTAATT CCTGGTGGCC AATTAAATTT AAGGGGACCT TTGGGGGAAT 60 

40 

AAGGTTTAAA ATTGGAAAAT GGTCCAATTT GGAC CTTTTG GCCAATTGGA TTCCCGGCTT 120 
AAAAAGATTT GGACCGGTAA ATCCCTTTTT AAATTACCTC GGGCCAnGGC CCAACCAAGC 180 
CAAACCAATT TAAATCCGCC TGGAAACCAA CCCATAnTTC CTTTACC 227 

45 

(2) INFORMATION FOR SEQ ID NO: 2761: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 59 base pairs 
so (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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ACACTATTGT GCCAGCGCAC CTTCGAGGTA TCTTGCATCA CTCAGCTGTT TTTTACTGT 59 
(2) INFORMATION FOR SEQ ID NO: 2762: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2762: 
15 TTATCCTGTT CCTAAGCCCG ACGGCTCGGC CACACGATTA ACCTTTAACG CCATCTTGTC 60 

CAACCTGT g8 
(2) INFORMATION FOR SEQ ID NO: 2763: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2763: 
TGGAAAGTAC CATATAAGTA ATGGTAGTCG TTTCAGAAAG ATATAAATCG TTGGGAAAAG 60 
AAGAAATGAC AnATTAATGT AAATATTTGT TCATGTACAA ATAAATATAA TTTATA 116 
(2) INFORMATION FOR SEQ ID NO: 2764: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2764: 
TTGTTACAGT GGTGTAGCGG ATCGCACGGC CTTCAACTAA GTGGTTCAAT GCTTGATACC 60 

45 

AGTTATGAGT GTTGGTGC 78 
(2) INFORMATION FOR SEQ ID NO: 2765: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2765: 
ATATATTCGT ATGCACCTTT TGTAAGGCTT TGTAATACGA AAATTATCAC TACAATGATT 
GCTGTAACGA GTAACGACAT ATATGGCACA CCGTTTTTAT TnGTTTTACC AA 
(2) INFORMATION FOR SEQ ID NO: 2766: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2766: 
TATTGAAGAT TTTTTCGAAG ATAAAGGTGA CACATATTCA TGTCATGTTT AATATCGTTA 
CCTTACGTAA CCATATAAGA CTGTAACTTG TGTCATATCA TTCGTAGAAC nTTTGGAAAT 
GAT 

(2) INFORMATION FOR SEQ ID NO: 2767: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2767: 
GTCCGCGCCA CGGAATGGCC CACGGGACGA TAAGTGAGGG CACCGACGGC CGAACCCAAG 
(2) INFORMATION FOR SEQ ID NO: 2768: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2768: 
GTACGCGGAG CACGAATTCC GCGGATCTGG GAGCATCTCT AGGTAAnTTT 
(2) INFORMATION FOR SEQ ID NO: 2769: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2769: 
CTTAGGTAGC TCAGTGTGTT ATTGAGAGGC CTGTTGGCAG GCCCCGGACG ATC 
(2) INFORMATION FOR SEQ ID NO: 2770: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2770: 
AAATTGATAG CGTGCACAAA CCAGGTCCAT CCACGAACAT GCCAATCCAG CCCAGGAAGT 
AATTGCCCG 

(2) INFORMATION FOR SEQ ID NO: 2771; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2771: 
ACGATCATCT GGATGGATAT ACAGAACAGT GTGATTGTAC GTGGTGGGGA AA 
(2) INFORMATION FOR SEQ ID NO: 2772: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2772: 
TTAACAGTAT GATATTATCA CACGTGAATA GGATATGCCA ACACTGGCAT CGTTGGGGAT 
AGCGTAATAC 

(2) INFORMATION FOR SEQ ID NO: 2773: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2773: 
AACATTGTAT TCGTGATTAA GACTTCGATC GGTTCAGTAT TCGGCAGATC CACATGTGAC 
CATGCTT 

(2) INFORMATION FOR SEQ ID NO: 2774: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2774: 
CACCCTTGTG ATATCACATT TGTATGTGTT AAGAGGGAGC CCCTTTCCCG ATCAACTGGC 
GATAAAAACA GTTGAnAAGT GGGCGGGGGT TATTATTTCT GATGACGGCG GGGTTTTTTC 
(2) INFORMATION FOR SEQ ID NO: 2775: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2775: 
AACCGTTGCA GGTnAAGCTG GGCnCACCAT TCTTCTCTAT TAATGGTTCA 
(2) INFORMATION FOR SEQ ID NO: 2776: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2776: 
CATGTACGGT GTCCACACAA GAAGTATTTA GGTGGTTGTT CCCGGATTTA ACCTGGC 
(2) INFORMATION FOR SEQ ID NO: 2777: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2777: 
AACGACCCCG GGTTCCACCG GGGTCCATTA AGCCAAGGGC CAGGGGACCC C 51 
(2) INFORMATION FOR SEQ ID NO: 2778: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



75 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2778: 

TTGTTCCGGC CTAAAAAATT TAAATTGAAC CCAAGGGTTG CCTTGGGTTG GGTAATCCAT SO 
TTTTTGAATA AACCTTTGnC CCTAATGAAT TTTTCCGCCA TTTAAAGGGT GTCCGCCAAT 120 

20 

CCGG 124 

(2) INFORMATION FOR SEQ ID NO: 2779: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2779: 
GTAAATTTGG GAATTACCGG AAAATTAAGG AAAGGCCAGT AAGGGGTTTC CAGGCCAA 58 
35 (2) INFORMATION FOR SEQ ID NO: 2780: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 371 base pairs 

(B) TYPE: nucleic acid 

40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



^ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2780: 

GCACTCCAGC CTGAGCACCA GGGTGAGACC CTGTCTCAAG AACAAAAACA nCAACAnCAA 60 

AAAACTTGTT CAAAACTCAC TTCCTGCAGT AATCTTTCCT TGAACAAACT CACCCTCTAA 120 

50 TTCCCACCTG CAATTGTGTG TAGAAATCCA TTCTCGTGTG TAATTTTGGG CTTATATGCA 180 

CACATTGAAA ATCCAAGAGC CAGAAAGAGC TCTAAGGAAT TATCCAGTCC AGCTCTGTGC 24 0 
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AGCCTGGGCT AGGACCCAGA TCTTTCCCAT TTCCCTGTTC CAAAAATTTT nGGCACAGGG 360 
TGGCCACCCT G 371 

5 

(2) INFORMATION FOR SEQ ID NO: 2781: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

t5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2781: 

GGGGTTGCCA AAGGGGTGTT AAATTTAAGT CCGATGAAAA TTAAGnAAAA AAATCCCATT 60 
TTCCCTTCCG GGTCCGTTGT TGGGGCCTTA ATTTCCCGCC AATCCAAGTT TGGTGAATGA 120 

20 AATTAATTAC CGT 133 

(2) INFORMATION FOR SEQ ID NO: 2782: 

(i) SEQUENCE CHARACTERISTICS: 
2s (A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi} SEQUENCE DESCRIPTION: SEQ ID NO: 2782: 
GTTCAAGTTG ACGCTGGATC ATCTGGTACA CACGTATCCT GCATACTATA GATGTCAT 58 
35 (2) INFORMATION FOR SEQ ID NO: 2783: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



45 



SO 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2783: 
GCTAATTATA GGCCGTCAGG CATTACGnGA TCGAATCTGG CAACTCACAA 50 
(2) INFORMATION FOR SEQ ID NO: 2784: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2784: 
GCCnCllCTCT GTGACACTGT GTATATACAC CCGCGGGAAT ATCTCCAACG 50 
(2) INFORMATION FOR SEQ ID NO: 2785: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

TO (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



1S (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2785: 

CTTTGTCTGA CATATTGGGG CAGTGATTTT TGGGACGGTT CTACATGTCG AGTACTTTAG 60 
TCAGAGTTGT GAGTAGCGGA CGGGTnTACT TGATATACCC TTAATGTGTA T 111 

20 (2) INFORMATION FOR SEQ ID NO: 2786: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2786: 

30 

CATGATGATA CTTGCATGTA CGTTGTACGT GAACGTACAG TTACGTTGTC 50 
(2) INFORMATION FOR SEQ ID NO: 2787: 

3$ (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2787: 
TCAGCAAGTA GTAAGGATAT CAAACTATGA TCTATTTGAT GTTATGCCAT AA 52 
(2) INFORMATION FOR SEQ ID NO: 2788: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GCATCATGGA ATATTAAAAC AGCTGATATG TTTGAGTAAT GATTGATTGA CGAGATATGC 
GGCA 

(2) INFORMATION FOR SEQ ID NO: 2789: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2789: 
TGAGAGAAGT CACAGTCGCC AGCGGCAAAG AACCCGnnAA GATGTGnGCA 
(2) INFORMATION FOR SEQ ID NO: 2790: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2790: 
CAGTGTATGG AATCTTGTTT GAGTGTGAGA GTCAAAGACT TGGTGATTGA ATGGAAAAAT 
TGAA 

(2) INFORMATION FOR SEQ ID NO: 2791: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2791: 
ACAAnGGGTG AAGTTCTCCC ACATGCTGTA TACCGTGGGA TTATTTTTAA 
(2) INFORMATION FOR SEQ ID NO: 2792: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 83 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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ATTCCTATTC AACAACGGAT ACATAATCTT TTATATCTTC CTTCTAGTCA TATGATACTG 
GAATAAGTGA TATTTCTTAT AAT 
(2) INFORMATION FOR SEQ ID NO: 2793: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2793: 
CATATGTCAT CGTACGTAAT CATCGATGAA ATATCAACAT CTCGACTTAA TAGGTCAACA 
AGAT 

(2) INFORMATION FOR SEQ ID NO: 2794: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
(CJ STRANDEDNESS: double 
(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2794: 
CCCTACTCCG CGCAATAACC GCATTACCAG ATGCGCTTCC ACTGAGGAAC GACGGAT 
(2) INFORMATION FOR SEQ ID NO: 2795: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2795: 
AGATAAAGTG TCATCTATAT CCATCTATCA ATATAGATAT GTTTACGGCC GATTTCAATC 
CGCAA 

(2) INFORMATION FOR SEQ ID NO: 2796: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2796: 
TATACGCCTC ATTACACCCA ATTGGACCCT TTACGTATGG AGTACATTAT AGAATCGA 58 

5 

(2) INFORMATION FOR SEQ ID NO: 2797: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2797: 

nGCTAAGAAT TTATAAGAGG TTTCGGCAGA TATATATACG CAAGTATCTG 50 
(2) INFORMATION FOR SEQ ID NO: 2798: 

20 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2798: 
AAGCAGTCTT TCACAAAAAG TGAATAATCA CTAGTTCATT AATTTGCATT TGAACCTTCA 60 

30 

TATAATGCAT ATTACTTAAT GTACAAGCAA AGATGTATTT ACCTATCAAA GAATTTnC 118 
(2) INFORMATION FOR SEQ ID NO: 2799: 

35 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2799: 
CCATAGAACC TGTGAATACC TATACATATC ATACTGTGGA ATTCGTTACG AGG 53 
(2) INFORMATION FOR SEQ ID NO: 2800: 



45 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
(3) TYPE: nucleic acid 
SO (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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CCAATTCAGA CTGTTATTCT CTCTTCGTGA TAACCCGTGA TGTTTGTCTG C 
(2) I NFORMATI ON FOR SEQ ID NO: 2801: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2B01: 
GGGGGnGCAT ACCGCACCGA AGCATCAGAC GATGTGAGCG ACCTACCTCC 
(2) INFORMATION FOR SEQ ID NO: 2802: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2802: 
CCGTAGCGCA CATATGACGA GACCAAGGAT AACGTGCAAn GnCATATTGT 
(2) INFORMATION FOR SEQ ID NO: 2803: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2803: 
CACGTCATGA ACGTGCATTC AACACAATCA TTTACGAGAT GGACCAAGAC 
(2) INFORMATION FOR SEQ ID NO: 2804: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2804: 
TATGGTGTTT ATTTTAGCGC TnGTTGTGCT TTGTCTTCAG CATCTATAAC CTAGTGCGAT 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2808: 
ACAAAGCAGT ACTGAACTGG TTTCGTTGGA GCCCGTGTTG CTGTTTATTC ACGGCA 56 
5 (2) INFORMATION FOR SEQ ID NO: 2809: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2809: 

15 

AGGGGGCGTA CAACATAGAT TTGCGAGATA CTCAGCATTA CACTTCCATT TAACTTATTA 60 
TCC 63 
20 (2) INFORMATION FOR SEQ ID NO: 2810: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 810: 

30 

TTAGGCGCCT GTTCCAACCG CACCCATATA AGGCGGTCGG CTGCACGCAC GACGTATG 58 

(2) INFORMATION FOR SEQ ID NO: 2811: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 2811: 
AAACCCCCAA GGAATTAATT TTCCGGTTTT CCAACCCCTT AAAAAGGGAA AGGCCAAT 58 
45 (2) INFORMATION FOR SEQ ID NO: 2812: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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CATCATTAAG GCAAAAACTT TCACAAAGTC ATGAGGCGCA AAAGGTATTA TTATAACACA 
TCCCGCGTTG GG 

{2) INFORMATION FOR SEQ ID NO: 2813: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2813: 
CCATTTAAAG CGGTACGGGG CTTGGTTCAG GAACGTCGTT AGACAAATTC GGT 
(2) INFORMATION FOR SEQ ID NO: 2814: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2814: 
TAGTACCCAA TTTCCAGTCG AACCAGGATG GGACCAGAAG CCAAACCAAC GTT 
(2) INFORMATION FOR SEQ ID NO: 2815: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2815: 
GAAAAAAAGG CCTTGTTTAC CAAAGGGGCC AATTTTTTCG GTTCAAGGTC CAAACCTACC 



(2) INFORMATION FOR SEQ ID NO: 2816: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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TCTGAATGAC GCCGAAATCC CATCTGAATT CATGGGATTT TCCACTTTCA 50 
(2) INFORMATION FOR SEQ ID NO: 2817: 

Ci) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2817: 
CGTTACTAAA GCTACATAGT GCGTCATTTA AGATTATAGC AAGTAGCATA T 51 
(2) INFORMATION FOR SEQ ID NO: 2818: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2818: 
CATTCACCAT AATATTCATT GTTCCATTAG CATATCAGGC ATGTCACGTG CACA 54 
(2) INFORMATION FOR SEQ ID NO: 2819: 

Ci) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2819: 

4Q GTGTATCAAA TGAGCATGTT nCAATGGTTC AnCATGGCGT TTATGGCACT 50 

(2) INFORMATION FOR SEQ ID NO: 2820: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2820: 
ACAATTGCGG CTGCTCATTG TGAGCACGAC TTTATCATGG TTGGGTTCAG 50 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2821: 
CAGTAGTACG TAAAAATGAA TCACTTGAAG ATGCGTACGT AGATTTTAAA CGTCAGTTCT 
AAAAAGTGGA CAATCCAAGA GACGTAACGG AATTTnCGAA AA 
(2) INFORMATION FOR SEQ ID NO: 2822: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2822: 
GAGTACTTAA TCCGGCACCG TTTACTTCTG GGGGCATCGA CTAAGTGGGG CGGCC 
(2) INFORMATION FOR SEQ ID NO: 2823: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2823: 
ATTGGTTTCT CATAAACACT TTTCTATGAA TTTGTATGTA TTTGTTTATT AAAATCTCTA 
ATTCTTATGG A 

(2) INFORMATION FOR SEQ ID NO: 2824: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 134 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2824: 
CCATTGAGTG TGAGTATATC ATCGATCAAT ATGCAACATT TATCAGGTGC ATGTTGCTTA 
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TATACAGAAA ACAGCGTGCC GTTATCCATT ATCACATGAC ATATGTAGTC C 51 
(2) INFORMATION FOR SEQ ID NO: 2829: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2829: 
GAGATACGGT CTTCGTATAT GATATGTGCA TATTTAGATA GTCATTTATG AGAGAACGTG 60 

15 

GACGTGAG 68 
(2) INFORMATION FOR SEQ ID NO: 2830: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2830: 
TGATGATTGT TTATGATACG ATATGTAAAT GATAATCATC CAGGAGGTCT AGCATGGT 58 
30 (2) INFORMATION FOR SEQ ID NO: 2831: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2831: 

40 

CCTAACAAAC ATAATTAAAC CCATAAATGC ATCCAATGCG GTTAAACCAT GAAA 54 
(2) INFORMATION FOR SEQ ID NO: 2832: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2832: 
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(2) INFORMATION FOR SEQ ID NO: 2833: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 
<D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2833: 
GTCTGCTACC CTTTCAGAGC AACATGCTGA GTGTATAATG CCGTGTATAG GGGACAATGC 60 
CATTCACTA 69 

75 

(2) INFORMATION FOR SEQ ID NO: 2B34: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 55 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2834: 

AACACCAGCT GGTAAGTATC ACGTTACATT TTGTGTCTTC ATGATTAATA AAAAC 55 
(2) INFORMATION FOR SEQ ID NO: 2835: 



30 



35 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2835: 

AGAGCTTGGA TGTCGTTCGT AATTGATGCT CTAGCTCCAT GGGGCCCATG 50 

(2) INFORMATION FOR SEQ ID NO: 2836: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 8 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2836: 

TTTCGTCACT ATTGCTCATG CATAGACATT TGCAATACCG GCAAATGACG ATGGnATATG 60 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 840: 
TATATTTAGT CTGTTATACA AGGTGTATCA CAGCGGTAAT ATGCCTCTAC ATGGCCATAT 60 
G 61 
(2) INFORMATION FOR SEQ ID NO: 2841: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2841: 
GGGCCCCGGC GGCAGGGAGG AAGGGGGCAA GGGCGGCGCC AAGACCACGA CCGGCACC 58 
20 (2) INFORMATION FOR SEQ ID NO: 2842: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2842: 
TGTACAGGTG CAGTTAGACC GCCTGACGGA ACGAGACGTG CAATTGCCAG CAACGCACAA 60 
(2) INFORMATION FOR SEQ ID NO: 2843: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2843: 
AAACATGTGA AGTGATCGAG GTATGGACGG AGTAATGATC GCACAAGACA TAGCATCCCC 60 
45 GT 62 
(2) INFORMATION FOR SEQ ID NO: 2844: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2844: 
ACGATTTAGT TTGAATTTCT ATTAGGGTTT GGTGATTCTA CTACTTCTGA TA 52 
(2) INFORMATION FOR SEQ ID NO: 2845: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



,5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2845: 

GATTATCACA ATTATGCAAA GTTGTCTAAT CGTTAGACCA ATTTCTGTTC AAACACCACA 60 
ATC 63 

20 (2) INFORMATION FOR SEQ ID NO: 2846: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2846: 

30 

CGTTATATAA GAnCGACATG GAAGCATGAT GAAATATTGA ATACATCATA 50 

(2) INFORMATION FOR SEQ ID NO: 2847: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2847: 
CCACAGGTGC ATCCGCCTGG TATGGAGCCG GCCAGTCTTC ACTGCTTTCA C 51 
45 (2) INFORMATION FOR SEQ ID NO: 2848: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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AAAACTGTCC CAAGCTGTTT TTATTTAGAG CAACCAATCC AATTTAAACC CCCCACCATT 60 
ATTTTAAATA ATACCATTCC AGCGAAAGCC CTTTCCAnGG TTTTGGAATA TAA 113 

5 

(2) INFORMATION FOR SEQ ID NO: 2849: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 155 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(DJ TOPOLOGY: linear 

75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 284 9*: 

CATCTGGAAC TTTTTAATTC CAGAAGGGTT CCAGAAGGTT TCGAAATCCC TCCTAATGGG 60 
CTCCATTAAC GGATTTTAAA TTTTTTAATA ATTTTAGGCC AAAAAATTAA TTTCCAGGAA 12 0 

20 AAGTAAGTTT CCAACCCGGG TAAGAAATTA CCnAA 155 

(2) INFORMATION FOR SEQ ID NO: 2850: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 64 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2850: 
CACAAACTAA CATAGAAGGG CCATCATCAG GTGCTATTAA ATATCTACGC TAGATTGTAA 60 
ATCA 64 
(2) INFORMATION FOR SEQ ID NO: 2851: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 54 base pairs 
<B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2851: 

AATTATTCAT CAATAGCTCT TTACGATTCA CAAATCTAGG TACTTTTCAG ATCT 54 
(2) INFORMATION FOR SEQ ID NO: 2852: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2852: 
AAGCCCCTTT AAACTGGGCC TTTAAGGAAC GGTGGCGAAA ATCCCCAAAT TCCGGGCA 58 
(2) INFORMATION FOR SEQ ID NO: 2853: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2853: 

75 

AAAGGTTTCC ATTCGGTCCC ATTAAGATTT TTTTGGAAAT TCCATGGAAG GATGGTTGGT 60 

CCTTTAGGCC TGGTAGGTTA TCCTTTTTGn AGGTGGTATC CAG 103 

20 (2) INFORMATION FOR SEQ ID NO: 2854: 

(i) SEQUENCE CHARACTERISTICS: 
{A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2854: 
GGCCACGGTC ATTCCTCCAA GCCAACCAGT GGACAAGATG GGTGGAAGGC GCAGG 55 
(2) INFORMATION FOR SEQ ID NO: 2855: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2855: 
TATTTGGCAT TCAAATAACG TAAACGGATT TTGAAGTAAT TTACATAAAG AGG 53 
(2) INFORMATION FOR SEQ ID NO: 2856: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2856: 
ACAATTTGAC AATGACTGGG ATGCTGACAC TTGATATGAA GACAATTGAA GAT 
(2) INFORMATION FOR SEQ ID NO: 2857: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2857: 
AACTGCGTTA CATGCTTTGC TTTTAACTGA ACCCAGAACA ACGGTTTCGG 
(2) INFORMATION FOR SEQ ID NO: 2858: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2858: 
CTTTnnTAnC TTCATCTCTA TTATTATTGT CCGAATTACT ACGTGGACAA 
(2) INFORMATION FOR SEQ ID NO: 2859: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2859: 
TCCAGGTCGA ATTTATTGCC AATTAGCCTC CCGGGTTAAA AGGGTGGGTG TCGGGTAAAA 
TCGTAC 

(2) INFORMATION FOR SEQ ID NO: 2860: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
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GGTATCCAGT CCCCCGGAGG GGTGACAAAC TTCCACGCCC AGTGGGGGGA CTACCGTTTT 60 
GGACCAAAGC CC 72 
5 (2) INFORMATION FOR SEQ ID NO: 2861: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



j5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2B61: 

AGTGTCGAAC AATTAAAGAT ATTGAGTGAC AGGATTGCTT AAGGGCCGGT CGGAACAG 58 
(2) INFORMATION FOR SEQ ID NO: 2862: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2862: 
TTAGCGGTAA ATCCGAAGAA CTAAGAAGAC GTCAAGAAGG GGATATACGC 50 



30 

(2) INFORMATION FOR SEQ ID NO: 2863; 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2863: 

GCAAAAnTGA GAGCTCAAnC TGCAnnAAGC AAATCAACGA AAGATTAGGT 
(2) INFORMATION FOR SEQ ID NO: 2864: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 246 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2864: 
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AACTATTCTG GATTTGTGCA GTGGCTATGG GGATGAGTGC GTTCCCCTCT TTCATGACGC 120 

AGGCGAACGC CAGCAACGCA ACCACTGATC AATGCTGAGC CAGCTGTAGC CGCCCAGACG 180 

GAACAAAATC CGCAGTGGGG GCAAGTGATG CCGGGCGTGC AnGGCGCTGA TGnCAGTTCG 24 0 

TGGCAG 246 
(2) INFORMATION FOR SEQ ID NO: 2865: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
is (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2865: 

20 

ACAGATGATA CCTCTTGATC ACTTGCCAGA GATCGTCTAA GTCGTCCTTG 50 

(2) INFORMATION FOR SEQ ID NO: 2866: 

(i) SEQUENCE CHARACTERISTICS : 
25 (A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2866: 
AATACCACGC TGACCTTAAT AAGCCATCAT GGGGGAAATC ATGACCGCAA T 51 
35 (2) INFORMATION FOR SEQ ID NO: 2867: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2867: 
CAACTTGGTA AGTGGTCGTT TTGGGCCCCA CCCTACCCGT TTGGACCTGG 50 
(2) INFORMATION FOR SEQ ID NO: 2868: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 223 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2868: 
CCCAACCCGG TTCCGGGCCT TAATTTTTTn CCTTTTAAAG GAAAAAAAGG AAAAACCGGT 60 

5 

TAATTCCGGC CCAAAAAnCC CGGAAGTTGG AAACCTTTTT TTAATAAAAA TAATGGACCG 120 
TCCCAACCTT TGTTGCCAAA AGGTGGCCTA AAGGTTTAAA AAAAAC CGTT AAAATCCATG 180 
GCCAGGATCC AGCCTAAAAT TGAAACCATT ATAATTGATA AAC 223 

10 

(2) INFORMATION FOR SEQ ID NO: 2869: 

(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 66 base pairs 
75 (B) TYPE : nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2869: 

TGGACCTTTG GTAATATGAA TTGAATGGTG CTTTGTGGAA ATCGGGAATT CGCCTCGTGC 60 
CTTGTA 66 
(2) INFORMATION FOR SEQ ID NO: 2870: 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2870: 

AAnAGCCAnG ATCATGGTAT ATCCATTAAG AGACGAGAAG ATCGATGCCC 50 
(2) INFORMATION FOR SEQ ID NO: 2871: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2871: 
5Q TTATTTGGAC TTACAAGGAG AATAGTCAnT TCTAGGAAAG TGGTGCGAAA GTCACTTACC 60 
AATATACGGG GATTATTCAT CCATCGTCGG TCGGTCATAT GATACGGAAT TAACACGCCA 120 
CTCCG 12 5 

55 
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(i) SEQUENCE CHARACTERISTICS: 
(A> LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2872: 
CAACACCTGA CGTGTATAGA ACTCATCTCT TCAATAACGT CGCTGTCAGG TTACGAAGTC 



(2) INFORMATION FOR SEQ ID NO: 2873: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2873: 
TATACATTCC ATTTAACACC TTAACACATG CAAGTTACTT CCTCCTCAAG CATC 
(2) INFORMATION FOR SEQ ID NO: 2874: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2874: 
GCTGAAAGGA GACTTCTGCA GGTGTGATCA CAAACTGCAC ATCTACACAA GCCATT 
(2) INFORMATION FOR SEQ ID NO: 2875: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2875: 
AGCGCGACCG CGAGAAGGGA GGGGGAGCCA GAGCAGCAGC AGGCCCCAGG GCGAAACCCC 
CAAGAGGAGC GAGnAAGAAG GAGGGAAAGC CCAGCAGGGG CGCCCAGGCC AG 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2876: 

10 

GnGCGTTnnA nCGGTCGCGT AGAGATGTCG GGTCTGTAGT AGATCTGGGG 50 
(2) INFORMATION FOR SEQ ID NO: 2877: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2877: 
ACCTTGACTT TGCAGACGAT GATGCTTTTG GCTGGGATCT TCACCATCTG GCAACTGAAT 60 
ATGGTTGG 68 
(2) INFORMATION FOR SEQ ID NO: 2878: 



25 



30 



35 



40 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2878: 
CTCCACCTGA TGCATGCCCC CATATCAGGA AAATGATAAC CTCGGACACC TTC 53 
(2) INFORMATION FOR SEQ ID NO: 2879: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2879: 
GGGAACTTTG ATCTGCCCTT GAAATCCTGA AAAATGTTTG CAAACGGGAA TGATCTTGTG 60 
CCTTGCTTTG AATGA 75 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 341 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2880: 

AGAGAGGCCG AGATGGCAGA TGAGATTGCC AAGGCTCAGG TCGCTCGGCC TGGTGGCGAC 60 

ACGATCTTCG GGAAGATCAT CCGCAAGAAA TACCAGCCAA AATCATTTTT GAGGATGACC 120 

GGTGCCTTGC TTTCCATGAC ATTTCCCCTC AAGCACCAAC ACATTTTCTG GTGATACCCA 180 

AGAAACATAT ATCCCAGATT TCTGTGGCAG AAGATGATGA TGAAAGTCTT CTTGGACACT 24 0 

TAATGATTGT TGGCAAGAAA TGTGCTGCGG ATCTGGGCCT GAATAAGGTT ATCGAnGGTG 300 

20 GTGAnTGAAG TTCAGnGGTG GACATCCGTC TATCACGTTC A 341 
(2) INFORMATION FOR SEQ ID NO: 28B1: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2881: 
GCGGTTACTG TGTAATGGCA TTAAATATGA AACGAGCCGA TGGAGCGTTG 50 
(2) INFORMATION FOR SEQ ID NO: 2882: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2882: 
CTCATCATTT GTAGTTGGAA AGGTTTATGT ACATTTGGAA AACACCGACA CATGACGTAT 60 
CTCCATTGCA ATTTACACAA G 81 
(2) INFORMATION FOR SEQ ID NO: 2883: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2883; 
TTTTTTTTTT TTTTTTTTTT TTTTTTTTTT TTTT TTTTTT T TTTTTTT TT TTTTTTTTTT 
TTTT T T TTTT TTTTTTT 

(2) INFORMATION FOR SEQ ID NO: 2884: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2884: 
ACGGTGTGCT TGATGCACTT GGAACTGTGA GTTTGGGTGT GACTTTGCTT TGGCTTGCTT 
GCTGAATGTT TTGACTATGC ATTGCGTATA TGACTTGnAG CGCG 
(2) INFORMATION FOR SEQ ID NO: 2885: 

• (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2885: 
AGCAACGTGT CTGTCAACGT GGTGTCATTG GAAAAGGCGT CATGTATTGn CCGGTGGGAT 
TTACGTGTAG TCACACATGT GCCCAATTAT TGTTTTGAGG CCAACTTGAG TAGGTTGATG 
GTTATGT 

(2) INFORMATION FOR SEQ ID NO: 2886: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2886: 
TGAGCGAGTG CTGTGTGAGC GCGAGGTTGT GAGAGTTAGA ACCTTGTGAG C 
(2) INFORMATION FOR SEQ ID NO: 2887: 
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(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2887: 
TTGAAACCGC GAACCTGAGT TCTGGTTAAC TACAGTCTGG TATACACATT GAGGGAAACT 
TCG 

(2) INFORMATION FOR SEQ ID NO: 2888: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) topology: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2888: 

AGTAnCATAC nCAACTATCT CAGCATACAA TATTGGnCAC CTCGCAGCTT 

(2) INFORMATION FOR SEQ ID NO: 2889: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 
{B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2889: 
AAAnATAATC CCGGTTTTAT CCCCCTACCT AATTAGTGGG AAAAGTACCA ATTGCCAATT 
GGTAAAATAG GTTGCCATAA CGGCCTCCCA AAAGTAAATT CCCTTTTTTG GTTTA 
(2) INFORMATION FOR SEQ ID NO: 2890: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 147 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2890: 
AATCGGTCCG TTATACTCTT CATAATATTG TGGCGCAACC ATTTCAACTT TATCTTTTCT 
TATAAATAGC ATCATCGCAA TAnTAAAGAA TAATATCGGA ATGATTAAAG TAACGATAAG 
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(2) INFORMATION FOR SEQ ID NO: 2891: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 400 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2891: 
AACACAACAA GTTGTTAAAG ATGCATTTTT ATCACAACAT AAATCTATTG GACGTAAAGC 60 
TCAAGAAGCA TACTTATCAT ATCGTTTAGA ACAAGAGTAT AGTAAAGATG ATATCTTCCA 120 

75 

AGTATATCTA AACAAAATTT ACTATTCTGA TGGCGTAACA GGTATTAAAG CTGCTGCTAA 180 
GTATTACTTT AATAAAGATT TAAAAGATTT AAACTTAGCG GAAGAAGCTT ATTTAGCCGG 240 

20 TTTACCTCAG GTTCCAAACA ACTATAATAT TTATGATCAT CCAAAAGCTG CTGAAGATCG 300 

TAAAAnCACT GTTTTATACT TAATGCATTA TCATAAACGC ATTACAGATA AACAGTGGGA 360 
AGATGCTAAG AAAATCGATT TAAAAGCGAA CTTAGTAAAT 4 00 

25 (2) INFORMATION FOR SEQ ID NO: 2892: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 9 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



40 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2892: 
CCTAATTAAA CCTCCATCCA TCCTTTTGAA GGGGGATCTT TAATAAAnCC GGAAAGTTTG 60 
GGGGAAAAAT CCTCCATCCT TTGAAGGGGG GGGCTTTCCA ATGGCCTTTA AGAATGGCCT 120 
TTTCCAAGCC AACTTTTAAT TCCCCCGGT 149 
(2) INFORMATION FOR SEQ ID NO: 2893: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 130 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2893: 
GCCCGAAGTA TTCTTGTAAG TATTATGATA CTCGGTnCTT TTTATGATTT ATGTTAATTT 60 
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TTATGTTAGT 130 
(2) INFORMATION FOR SEQ ID NO: 2B94: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2894: 
15 GATGAGACCT GAATTGATTG CAACCCAAAT CGGCATATGC AAATTGCATT AAAGTTGGTT 60 

CAACG 55 
(2) INFORMATION FOR SEQ ID NO: 2895: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2895: 
CGCACAACAC ATTTAGCGAC TCAGATGTCG CGCGAATGGA CCGATATGGC GTGTCTACAC 60 
ATTGTCATAT TGTACGAATA GATGAGAAAT TnCAAAGACC GA 102 
(2) INFORMATION FOR SEQ ID NO: 2896: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2896: 

ATTAAGTGAT GGGCTAATGT TTACGCCCCA ACCAAAGGTT TCCAAAGAGC CCTTGTTGGG 60 

CCTGTGTTG 69 

(2) INFORMATION FOR SEQ ID NO: 2897: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 80 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2897: 
ATTGAATTAA TGTCCCAACC AAACGAATGG TTGCCCTTTT TCCATCCAAA GGGGGCTAAT 
TGGGAAGGGT ATTGGTTCCC 
(2) INFORMATION FOR SEQ ID NO: 2898: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2898: 
CAAATCCTGG AGATGAGCGT AACCAAAAAT AACGTTGAGA AAATGACCAC ACA 
(2) INFORMATION FOR SEQ ID NO: 2899: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2899: 
ATCGTGAACC TCTCATCCAA TCACTCATGT GAGTGAATTG GATGACCTGA A 
(2) INFORMATION FOR SEQ ID NO: 2900: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2900: 
AGCTTTCAGG GCTATATCAG ACCCACGCAT TCATCCACGT GAATGAAACA CG 
(2) INFORMATION FOR SEQ ID NO: 2901: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GGTACTGACA GAGGGACAAG GTGGAAAGGn TGCCAATGTA AGAATACGGT 
(2) INFORMATION FOR SEQ ID NO: 2902: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2902: 
TGTCTGGAAT TCAGGTGAAT TGATGCGGAG ATTTAGGTGA TTAAGGAGTG TTGATTATGA 
AGATGACCAC TT 

(2) INFORMATION FOR SEQ ID NO: 2903: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2903: 

CATGCCAAAG CAGTAGGCAA GCCGCTTAGC AAGCCAAAAA CGTCAGCCCA 

(2) INFORMATION FOR SEQ ID NO: 2904: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 58 base pairs 
{B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2904: 
TTGATGTTAC CTGATCGCAA TCTTGACCAC CTGGCAGGGT CTCATTGTTG GGTATCGA 
(2) INFORMATION FOR SEQ ID NO: 2905: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2905: 
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GCGGTCTAT 

(2) INFORMATION FOR SEQ ID NO: 2906: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2906: 
ATTCCATTAG GTTCAATTAA AAATTAACGG GGTTATGGTT CCGGTAATTC GGG 
(2) INFORMATION FOR SEQ ID NO: 2907: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2907: 
AAAGCTAAGA AAGGAGGATT AGCTGGTAGT GGAGGAATGT TAAGTGAGGC TGGTGAT 
(2) INFORMATION FOR SEQ ID NO: 2908: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2908: 
GGGAATGGCG CATGAACGTG CACATCAAAT GACACTGCAG GAAATCAATT AGCACGGATA 
TGGCATAAAG ACAATGGTAA AAGTGG 
(2) INFORMATION FOR SEQ ID NO: 2909: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2909: 
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(2) INFORMATION FOR SEQ ID NO: 2910: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2910: 
GAATTTGTTC CGAGGTATCG AGGACTACGC TTATAAGGTG CTTACAGATA CATTTAnCAT 
TAATGGCGTG TGCTGCTGTA TGGGTTATAC TGTTCACAGG TTTAAGAGA 
(2) INFORMATION FOR SEQ ID NO: 2911: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
ID) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 2911: 
TTGTCCCCAT AGGGAGAAAT AATTCCGCCT GGGCAAAACC AAATCCACGA GCTTCTAAGG 
(2) INFORMATION FOR SEQ ID NO: 2912: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2912: 
TAGATGTATC CAGCTGACAT TAGCTATTGG TAAGGTAACG GCTTACCAGG CAACG 
(2) INFORMATION FOR SEQ ID NO: 2913: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2913: 
GCCATGAGGC CCACCCATCC ATGTTTATGG ATGGTGGATT GGGGAATTAC TTGTTTCAAA 
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(2) INFORMATION FOR SEQ ID NO: 2914: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2914: 
ATCCGTAATT CTGGCCTACC AAGGGTTTAG GCCAATGGGC CATTCTTTTA TTTAACCC 58 
(2) INFORMATION FOR SEQ ID NO: 2915: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2915: 
TGGTGCGACA GTGGTAGGCT TTTTACGGTn TGCnGGCGAG AGTTCTGTAG 50 
(2) INFORMATION FOR SEQ ID NO: 2916: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2916: 
CTGTTACGCT ATGCCCCCCA GTTGTATGTT GAGTGGAATC GTG TTTTT OG ACCTGCCTTT 60 
GCTTTTTT 68 
(2) INFORMATION FOR SEQ ID NO: 2917: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2917: 



55 
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GGAAA 

(2) INFORMATION FOR SEQ ID NO: 2918: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2918: 
AAATTCCAAT CCTGGGAATG GGATTCCATG GTnTTCGGAA AAATCCGCCA CCCCAAAAAA 
ATAAATGGGT CCCTTCCCTT GGAAATATTA CCTTTACCAG G 
(2) INFORMATION FOR SEQ ID NO: 2919: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2919: 
TAATAAATCC ATGACCACCG TCACGACGAT CTGACTGATA AACTAATGAC ATATGACTGG 
TGTACACACC GTATG 

(2) INFORMATION FOR SEQ ID NO: 2920: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2920: 
CTTGGATTGA CCATCATTAG TTTTGGTCAC TCTAAGTTGT ACTGTCCGTT GTACAA 
(2) INFORMATION FOR SEQ ID NO: 2921: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GCTCATTGCT TGTATATTAA TCCCTGAAAT TGACCGTGTA TATCCCGTCG ATCTATCTTG 
TCCTG 

(2) INFORMATION FOR SEQ ID NO: 2922: 

<i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2922: 
GCAATATTCT AATCTGTATG TTACAGCACA TGGATATAGC ACATCCGGGC 
(2) INFORMATION FOR SEQ ID NO: 2923: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2923: 
TGTGATTTAA CAGGATTACA CAGGTGTACC AGCCGATAGT TGATTAAGCT TCTT 
(2) INFORMATION FOR SEQ ID NO: 2924: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2924: 
ATCCTGGGAA GTGCTGAAAA ACCACTnCAC TAAAGGCATA GGAnCCACAC 
(2) INFORMATION FOR SEQ ID NO: 2925: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2925: 
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(2) INFORMATION FOR SBQ ID NO: 2926: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2926: 



TTGGTCACAT TTATTCTCGT GTTGTGCCGT TCTTCTTCAG TACTAAAGAC AAGGTGATTC 60 
^ 62 
(2) INFORMATION FOR SEQ ID NO: 2927: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 56 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2927: 
CAAAAGGCTA TCCCACCTGA TTTGCAAAAG GAACTGGACT GCAAGGGAAG TCTCAG 56 
(2) INFORMATION FOR SEQ ID NO: 2928: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2928: 

40 TGATCTTGCT ATTTAGTTGC GGCTTGGATT CATTTGGCAT GGTTAAGATT AAATTAGATG 60 

CTTCATTCAT TCAAGATTTC TTCATGTTAG CATTCTTTAC GACAATCGGT CTTGGTGCAT 120 

CATTGAAATT ATTTAAATTA GGTGGCAAAG TCTTGCTATT ATACTTTATG TTTTGTGCTA 180 

45 

TCATTTCAGT CATTCAAAAC ATAGTTGGTG TATCACTAGC AAAAGTATTA AATATTAAAC 24 0 

CTTTGTTAGG ATTAACAGCA GGTTCCATGT CTATGGAAGG CGGTCATGGT AATGCTGCTG 300 

50 CTTATGGTAA GACAATTCAA GATTTAGGTA TTGATTCGGC ACTGACAGCG GCTCTTGCAG 360 

CTGCAACTTT AGGTCTTGTA TTTGGAGGGC TATCGGTGGT 400 
(2) INFORMATION FOR SEQ ID NO: 2929: 

55 
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(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2929: 



10 



15 



20 



CTGAACCGAT 


GGCGCACTTT 


GCTACGCCAC 


CTACAGCAGA 


TCCCAnGGGG 


GGnGAAGCTT 


60 


ATACTGAAGC 


TCTACGTTCA 


ACATTTTTCC 


ATTGGGGATT 


CCATGCTTGG 


GCTGTTTATG 


120 


GTGTTGTTGC 


GTTACGTTTG 


GCATATTCGC 


AATTCCGTAA 


AGGTGAACCA 


GGTTTATTAT 


180 


CTAGAACTTT 


ACGTCCTCTT 


TTAGGTGATA 


AAGTAGAAGG 


TCCTATTGGG 


ATTTTTATTG 


240 


ACGTTTTATC 


TGTATTTGCG 


ACAATCGTTG 


GGGTAGCCGT 


TTCGTTAGGT 


ATGGGTGCTC 


300 


TACAAATTAA 


TGGTGGTTTA 


CATTACTTGT 


TCAATGTTCC 


AAACAATACG 


TTTGTACAAG 


3S0 


CGATTATCAT 


CATTGTTGTT 


ACTATCTTAT 


TTATAGCAAG 






400 



(2) INFORMATION FOR SEQ ID NO: 2 930: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2930: 



35 


ATGTAGATCT 


ATATGATGAC 


TTTTTACAAG 


ATCCATCATC 


TGTACCAGAA GATTTAAAGT 


60 


CTTATTCAGC 


ACAATTAAGA 


ATGATGACTC 


AATTGTACCA 


GCTTTAAAAA GTACAAGTAG 


120 




TCAnAATAGC 


GACGGCACAA 


TTAAGCGTGT 


CATGCGTTTA 


ATTGATAATA TTCGCCAATA 


180 


40 


CGGGCATCTT 


AAAGCCGATA 


TTTATCCTGT 


AAATCCTCCA 


AAAAGGAAAC ATGTACCTAA 


240 




ATTAGAGATT 


GAAGACTTTG 


ATTTAGATCA 


ACAGACTTTG 


GAAGGTATAT CAGCAGGAAT 


300 




TGTTTCAGAT 


CACTTTGCCG 


ACATTTATGA 


TAATGCCTAT 


GAnGCAATTT TAAGAATGGA 


360 


45 


AAAACGTTAC 


AAAGGnCCAT 


TGCATTTGAG 


TATACCnTAT 




400 



(2) INFORMATION FOR SEQ ID NO: 2931: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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10 



GGTTATACAA TCTAGAATCG CATGATAATT TAATGCTACA AATCGATAGT ACAATATATC 60 

TACCGTGAAT AACTGTGCAA ATAGTGACGT TGTAGCCGCC ATACGCATTT CATTTTCATC 120 

AGTTCTGCCA TAAATCAATG CATAGTCTGC AATTTGAGCC ACTGGATTAT TAGCTGTACT 180 

AGATATAGTT ATGATGGGAA TACTGTAATG TGTGGCCACC TGTGCAATTG ACTGCAATTC 240 

ACTATGGACT ACCTTGGATT CGTCACAAAA ATCATGCAAT CTCTATCATC ATGCGTCGCA 300 

AATGTTGACA CAAGTGAAAT GCGTTTCCAT GTAATAACCT GACATTTGAA GCCATACGAG 360 

ATAACTTTGG AAAAAGATCA CCAATAGnCC AACTCGATGG 400 
1S 12) INFORMATION FOR SEQ ID NO: 2932: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 392 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



25 



30 



40 



45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2932: 

CTTTCAGTAG CAGCTACAAT TGTCTTTAAC ATTTAAGTTT AAAGCTGTAT GTGTCAACCG 60 

CAAATACCGA TAGCCATTCA CTAATGAAGT TTCAACTAAT TTAGTACGAT CTGACAATAA 120 

CTTTTTGTAA TCTTGGGCTG CTTCAGCTGA TACAGCAATA TTTCTCATTG TTTTAACAGC 180 

TTCTTCAGGA TATAAACCAG CAGCAGTTTC ACCAGATAAC ATTACTGCAT CTGTACCATC 240 

ATAGATTGCG TTGGCAACGT CACTAGCTTC TGCACGTGTA GCACGTGGGT TACGTTGCAT 300 

AGAATCTAAC ATTTGTGTAG CTGTAATAAC TGGTTTACCT AATTTGTnAC ATTGTCTGAT 360 

TAAATCTTTT TGAACCATTG GGACTTTnTC AG 3 92 
(2) INFORMATION FOR SEQ ID NO: 2933: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2933: 
so TGACTATGGT ATCGCATGTT GTGTATCAGC GATGACAATT GGTAAACAAA TGCAATTCTT 60 
CGGTGCACGT GCGAACTTAG CTAAAACATT ACTTTACGCT ATCAATGGTG GTAAAGATGA 120 
AAAATCTGGT GCACAAGTTG GTCCAAACTT CGAAGTATTA ACAGCGAGTA TTAGAATATG 180 

55 



2372 



EP0 786 519 A2 



10 



15 



20 



25 



30 



ATTAAATGTT ATTCACTACA TGCACGATAA ATACAGCTAT GAACGTAATT GAAATGGCAT 300 

TACATGATAC AnAAATTGTA CGTACAATGG CAACAGGTAT CGCTGGTTTA TCAGTAGCAG 360 

CGGACTCATT ATCTGCATTn AATATGCACA AGTTnAAACC 400 
(2) INFORMATION FOR SEQ ID NO: 2934: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2934: 

AAAATATGCC ATGACTGGCA TGACAAGAAT TGGACGTTAG AAGCATCTCA AACTGGTACG 60 

TTCAGAGGTC GTAACTnTAA CTTCAATGGT GAAGGATTCT CACGTCAAAC ATTTAAAGTA 120 

AATGCCGTTA GTCAAAAAGA CTACGACAAA TGGGTGAAAG AAGTTAAAGG TAAGAnAACG 180 

TTAGATCAAG ATACATTTGA TAAACAATTA TTACCAAGCA CACCTAATAA AGCTTTAGAA 240 

TTTAATGGTA CACATATGGC GTTTGTTGAT CCAGCAGCCG ATCCAGAATA CATCTTCTAT 300 

GCATATAAAC GTTTCAATTT CGGATTGAAG GTCCCAAACT TCACTAGTGA GGAAAATATG 360 

TTTAAGGTGT ATCAGACAAA CCCTTAATAC CTGCTCGTGA 400 
(2) INFORMATION FOR SEQ ID NO: 2935: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2935: 
ATGGAGTATA CAACTACTTC GGCATTGGCG CTTACGACAA CAATCCTAAC TACGCAATGA 60 
CGTTTGCAAG GAATAAAGGT TrGACATCTC CAGCAAAAGC AATCATGGGC GGTGCTAGCT 120 

45 

TCGTAAGAAA GGATTACATC AATAAAGGTC AAAACACATT GTACCGAATT AGATGGAATC 180 
CTAAGAATCC AGCTACCCAC CAATACGCTA CTGCTATAGA GGGTGCCAAC ATCAAGCAAG 240 
so TACAATCGCT AAGTTATATA AACAAATCGG CTTAAAAGGT ATCTACTTCA CAAGGGGTAA 300 
ATATAAATAA AGAGGTGTGT AAATGTACCA AATAAAAGAT GTGAAACGAG AATTAAAAAT 360 
GATGGTGTTG ACTTAGGTGA CATTTGGCTG TCGTTTTACA 400 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2936: 

AAACAATACA AACAAAAGAA AGTCAACCAA GGATGGATTC CTATTTTAAT CCTTGGTTGA 60 

CTCTTATTTT ATTTAAATTG TAGAACCTAG AAAATAAAGT TTAATTAAAA GCACCAATCA 120 

TTTCTACTTT GAAATCTAAG GTTTCTAAAA TAGCAATGAC TTTCTTTATA TCGGTTGTAA 180 

TTGCAGAATC AGCCTGAACG AAAAATCGAT ACATACCTAA TTGTGTTTTT AAAGGACGAG 240 

ACTCAATCCA GGGTAAATTA ATATTAAACA AAGCAAATGT ATTAAGCACA CTTGCTAACA 300 

20 ACCCGGGTTA TCATGCATTG GTGTAATTAA AAACATCAAT GGTGTCGCAT TTTGATCAAA 360 

TGCTGCTGAT TTTTTATAAC TAAAAACGTG TCAGGTATGT 400 
(2) INFORMATION FOR SEQ ID NO: 2937: 



10 



15 



25 



30 



40 



45 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2937: 

35 TTATTATCTT GATACATTGA GTGTATATTC CATTTTCCAT GAGGCGTTAA ATAACGCATA 60 

CCAAAGCATC TGTACCACCT TTAATTTTCT TATCTCTATT CCCAAATACC ATTGGCGGCA 120 

ATGTCGGTTT ATATACTGGT AAGCTCTCCC CAAATTGTTG GAAAACTTCG TGATCCACAT 180 

AATAACTTTG GACGTCCTGT TAATGTTCTA AAAGGTACTA GACGTTCTAT ATTCGTTGTA 240 

AATGGTGGAA TATCGTCGAC CTTGTTTATT TGAACCGGGG AATACTGCTG TCGGTATTAC 300 

TTCTCGTGGT TGTGGAAGTT ATATTTAAAA ACGGAAATTT TCTCAGCAGC GnTTTCGTTA 360 

GGAAATATCT TTTAACGGGC ATTCCAGTTT GTTCnTCGGG 400 
(2) INFORMATION FOR SEQ ID NO: 2938: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 



2374 



EP0 786 519 A2 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2938: 

TATCTCTTAA AGCCGGTGAT GGTGGTAATG GTATTACCGC ATACAGAAGA GAAAAATATG 60 

TACCATTTGG TGGACCAGCT GGCGGTGACG GTGGTAAAGG TGCTTCAGTC GTATTTGAAG 120 

TGGATGAAGG TTTAAGAACG TTATTAGATT TTAGATATCA ACGTCATTTT AAAGCAAGCA 180 

AAGGTGAAAA TGGCCAAAGT AGTAATATGC ATGGTAAAAA TGCGGAAGAT TTAGTATTAA 240 

AAGTTCCACC TGGTACAATT ATTAAAAATG TTGAAACAGA CGAGGTTTAG CAGATCTTGT 300 

TGAAGATGGT CAAAGAGCTG TAGTAGCGAG GGCGGTCGAG GTGGCCnAGG TAATTCACGT 360 

J5 TTTGCAACAC CTAGGAAACC CTGGCACCTG GACTTCATGG 400 
(2) INFORMATION FOR SEQ ID NO: 2939: 



10 



20 



25 



30 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3B4 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2939: 

CTAACCTCGA GTTCGTATTA TGCCCACCAC ATGTCTGCTG GCTTGTCGTA AATATTAACA 60 

GATTTCAAAG TTTGACAAGC TTTTTGGAAA CCTTCTTCTA CTGACATAAT AGGATCTTCA 120 

TGTTCAATAC TTAATACATA ATCATATCCA TTAATAATAA GTTGACTTAT GATATCTGCC 1B0 

CATACATATG GACTATGTCC TAAGCCAACT GTACGGAATG TCATGCTCTT GTCGCAACGT 240 

35 TACCATATGG TTGCATATCA GTTAGACCAT ACATATTTAC ATTTTCTTGG ATTAATATAC 300 

GTATCTTTAG CATGGAAGTG ATGAATTGCA TTTGCTTGGn CTAATATGCG AATCGCAGCC 360 

AATTGGGTCA ATAnCnTGGC CACC 384 
(2) INFORMATION FOR SEQ ID NO: 2940: 



Ci) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



SO (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2940: 

TTTCATATTT TTCTATTAAT GATTCATATT GTAGGGTGAT TGCAATGTCA TCTAAGCCAT 60 
TTACAAGTTT ATTCTTCCAA GTTTCATCAA TTTCAAAATG GAAACGCTTG TCTGGTGATG 120 
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(2) INFORMATION FOR SEQ ID NO: 2943: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH : 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2943: 
ACCTGGAAAT GTATGTGCCA TCTCTTTAAG CCAATCAGTA TCTTGAATAC CTTTCGTTCC 60 
75 AACTATGCAA TAATTAATCC CTGCGGCAAA GTAGTCCATG ATTGTGACTT CGTACGAATG 120 

CCACCACCTA CTTCAATATC TTTGGTTGTT AATCTCCTCA ATGACTTAAT ATAATCAAAC 180 
TCTCGGGCAT GCTGTGCCTT AGCACTCATC AAGTCGACGA TATGAATACG ATTCACACAT 24 0 

20 

TCAAATTGAC TATAGTAAGC AATACTTTCT TCAGCCGAGC GTGGACATTT TTTCTTCACT 300 
ATCATATTTA CCCTCTGTTA ACCTCACACT TGTTGACCCA ATCAAATCAA TCGCTGGGCC 360 
ATAATTCAAT CATTTnATAA ATCCCCCTTG TATTGGCCTG 4 00 

25 

(2) INFORMATION FOR SEQ ID NO: 2944: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 400 base pairs 
30 (B) TYPE: nucleic acid 

{C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2944: 



AACAAAAGGG 


GTCTATCGTC 


AATCGTTTCT 


TGAATAGTGT 


TGAAAAAATC GGAAATAAAT 


60 


TGCCAGATCC 


TAGCGTCTTA 


TTCTTTTTAA 


TGTGTGTGGG 


CTTAGCCATT ATGACATGGG 


120 


TTATCTCATT 


ATTTAATGTA 


TCTGTTAAGC 


ATCCAGGTAC 


GCATCAAACC ATTTATATTA 


180 


AAAATATAAT 


TAGCCATGAT 


GGATTTACGA 


TGATAATGAA 


TGATACGATT AAAAATTTCT 


240 


CAGAGTTCCC 


AGCATTAGGC 


TTAGTACTAG 


CAGTGATGAT 


TGGTATTGGT GTTGCAGAGA 


300 


AAACAGGATA 


CTTCGATAAG 


TTAATGATTT 


CTGTTGTGAA 


TCGCGCACCA CGTTTCTAAA 


360 


TTTACCGCTA 


TAATATTAAT 


GGGnATTTTA 


GGGAGTCAGA 




400 



so (2) INFORMATION FOR SEQ ID NO: 2945: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
« (C) STRANDEDNESS: double 
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{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2945: 

^ ATTTTACAAG TAACGGTGCA TCACCAGATT CTAATTTAAT GTCATGCTCA GCAGCATTTT 60 

GATAACCCAA CTTTTCAAAG TAGTCAAAAC AATGGTCTAC AACAACCGTA CTATACTCTT 120 

GTGCTTTGGC CGCTCTTCTA CTGCTTGAAC CAAGCCACGA CCTAATTTTT GTCCACGTAA 180 

10 TTCAGGATGA ACTGATAAAG AGGCAATCGC CAAACCATAA TACGTCTTAT CATCACTATT 24 0 

AATTTCTACT TCAATTAATA AAACGTGTCC AACGACATCG TTATTTTCAT TTTTCGCTAT 300 

TACTTCTAAT TCAAAATTAT AGCAAGGAGA TTTTCTTAAA TGGTTTACTT TCGGCACGTG 360 

75 CCTGGCCAAC TCGTTTTCAG GATTATCATC CAAACTTTCC 4 00 

(2) INFORMATION FOR SEQ ID NO: 2946: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2946: 



GGAAATAATT ACTTGAGCTA GATAAGTTGA CAGCTGTGCA ATTATTTTCA GCAGCTAATT 60 

30 GTAAAATTCG CTCTAATCTT GCTGATGAAT GTTCAGGCCC TTGACCCTCA TATGCATGAG 12 0 

GTAAGAATAA TGTTAATCCT GAACGTTCTC CCCATTTTGA GCGAGAACTG AATAAGAAGT 180 

TGTCAAAAAT CATTTGTGAC ATATTTGGCA AAATCACCAT ATTGTGCTTC CCAAATATTG 24 0 

35 

AAGCTTTTTT TGTTTTCCAC ATTATAGCCG TATTCAAAAC CAACTACTGC TGCTTCTGAA 300 

GCGGAGAATT GTGTATATCA AATGTCGCTT TTTGAnCAGG AGCATGATGT AAAGGTGTAT 360 

ATGTTnCACC nGTTTGCTCA TCATGTnACA CGGCAGCCGT 4 00 



40 

(2) INFORMATION FOR SEQ ID NO: 2947: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION; SEQ ID NO: 2947: 

AAGTGGCATA AAAAAATCAC ATGACGATAC ATTGTCGTCA TATGACTTTA AATATTATTC 60 
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10 



TTCAATTGTG TCACCGATTT TTAATACATC TTCCACTTTT TCAATTCTAT TTTTTGAAAT 180 

TTGTGAAATG TGAAGCAACG CATCTTTACC TGGGAATAGG CCTACAAACG CACCGTATTT 240 

TTCAATACGT TTAACAGTGG CTTGGATAAG TTTGACCTAC TTCCGCTTCA CGTGTAATTT 300 

CCTCAATGAT TTCACGAGCA CGATTTATCA TAGCTTGATC AACAGCACCC ATAAAGATAG 360 

TACCATCCTG GnCCATATCn AATTTAACAC CnGGnTCCTC 4 00 
(2) INFORMATION FOR SEQ ID NO: 2948: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
75 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2948: 
TTTTTCAAGT TTTGCTGAAG GCTTTACACA AGGCTATTTA ACAATGGATG CCATTGCAGC 60 
AATTGCTTTT TCAATGATTG TTGTTAATGC AGTAAAACTA ACAGGCATTA CTAAAACAAA 120 

25 

TCAAATATTC AAACAAACTT TGACTGCTGG TTTAATTGCA GCCGTAGCTT TAATTTTCAT 180 
ATATATTTCA TTAGGTTATA TTGGTAATCA TATGCCAGTA AGTGACATGA CGTTAGATCA 240 

30 ATTGAAATCC AAAGATCGAA ACATTGGGAC ATATTTATTA ACGACAATGG CTTCAACAGG 300 

ATTTGGTCAT CCGGAAAATA TTATTGGGCA TCATTGTGGC GCTGGCATGC TAACTACAGC 360 
ATGCGGGCTA TGGTGCAGTT CCTGAATATT CCATAGATCG 400 

35 (2) INFORMATION FOR SEQ ID NO: 2949: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2949: 

45 

CATGGCTTCA GATTGTTTGA ATTGAATGGA CAATTTTGGn TTCTGTCCAA AATTCTTACA 60 
AAATCTTCTA CCGATAAACT ATCAAGTTCA ACTCTAATCG GAAAAACGAC CTTGCAATTC 120 
SO TGGTATCAAG TCACTCGGCT TAGATACATG GnAAGCTCCA GCACCTATAA ACAGCATATG 180 

TTCAGTATTC ACAGTACCAT ATTTGGTTTG AATAACGCTA CCTTCAAGTA TAGGTAAAAT 240 
ATCTCTTTGA ACACCTTGTC TTGAGACATC TTGACCACTA TTATGATTAT TCGTCGCAAC 300 
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GTTAGCGCTT TCTTGATCAn TTAGTTCATC CGCATAACTA 400 
(2) INFORMATION FOR SEQ ID NO: 2950: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2950: 



15 TTGACTTTGT AACTAAACTA CTCACTCGAC CGACTCAACT GTTTAAATGT TTCAGATGGT 60 

TTAACTCTAA ATACTACGTA TAAATCACCA GCAGGTCCTC CATTCACGCC TGGAGAGCCT 120 

TCACCAGCTA ATCTAATTTG TTGTTCATTG TCGACACCTT CAGGTACTTT CACTTCTAAT 180 

20 TTAACTGTTT TATTTTCAGT ACCTTTTCCG TGACATGTTG GACAAGCTTC TTCAAATTCT 24 0 

TGACCACTTC CATTACATTT AGGACAAACT TGTTCAGTAC GAACTCTACC TAAAATTGTG 300 

TTTTGTTCTA CAGCTACATG ACCAGCGCCA TTACAGTAAC TACAAGTCTT TTTACTTGTT 360 

25 CCAGGCTTTG CACCATCACC ATGACATGTT TCGCATGTnA 400 



(2) INFORMATION FOR SEQ ID NO: 2951: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2951: 
CAATGATTTT AAAAGATGCA ATAAAACCAA ACTTAGTACA ATCAATTGAA GGGACACCTG 60 

40 CATTAGTTCA TGGTGGACCA TTTGCGAATA TCGCACACGG TTGTAACTCA ATTTTAGCAA 120 
CTGAAACAGC ACGTGATTTA GCTGATATCG TTGTAACGGA AGCTGGATTT GGTTCAGACT 180 
TAGGCGCTGA AAAATTCATG GACATTAAAG CGCGTGAACA GGATTTGATC CGGCAGCTGT 240 

45 CGTTGTTGTT GCGACAATTC GTGCGTTAAA AATGCATGGT GGTGTAGCGA AAGATAATTT 300 
AAAAGAAGAA AATGTAGAAG CAGTAAAAAG CAGGAATGGT TAATTTAGAG CGTCATGTTA 360 
ATAATATTAA CAATTCCGTG TAGAnCCGGT TGTTGCCATA 400 

50 

(2) INFORMATION FOR SEQ ID NO: 2952: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2952: 
TCAAGTAGCA AAAGAAACAG GTGCTTCAGT TATCGGTATT GATATTGGTC CACAAGCCGT 
TGACCTAGGG CGCAGAATCG TTAACGTCTT AGCACCAAAT GAAGATATAA CAATTACGGA 
TCAAAAGGTA TCTGAACTTA AAGATATCAA AGATGTGACG CATATCATAT TCAGCCGACA 
ATTCCTTTAA AGTACAGCAT TTTAGAAGAA TTATATGATT TAACAAATGA AAATGTCCGT 
AGTTGCAATG CGCTTTGGTG ATGGCATCAA AGCAATATTT AATTATCCGA AGAAACAGCG 
GAAGATAAGT GGGCCATGTG TGAATAAACA TATGAGACCA CAGCAAATTT TTGATATAGC 
ACTTnATnAA AnAGCCGGCT ATAAAGTnGG TATTACGGAT 
(2) INFORMATION FOR SEQ ID NO: 2953: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2953: 
CGCAATTCAC AATAACATTA AATAATTTTT GGTCTCATAT TTTCAAAAAA CATACTGTTA 
TTATCCCATG GGnTTAAAAA TATCATTAGT ATATAAACGA AACACTTTAC GATAAATGAT 
ATCTGCAAGC CAAGCTGTTA CAAATGGTAC AACAAAGAAC GCTACTACAA TTAGTAAGAC 
ACTCAACCAA GCAGAATCAA CCTCCATAAA TTTAAATGCA TTAATCGGTC CTACCATTCC 
TATAAAACCA AATCCAGCTG ACTCTTTCGT TCCATGAATA CCTACTAATG CTGATACCAA 
ACCTGATACA ATGGCTGTCG TAnGGGCGGG GnGCATAAGA ATTGGATATT TCACCATATT 
AGGTATCATC ATTTTAACGC CTCCAAAGAA GACCGGATAA 
(2) INFORMATION FOR SEQ ID NO: 2954: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2954: 
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AACACTTTAA TGGAGATTTA GCAGGCACTG TTACACTGAC AGCAGGTTTA GGTGGTATGG 120 

GTGGTGCGCA ACCGTTAGCA ATTACTATGA ATCATGGGGT AGCAATTTGC GTGGATGTTG 180 

5 

ATGAAACACG TGTTGATAAG CGAATTGATA CGAAATACTG TGATGTTAAA ACAGCTGATT 240 

TAGATGAAGC ATTAAAATTA GCAGAAGAGG CGAAAGAACG TGGGAGAAGG ATTATCAATC 300 

GGGTTAATTT GGAAATGCTG TAGACATCCC ATCCAAGCGG ATTCTAGGAA AAAGGGTTTT 360 

10 

AAAATTGGAC ATTAATTACT GGnCCCAAAC CAAGTGCCCC 400 
(2) INFORMATION FOR SEQ ID NO: 2955: 

75 {i} SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 400 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2955: 
TTCAGAATAC GAGCAATGTC AGTTGCAGTG TTTAATAAAT TTTGTTCGCT ATTTTGTAGG 60 

25 

CATCTTCTAA AGTGCTAGGT GAAGAGATTA TAGAATAGGC ACTATCAATA CCGAAATCGT 120 
AAACATGTTG ATAATTTTCG CCTAGACTGC CACAAATCGC GATGACAGGA ATATGATATT 180 
GTTTTGCAGC TAACGCAACG CCTACGGGTG TTTTACCAAA GATGGTCTGA TAATCCATGC 240 

30 

GTCCTTCTCC AGTAATAACG AGGTCTGCAT CTTTAATTCT TTGATGAAAA TCTGTAATGT 300 

CAAAGACGAC ATCAATACCT TTTGTTAAAG TTGTCTCACA AAACGnTAAT AATGCTGCGG 360 

35 CCATACCGnC AGTGCACCAG AACCTGGTAT TTGGTTnACG 4 00 

(2) INFORMATION FOR SEQ ID NO: 2956: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2956: 
AATACGTCCT TTATATAATG TTAATAACCA GTTAAACAAT TTCACACCAG TTGGAATACC 60 
AATCAGCATT GTTGAAATTG AGAAGAATGA GTTGATTAAC GCACCATTAC CCATTGTGAA 120 

50 

GAAATGGTGA ACCCAAACTA AGAAACTAAG GAACGCGATA CCGGCAGTTG CCCATACCAT 180 
ACTTTGATGT CCGAATAAAC GCTTACGAGC GAATGTCGGG GATAATTTCT GAGTAAATAC 240 

55 



2382 



EP0 786 519 A2 



10 



40 



45 



50 



55 



CCAAAGCATT GGGCATACCG CCATGTGGCA CTGTGGAAGA ATGCTGTGTC CAATATTCCG 360 
nTCATTGGTn CATTAATGGC TAACGCTAAC GGTTTAAAGG 400 
(2) INFORMATION FOR SEQ ID NO: 2957: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 394 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



75 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2957: 

TAGTAATTAA TACGATGTCA GCACCTACTG ATTTTGCTTT GTCTGCTAAT AATCTTAAAT 60 
GTTCCGTGGA CCTGAACCAG AGATAATTAC AAATACATCA TTCGACTTAA TCGCAGGTGT 120 

20 CGTTGATTCT CCAACAACAT GTGCCTGTTT GCCGAGCTGA TTTAAGCGCA TTGCAAAACT 180 

ATTCGCCACG AATCCTGGAA CGTCCTTTGC CAGCTACAAA TATATGTTCA GCATGTAGTA 240 
TTTTGGGATG CAAAAGTTGG AAAACTCCAT CCGnTTCAAC ATGTGACAAA GTCATCTTTG 300 

25 

AATTCATCTA GAnTTAATTG ATAGTCACTA AnTTTAGCCA TATTACTTAC CTTCGGTTGC 360 
CAGCGCGACC ATTGTTTCGC AGCTTCTTAC TGGG 394 
(2) INFORMATION FOR SEQ ID NO: 2958: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2958: 

AATTATTCTA CCTATAATTA AAAATGCTGG CAAAGGTGTA ATGATGATGA GTAATGAACC 60 

TACAACATTT AATATCAATC CTACATAAGT AATTTTGACG CGACCAAATT TATCAGCAAC 120 

ATCACCAGCA CCTACGATAA ACAAACCAGC AAATAAGGCA GATAAGCTAA CAGCGATTAT 180 

TTATCGTTCC AACGTCACTA CTATATGTTG ATTGTAATGG GACAACAAGA TTAACAAGTG 240 

ACTGCGCGAA TAGCCAAAAG GTAATAACCC CTAAAACGAT ACCCAAAnGC AATCGGTTGT 300 

TCACCTCTTA AATTGTTTTG ATGTGTCCnT GGATTAGGAT AAGCCTCCTA TGTTTAGGAA 360 

AAACAATTTT TAATATGGTA TATTAAGGAn ACATTTCCTT 400 
(2) INFORMATION FOR SEQ ID NO: 2959: 
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TCATGATGAA CGTGGAACAA ACCCTAAACC AnTATTAGTT GAAnGGATGG TTTnCGGTGG 360 
AAAATGAAGG TG 372 
5 (2) INFORMATION FOR SEQ ID NO: 2964: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 382 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



75 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2964: 

TTAGCAGAAC GCCCACAAAA CCTATCTCTT GCTGTAAAAG AATTTGTGAA nCTGCTGGCT 60 

TAAAACGTGT TGGCATAATT GCAGCTTTAG GAGCTACAGT TATGTTAGGT TTAAGTACAA 120 

20 TTAAAAAATT ATGCCGTAAA TAGAGCAAGA CATAAACAAT AATTTAGGAG TCTGGAACAA 180 

TAATCAATGT TCTAGGCTCC TAAATGTTAT ATTGGCAGTT CTGAAACATT TATAAATCTT 24 0 

TGATTATGAA CTCACAACAG TGCTCTATGC TTTTATAGAT TTTAATAAAT TAGCCATTTC 300 

25 AATTGCACTT ACTGCTGCTT CACACCCTTT ATTGC CAGCT TTCGnACCTG CnCCTTCCAC 36 0 

AGCTGGGCAA TACTGCCAGC CG 382 
(2) INFORMATION FOR SEQ ID NO: 2965: 



30 



35 



40 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2965: 

GGGAATCATA CAATCATTAC CAATAAACAT GTTACTTATC ACATGAAAGT CGGTGATGAA 60 

ATCAAAGCAC ATCCTAATGG TTTTTATAAT AACGGTGGTG GACTTTATAA AGTTACTAAG 120 

ATTGTAGATT ATCCTGGTAA AGAAGATATT GCGGTCGTAC AAGTTGAAGA AAAATCAACG 180 

45 CAACCAAAAG GTAGAAAATT CAAAGATTTC ACTAGCAAAT TTAATATAGC ATCAGAAGCT 240 

AAAGAAAATG AACCTATATC AGTCATTGGT TATCCAAATC CTAATGGAAA TAAACTACAA 300 

ATGTATGAAT CAACTGGTAA AGTACTATCA GTGAATGGAA ATATAGTGAC ATCTGATGCG 360 

50 GTTGTCCAAC CTGGCAGCTC TGGTTCACCT ATATTAAATA 400 
(2) INFORMATION FOR SEQ ID NO: 2966: 
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(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2966: 



10 


TGGGGATTCA 


CAGGCTAATA 


CATTTGACTT 


TATTAGCTGG 


TGGCGGTAAC 


GGCGCTGAAC 


60 




TTTAAATGCG 


ATTCAAAGTG 


CTGCAATTAT 


AAGTGCATTC 


CCATTCTCCT 


TTGTCGTCAT 


120 




ACTCATGATG 


GTAAGTTTCT 


ACAAGGATGC 


GAACCAGGAA 


CGTAAATTCC 


TAGGTTTAAC 


180 


15 


ATTGACTCCG 


AATAAACATC 


GCTTACAAGA 


ATATATCAAG 


AGTCAACAAG 


AAGTTATGAA 


240 




TCTGACATTC 


TTGAAAAGCG 


TCAGTCACGT 


GAAATATAGA 


GAAAAAAGAT AACTAATAAA 


300 




GTTTAGTTAA 


GTATTTTAAT 


AACAAGTAGT 


ATGTCATTCT 


AGTAGCTAGA 


ACGGTnATAC 


360 


20 


TACTTGTnTG 


TTTTTGTGGA 


AATTGAGTAT 


TTCAAAGGTT 






400 



(2) INFORMATION FOR SEQ ID NO: 2967: 



(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 387 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2967: 





ACGAGGAATT 


AGTGAAGTAC 


AATATTATCG 


GTGGTTTTGA TTTAGGTGTT GTTTCAGACG 


60 


35 


ACTTTAAAAA 


TCACATGTTA 


ATAGCTGTAA 


CTGAATTAAG AACAAAAGAT GAAATCGATA 


120 




CATTTGTAGA 


AAAGGCTGGT 


GAGTTAAATG 


ACTAGTAAAT CAAGTCCATT AATTTTTGAA 


180 




AGATCTCGTG 


AAGGCAGATA 


TGCATATTCA 


TTACCAAAAA GTGATATTAA AACAAATTCT 


240 


40 


GTTGAGTCAT 


TGTTAGATGA 


TAAATTTATT 


CGTAAAAACA AAGCGGAGTT TCCTGnAGTT 


300 




GCTGGAACTA 


GACTTnGTAC 


GTCATTAATC 


CTGGACCTTT CCAAATAAAA AATTCCGGnG 


360 




GTAGACACCG 


GGTTTAACCC 


ATGGGGT 




387 



(2) INFORMATION FOR SEQ ID NO: 2968: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 806 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2970: 

AGTGCTTGAT GAATTTTGAC CACAAATTCA AATGTATCAG GCGTTTCTTT TATCCATTTC 60 

AATATATTTC TTTCCGGTTG TATCGCATAG TATGTCGCAT CTAATTCGAC AACCGGAAAA 120 

TGTCCAGCAT ATGTTTTAAG TTTATCGGTT TGGCGTTCTA AATCTTCATA TAATGAATAG 180 

TGATCACCCC AACCTGTTAA TCCGATGTTT ATCATATATA TCACCAATGT CATCATACCA 240 

TATAACTTTT ATCATAATCA TTTCAGCGAA CTTTAGTTTG ATGTTTTTGC TTGATTAAAA 300 

TCTTTTCGGC GAnCCTCAGC TTGATGTTTT TCGTTGATTA AATGGTAAAT AGnnACGCA 359 
,5 (2) INFORMATION FOR SEQ ID NO: 2971: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



10 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2971: 

CAGACGGTCA AGAATCTTAT ACTTATCAAA ATTTATACTG TGAAGCGAGT CTATTGGCTA 60 

AAAGACTCAA GGCTTATCAA CAATCTCGTG TTGGGCTATA CATAGATAAT TCGATTCAAT 120 

CGATCATTTT AATACATGCA TGTTGGTTGG CAAATATTGA AATTGCGATG ATTAATACAA 130 

GGTTGACACC TAATGAGATG ACGAATCAGA TGAAGTCAAT CGATGTACAA TTGATTTTTT 240 

GTACCTTGCC ACTGGAATTA CAGGGTTTCA AATTGTATCG CTGGGTGATA TTGAATTCGC 300 

35 TGGAGGGATA TTACAnCGAn CAGTTGTTGG GCAACACAAT GGGTATCCAT TTGAACCATC 360 

GGATGnAACT TTGTGCCGAA GGTCGCCTCC ACATnTAATG 400 
(2) INFORMATION FOR SEQ ID NO: 2972: 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 392 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2972: 
so TCAACCGCTT TACAGCCAAC CGGCGACGCT GACATGGATC GCCTGGCCCA TGCCCACGCC 60 

TTGGCGCCAT CATTATTAAT TGCTGCAGTT ACGGTATCTT TAATTGCGTT AAATAAACCT 120 



55 
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AAATCACCGA AATGTTATTC GCTTAACGTT TTGTTGTTGT TATTTTAAAA TAAATTTGAT 240 

GCAATTAGTT TGTTTATCCG CACAACATCT TATAATGTAC TTAACTGTAT TTTAAAGAGA 300 

AAAGAAATAC AGTTAGGCAT TCAAAACTGT ATTTAACACA ATTAAGTTGC CTGAATTCGT 360 

ATTTAAGTCT TATTGAACCT TTTTnAGATA An 392 
(2) INFORMATION FOR SEQ ID NO: 2973: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2973: 

20 ATTGCAATGA TAGCAATCGG AATCGCACCT GCTAAAATAA ACGTTGTGCC ATCCGTCGCA 60 

TTTGTACCAC GAATCACAAT GTCACCAAGC GTAGGTGCTC CTATAAATGA TCCAACGGCA 120 

ACAACACCTA TCGCAACAAC CAAGGCAATA CGAATGCCAC CGATAATAAC CGAAACAGAT 180 

AACGGTAATT CAATCATTCG TAGCACTTGA TTGCGTGTCA TTCCCATACC TTTGCCAGCA 240 

TCCTTAATAT TCGCATCAAC ACTAGCTATA CCAGTATAAG TGTTTTTATA ATTGGAAGTA 300 

ACGCATATAA AAACACTGTT AAACTACTGT TCTGAnCTAG CCTGACTACA TTAAATAGTn 360 

ACATTGCATG ACTGGACTGn TGGATATATT GCATGGATnC 400 
(2) INFORMATION FOR SEQ ID NO: 2974: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2974: 

GTATTCTTTA GGTAATGCAA CTTTTAATCC TTTAATATCT TTACCAATTT CAGATGTAAA 60 

GTCTACATCA TCAACTGGTG CACTTGTAGA GTCATTAACA TCTGCACCAG AAATAGCTTC 120 

TAATACGATT GCATTATCTT TTACATTTCG AGTCAATGGA CCAATTTGGT CTAATGAAGA 180 

TGCAAAAGCA ACTAATCCAA ATCGAGATAC ACGACCGTAT GTTGGTTTCA TACCGACAAC 240 

GCCACAATAT GGCAGCCGGT TGTCTAATTG AACCACCTGT GTCTGGAACC TAAGCTAAAT 300 

GGTACTAAGC CAGCTGCAAC TGCTGCTGCA GATTCCACCT GAnGGAACCA CCTGGGCACG 360 
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(2) INFORMATION FOR SEQ ID NO: 2975: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 361 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2975: 

GAGATCGCGG GTTCGATTCC CGTCGAGACC GTACAAATGC CTATCCAAGA GATAGTTTTG 60 
1S TnTTGCGTTT AATATTATAT TAATAAAAGA TATATGGACG AATGATAATC ATATTGATTT 120 

ATCTGTTCGT CCATTTTCTT TAAAATGTAT GAACCTCAAG TAACTTAGTG GTTGGATATG 180 

AAAGATAAAC GTnGACAATA AAATCTTTAT TAGACGTACA AACATATGCT ACTGTCAACA 240 
20 TATTTCTTCG TTGTGATATG CCACCAGTCC TCCATAACAT CAATTGTTAA AGTAACGAAT 300 

AACGAATAAT GATATTTnAT TTCTGAGCCA TGACGTGCCA CTAGAAGTTG CCCATTATCC 360 

T 

(2) INFORMATION FOR SEQ ID NO: 2976: 



25 



45 



(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 371 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 



361 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 356 base pairs 

(B) TYPE: nucleic acid 
^0 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2976: 

TGCTGCTTCT GAAGCGGAGT AATTGTGTAT ATCAAATGTC GC TT TTTGAT CAGGAACATG 60 

ATGTAAAGGT GTATATGTTT CACCTGTTTG CTCATCATGT AACACGGCAT GCCTATGACT 120 

40 GAATGTACCA CGTTCACTAT CTTGACCAGT TAAGCGAATC GGTGTACCAT CTTGTAAAAT 180 

TGTCGCAAAT GCAAGTnGTT CTGCTTGTGC CCAATCAACT AAACCATCTT CTTTATTAAA 240 

CGGCTCATGA CGCTTCTCAA GAACTTTGTT TAACTTTTTn CAAAATGTTA AAGCCATCCG 300 

GATATGTTAA CAATGCATCA TTATTTCTTT CAAGTGA*TCC AAAAGTAAAG GnTTGT 356 
(2) INFORMATION FOR SEQ ID NO: 2977: 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2977: 

CTTTAGAGCG ACACCTAGTC ACTGCAGCAA GCTATTTCTT TATTTGCTAT GCTATAnATC 60 

GTTAATTACT AGACCTATTG CTGGTAGATT GATGGATGAT AAAAATGAAA ATATTATTGT 120 

CTACCCAGCA TTTATCATGC TTTTCCTTTC ATTTGTATGC TTAATTTCAA GCTATCAAAG 180 

CTGGTTAATA TTACTTGCTG GTGCTTGCCT AGGTTTAGGG TATGGAAATT TATCATCTGC 240 

AATGCAATCT ATTGCGATAA AAGTCTCACC CCCGATTAAA TATGGTATCG CGACATCTAC 300 

TTTTTACGTT GGTCTAGATG CCAGGTGTCG GCTTCGGTCC AGCATTCCTT GGGTTAnTTA 360 

CGCAGnGTTT T 371 
(2) INFORMATION FOR SEQ ID NO: 2978: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 365 base pairs 
20 (b) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



. (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2978: 

TTGTAATTTC ATGATTACAC CTCAATTGTT CTTGTTGTTA AAACTCAATA TTTAATTGTC 60 

TGCGCTCAAT AATTTGTTGT TTAAGTTGCT CAATATGATT TGATTGGAAT TCTTCCAATA 120 

ATGCTTTTGC TATTTCAAAT GCTACGACAT GTTCGCAGAC GATACTTGCT GCAGGAACAG 180 

CACAACTATC AGAACGTTCA ATTGTTGCTT TAAAGTCTTC TTTAGTATTA ATGTCTACTG 240 

35 AATTTAATGG nTTATATAAC GTTGGAATTG GnTTCATTAC ACCATTACGA TAATTGGCAT 300 

CCATTGACAT ACCGCCTCTA ACCACCTAAG TGATTAGAnC ACGATAATAC CAATTCACTA 360 
TATAT 

40 (2) INFORMATION FOR SEQ ID NO: 2979: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
4S (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



365 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2979: 
TGATTATATA AATCTAACCA GCCAAGTTTC GTCTGCGGTG AGACATTGAC ATTAATTGCT 60 
GCAGATAATG ATTTAACAAC ATGTGTGGCA TGTGATTCAT TAACGATGAC AATATCATGT 120 
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TGGCGATGGG TAACATTGTT AACATTGCTT CATTTAAAAC GATATCGAAT TGATTGTCAT 240 

CAAAGGGCAA TTTAACAGCA TTCG CTTGTT GAACTTGAAT ATATGATTCA nGACCTGCTG 300 

5 CGGAAATGTT TTCCGTGCTT TTTCTAAGCC TTCnTATTAT ATCAACGCCT GAnGTGACAC 360 

CAnAGTGTGA GCCAGATAAA TAGAGGTGTG CACAGATACA 400 



(2) INFORMATION FOR SEQ ID NO: 2980: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 384 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2980: 

TTTCTGCTTT TGATAATCTT TCATCAATGC AAAAGCTACA TTGGACAGTC CTATAATGGA 60 

AATAATGTTT ACAATTGCCA TTAAGCCCAT AAATAAGTCT GCCGTATTCC ATACTGTTTC 120 

TGTTTTTACA ACTGCACCGA CAAAGACAAG TACTACAACA AGACATCTAA AGATAAATAA 180 

TATTACACGG TTTGTTGATA AAAATTCAAT ATTAGATTGA CCGTAATAGT AATTACCTAC 240 

AACAGATGAA AATGCAAACA GTGnAACGCT TATTGGTTAA GAAAATACCT CCAGCAGAAC 300 

CTAAATGCTC CTTAAGTGCC GATTGGGTAA CTGCAACACC nTGGAGGGCG TTTATCACCA 360 

AATTTnCGTC CCGAATATAG TAAA 3 84 



(2) INFORMATION FOR SEQ ID NO: 2981: 

<i) SEQUENCE CHARACTERISTICS: 
& (A) LENGTH: 380 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2981: 



45 



50 



AATTCTAACG 


ATATCACCAT 


TTTTACAACC 


ACGTTCTCTA AGCGCATCAT 


CAATACCCAT 


60 


CGAACGCATT 


TGACGAGCAA 


ATCGACGTAC 


TGCTGGATCA CTGTTAAAGT 


CAGTCATTTT 


120 


AAACATTCTT 


TCAATAGCAT 


TACCACTTAC 


CACATAAGCA CCATCATCAT 


CTCTTGGAAA 


180 


TTGTAAATTT 


ATCTTGTGAC 


GGTGTATGTT 


TATATAATAC TCGGTTAATG 


CCAACTGACT 


240 


CCTCTTCTTC AACTGTGGAG 


TCAACATCTT 


TATATTCTTC TGAATTTATC 


TGCTTATTGC 


300 


ATATGAATAA 


TTGnnCAATG 


ATTATCACGC 


GTTATTGTTG GAAACTGGGA TTAACTGGCA 


360 
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(2) INFORMATION FOR SEQ ID NO: 2982: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 389 base pairs 
5 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



Ixi) SEQUENCE DESCRIPTION: SEQ ID NO: 2982: 

CCTCAACCGC TTTACAGCCA ACCGGCGAGC GCTGnACATG GATCGCCTGG CCCATGCCCA 60 

CGCCTTGGGC nCATCATTAT TAATTGCTGC AGTTACGGTA TCTTTAATTG CGTTAAATAA 120 

15 

ACCTTCCATT GAAAACACTC CTTAAAATTT AAATTTGAAG ATAACAAAAA CGTGCGTACT 180 

TTnTGAAATC ACCGAAATGT TATTCGCTTA ACGTTTTGTT GTTGTTATTT TAAAATAAAT 24 0 

20 TTGATGCAAT TAGTTTGTTT ATCCGCACAA CATCTTATAA TGTACTTAAC TGTATTTTAA 300 

AGAGAAAAGA AATACAGTTA GGCATTCCAA AACTGTGATT TTAACACAAT TAAGTTGGCC 360 

TGAATTCCGT ATTTGAAGTC CTAATGGAA 389 

25 (2) INFORMATION FOR SEQ ID NO: 2983: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 379 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2983: 





ATATTCCTAT 


GACAATGTTC 


AGGCAACGAT TCCAAGGATT AAGAAAAGAT CAACCGGTAT 


60 




ACTTATGTGA 


TGCCAATGGG 


ATTGCTAGCT ATAGAGCCGC TCGTATTTTG AAAAAGAATG 


120 


40 


GATATACAGA 


TATCTATATG 


TTAAAAGGCG GCTATAAAAA ATGGACTGGA AAAATAAAGT 


130 




CTAAAAAATA 


GTTTTTGTAA 


ATTTAATATA CGATTTAATA AAATCTGAGT GTTAATTGAT 


240 




CATCAATAAC 


AATACTCAGA 


TTTTAATTTT TTAACAAAGT CTGTTACTAT ATTTCTCTAG 


300 


45 


CTTCACTGAT 


CATTAAACCT 


TAGTTTCAGC ATAATTAAGG AAGGTCCGnC CCATTTCCAT 


360 




CGnGnTCCAT 


TACCGCCAC 




379 



(2) INFORMATION FOR SEQ ID NO: 2984: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 374 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2984: 

ATGCTGAAAA TATGGTGCCG TTTATATGAA TCAATTTGAA TCCGAACATA ATCCGGATAC $0 

ATATTTTCAT ACATTGGGAC CCGAATTGAC TTCAGCATTA CAGCAAATTG ATTATTTTGT 120 

GGCTGGTATT GGCTCTGGCG GTACATTTAC AGGTACGCAC GTTATTTAAA GCAACATCAC 180 

GTGCAATGTT ATGCCGTTGA GCCAGAAGGG TCCGTGTTAA ATGGAGGGCC AGCTCATGCA 240 

CATGACACTG AAGTATCGGT TCTGAGAAAT GGCCGATATT TTTAGAGAGA CGCTTGTAGA 300 

TGGGnTATTT ACGATTAAGA TCnAGATGCC TTTCCGAATG TCAAAGTTTG CTATAATGAn 360 

15 GGTGTAGTAA GCAG 374 

(2) INFORMATION FOR SEQ ID NO: 2985: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 464 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2985: 
GGAGCCACCA TTGGAGCAnG TTACGGTGGA AAAGATACGG nAAGGTTnGT ATGACTGTAn 60 

30 GTCTTGGATA GAGTAACAAA CCTAATTTGT TAACTCTAGG CCCCATATGT CGCAGTACCA 120 

TCTGCATGTG TTGTTAcATT GTATGCATTT GTTTTACTTG GCTTCTTGtA TGTCGGGCGA 180 
GCTCCGTATG ACACTTGACC GTTTGCATGT GTTGTTACGT TGTATGCATT TGTTTTGCTT 240 

35 GGCTTGTTTT GTGTTGGGCG AGCGCCATAT GATACTTGGC CGTTTCCATG TGTTGTTACG 300 
TTATATGCGT TTGTTTTGCT TGGCTTGTTT TGTGTCGGAC GAGCTCCGTA TGATACTTGG 360 
CCGTTTGCAT GTGTTGTTAC ATTGTATGCA TTCGTTTCGC TTGGCCTCCT GTATGTCGGA 420 

40 

CGAGCTCCGT ATGATACTTG ACCATTGCAT GGGTGGTACG TnnG 4 64 

(2) INFORMATION FOR SEQ ID NO: 2986: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 359 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2986: 



55 
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AACTATTATA TTAACATACA ATGTAGGGAT GTGATGCGCG TGAAGTTTAG GGATAAAGAT 120 

AATCGTCAAG TTAATTTGAC ATTTAAAAAG GATAATGAGA TAGCAGATGG CAATCATGTG 180 

CTAGCTATTC CAACGTTTAA AAATCAATTG CTTTTTACCA AACATAATTT ACGGGGGATT 240 

GAATTTCCTG GTGGTAAAAG GGAACGCGGG GnAAAGTAGT GCTGGAAGCA GTTACACGTG 300 

AATTATATGA AGAAACAGGC GCCAAATTGA AAAATGnTTA TTACATAGCA CAATGTnCC 359 



(2) INFORMATION FOR SEQ ID NO: 2987: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2987: 

TAGAATTCTT CTAATGAATG AGCTTCTTTA GAATGATAAC CATAACGAAT TCCGTCAAAA 60 

CGAGAAAGGT TTGACGAAGC TTCTGATGAT GCAATCACGT AATATGATGG AATACCAAAT 120 

TTAGTATTTG GCAATGATAC TTCCTCAACG ACAGCACCTA AAGATTTTAA AGTTTCTACA 180 

GCGTTTTGAA CTGCTTCTTT TACGTCATCA GCTACACCTT CACCTAAGTA TTCTTTAGGT 24 0 

AATGCAACTT TTAATCCTTT AATATCTTTT ACCAATTTCA GATGTAAAGT CTACATCATC 300 

AACTGGTGCA CTTGTAGAGT CATTAACATC TGCACCAGAA ATAGCTTCTT AATACGGTTG 360 

CATTATCTTT TACAnTTCGG GTCATGGnCC CATTTTGGTC 400 



(2) INFORMATION FOR SEQ ID NO: 2988: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 377 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
(D> TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2988: 

45 ATTCATTCAT AATTATCAAT CCTTTGTGTT AAATTACTAT ATAAATAGTG TACGnATTTT 60 

CGAAATTTGT GATCATAAGT TTATTCAATG CTAAACAATA AGGTTGAGAC ATAATCGTAT 120 

CTCAACCTTG AAATTATTAT ACGTTGACGT CACTAGTCAT TCAGTTTTCT TAATGCTGCT 180 

50 

ACAATCTCTT TTTTAGTATC TTGTACTTCA GAAGCTTGCT TAATCACTTT TGCAGGTGTA 240 

CCAGCAACAA CTGCACCAGC TGGTACATCT TGTGTCACAA TCGnGCCACT GGCAACAATA 300 
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nGATTATAAC CGTGGAG 



377 



(2) INFORMATION FOR SEQ ID NO: 2989: 



5 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 356 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



TO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2989: 



75 



CCAGGnACCT GGACACGCCG GGTCTTATCA TCAATAATAG TAGCATGACA AATCTACTAT 



60 



TTTTTCGCTA ATAAGTGGAT GTAATGCTAA TAATGTTGCT GTAGGGAAAC AGCCAGGATT 



120 



AGAAATGAGC TTCGTTCCAT TGTTATCAAA CGATTGCCAT TCTGAAATGC TGTAAATAGT 



180 



20 



CATGATTCAA ATCATCTTGT GCCTGCAGCA GTTTCTTTGT AATATGCTTC ATATATTTCA 



240 



CGnTTCTTAA TTCTAAATGC GCCAGATAAA TCGATAACAT GAATACCTTT TTCTACTAAG 



300 



GGAGGGATAC ATGTTTTACT TACGGGTGCT GGTGTCGCAA AGAAAATTAC ATCAAn 
(2) INFORMATION FOR SEQ ID NO: 2990: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 349 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2990: 



40 



TCATTTTCCA AGTGAGACTC 


TGCTCTTGCT 


TTGGCTAATT 


TAGCTCTTTC AACATCAATT 


60 


TCTCTTGCAG TTTCTGCAGT 


CTGAACAATG 


ATTGAAACTT 


TATCTTTTCT AACTTCAACA 


120 


AAGCCATCGC TTACAGCAAT 


ATATTCAGTT 


CCATCGTGGA 


AATTTCACTT TTACAAAGCC 


180 


TGTTTTTAAA GCAGCTACAG 


TTGGGAATAT 


GTCCACTCAT 


GACACCTATC TCACCAGCTG 


240 


TTGTTTGCAT AACAACGAGT 


TCAACATTAT CACGATTGTA AACAGAACCA TTAGGAGTGA 


300 



CAATATCTAG GTTTAAATGT CCATTATCCA TTCCnCCnGA ATTGGnTGA 
(2) INFORMATION FOR SEQ ID NO: 2991: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 363 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



45 



55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2991: 

ATGGCCACGT TCATGCCAAT AGCTGTCGTA GTCGCATTTT CACGTTCTAG TATTGCATTT 60 

TTTAAATGCG ATGTGTGCTC TACATAACGG CAAATTTTAA GTTTATGAAT CAACATATCA 120 

ATTGCTTCGT TTCGAGACAT GTCGTGGATC AGTAATTATC ATAGTTTGTT GATCAAAAAC 180 

ATGAGAAGGT TTATTGAGAT GTGAATGTTT CGCGGTGTTA TCTACATTGT CAACCTCTGT 240 

ATCATGTTGT GTAATATCTG TATCATGAAG TTGCGGTTGC GCTGGTGCAT CTACTGCTAT 300 

AACTGGTGTA TTGCGTTTTA ATAATAGTAC AGTAGTnCAT TGTnGACAAG ACTnACCGAC 360 

is TTA 363 
(2) INFORMATION FOR SEQ ID NO: 2992: 



10 



20 



25 



30 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2992: 

AAGTTTATTT TAAAATTCGT AATAAAAATA ATAAACTCAT CGAACGATTT AATGGTCTAG 60 

GTTTCCATAT CAACTATGAG TACATTAAAT TCAAATTCGA ATCACGTAAC GTAAAAGATC 120 

AAACAATCCC TGAATAAAAC ACCAAGCAAA TACCCTACAG TACATCATTA GCATGTATTG 180 

TGGGTTTTTC TACTTTTTGT AAATATTGAn AATTATnAGT AGTTGTTTTT TACTATTAGG 240 

35 GCAGAATGCT TTACAATAAC ATGCAAGTGT CAATTAAGGG GAGCACTTGC ATAAATAGTA 300 

TAGGnGAGTG AGTAGTCCTG GCCATTTCCT GGAATTCCTT AATCGGCAC 34 9 
(2) INFORMATION FOR SEQ ID NO: 2993: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2993: 
50 TTTGTGCAAT AAGCGCTTTT TGTTCGTTTG CTTTTGTTGC TAATTCATCT TTCGCAACAT 60 

CTTTAATTGT TGTATCTGCA GTAATACCTT GAATATCAGC AACTGCTTGA TCTTTAATTT 120 
GCGTAACATC ATTAGTTGTT TGTGCATTTA AGATATCTTG ATACGCTTTT TCTTTAGCTT 180 

55 
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10 



15 



20 



25 



40 



45 



55 



TTGCTTGATT TTGAGTTGTC ACAGCTTGAT CAACATCATT TTTAGCATTG ATTTAACCGC 300 

TGTGCTGGTT GCGGCTTGAA TTGAATCTTC CAGGCTTCGC TGACTACACA TACACAGTGA 360 

GnGriAATATT TCGGCTGAAC GCGTGCATGT GAAnGCTCT 399 
(2) INFORMATION FOR SEQ ID NO: 2994: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 326 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2994: 

AATGACAGGA ATCGTCGTTG CCTTTACTAA TTGACCAGTT AATTCAAAGT TAGGTCCGGA 60 

CATTTTGCCA TCTTTAGCAA TATCAGTATA TATAATGCCG CCAAGAGGTA TATCCGATAA 120 

CCGTCTCACA AACTAAATAA ATTTAACTCT GTGTCCTCTT CCCATCCGTT CACTTTAATA 180 

TCTTCTCCAT AGGCATCAAC AGATAAATAA ATGCGACCTG GAAATGTATG TGCCATCTCT 240 

TTAAGCCAAT CAGTATCTTG AATACCTTTC GTTCCAACTA TGCAATAATT AATCCCTGCG 300 

GCAAAGTAGT CCATGATTTG TGACTT 326 
3Q (2) INFORMATION FOR SEQ ID NO: 2995: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2995: 

CTAATGCCGA TGAGCAAAAC ACAAGCATTA GAAATTATTA AAAAAGTTAG GTACGTATAC 60 

AACATTGATT TTGATAAACC GAAGTTAGAA ATGTGGATTG ATGTATTAAG TCAAAATGGA 120 

GATTATCAAC CAACTGTAAA AGCGGTAGAT GTTTATATCA ACAGTAACAA CCCGTACCCG 160 

CCTAACTTAC CAGCAATCAT GCGTAAGGAA CCTAAAAAAG TATCTATCGA GCCAGTAGAT 240 

AACGAAACCG CTACACACCA TGGGAAAATG CAGAATGACC CGAATTGTCA GACAAGGAAA 300 

SO ATAGCGCTAG ATAGTTCATG AATAGTTGGC AGATTGGGGC GAACGATGAT ACGnCATTCG 360 

ATTGAAGTCA TATCGTCGTA CTTAACACCG GACGTTnGAA 400 
(2) INFORMATION FOR SEQ ID NO: 2996: 
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(A) LENGTH: 400 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2996: 



75 



GAATGTAAGT 


GTCCCTTAAG 


CATAGTGCTC 


CCACCTTAAA 


TTTTGTTACA 


TACTTTCATG 


60 


GAATGTACGA 


GAAATTACAT 


CTAATTGTTG 


TTCACGTGTT 


AATTTAATGA 


AGTTAACAGC 


120 


GTAACCAGAT 


ACACGGATGT 


TAACTGTGGG 


ATATTCTTCT 


GGATGTTCCA 


TTGCATCTAT 


180 


TAATGTTTCA 


CGGTTAAATA 


CGTTAATATT 


TAAGTGGTGA 


CCACATTGCA 


TTGCGTAACC 


240 


ATCTAACATA 


CTAGTTAAGT 


ACGGTTTGAT 


CTCTGGnTCT 


TTACCTAATG 


ATTTGGnACG 


300 


ATACTGATGT 


ATTGAAATAC 


CATCCTTACA 


GCATCGTAAG 


GGGTCCTAGC 


CACAGAACTT 


360 


ATGAAGAAAT 


GCACCTTTTn 


GGCACnGGCA 


TGCATGGGGT 






400 



(2) INFORMATION FOR SEQ ID NO: 2997: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 335 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

30 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2997: 
ATGATATTAA CCTGTTTACA AGATGGTTGA TACTTGCGCA TGAnATTTGA ATCTTCAACA 60 
35 CCATATTATT ATGGTACATA CGAAACTGAA AATGAATCCA TAGTTACTGA CAAAGAAAAA 120 
ATCTTAGTAT TAGGCTCTGG ACCAATTCGA ATCGGCCAAG GTGTAGAATT TGACTATGCG 180 
ACAGTTCACG CCGTTTGGGC AATTCAAAAA GCAGGGTACG AGGCGATAAT TGTGAATAAC 240 

40 

AATCCAGAnA CAGTTTCAAC AGATTCTCAA TTTCTGACAA ATTATACTTT GAACCTTTAA 300 
CTGAnGAGGA TGTGATGAAT ATCATTAATT TTGGA 335 
(2) INFORMATION FOR SEQ ID NO: 2998: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 397 base pairs 

(B) TYPE: nucleic acid 
CO STRANDEDNESS: double 

so (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2998: 

S5 
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GCAGTAACTA ACTTTTGTAC AAAAGGATCA TTTTTATCAA CATAATGTGG TGGTTGGACT 120 

TTACCTAATT TCACTTCAAA GtATTGTTGA ATCTCATTTG CAAAACGATC CATAGCTTTT 180 

5 TCAAATTCAA ATCCTTCTGG GTAGCGTAAt TGATACCGAA AAGACCTGCG TTTTCATTAT 240 

CATATGTAAT AACACCAATG TTAGTTGTCA CGTCACCCAT GgACATCTGT ATGGgAATTT 300 

CATTCCCAnC TTTTTCACCA AAATCnGGAA TTGAAATAAG TGAGCGATTA CGAAATGGCG 360 

10 

ACAAACGCCT GTGGCATTGA TnGAGCAAGA TTnAAGG 397 

(2) INFORMATION FOR SEQ ID NO: 2999: 

(i) SEQUENCE CHARACTERISTICS: 
' (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2999: 
AAAGCTGTGT TGGTAAAGAG TTTTGTCGAT TTGGTACGCA ATACACGACA CGACTTGGCA 60 
25 TTCGTTTAGA AAAAACATTT GAATACATCG ATACACCTCA TAAATTCAAA ATGGGTGTAT 120 
CAGGCTGCCC AAGAAGTTGT GTTGAATCAG GTGTTAAAGA TTTTGGTATT ATCTCAGTTG 180 
AAAATGGGAT TCCAAATCTA TATCGGTGGT AATGGTGGTA CAGAAGTTGA AAAAGCTGAA 240 

30 

TTTTTAACAA CTGTAGAAAC AGAAGATGAA GTAATCAAAT TATGTGGTGC TTTGATGCAA 300 
TATTGAnCGC GAAACAGGTA TATATGCnGG AAAGAACCAG CGCCCAGGTT AAGAAGACCT 360 
GGATTTGAAA ATGTnAAAAG AAGTCCTTAC CTGGGCCCCG 400 

35 

(2) INFORMATION FOR SEQ ID NO: 3000: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 506 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3000: 

AACGGTAGTA TTACAGAAAG CTCTACTTAT GGTGATAATG ATACACCAGC GCCACCAACT 60 

GACGAATTAG GTGGTAGTTG GACACTATGG AAAAATTTAG CGCGACAAAG TCCTGAATTT 120 

so 

GGTAATCCTG ATAAGTTTTG CCAAAATATT CCTAAAAAAA GTTGGTTTGT TTCAGCAACT 180 

TCTACAACAA ACAATAAAGA GATTATCGAT ACAATAGAAA GTATTTGTAA ACGTGACCCA 240 
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AGTTTTACAA TCAATCGTCA GCmACAGTTT aAAGACCAaC CTGrAAATGA AaTATCTACA 360 

TGGATTTATG CCTTATATyC AGATGTAAaC GGCGATTATA TTAAAAAGCC AATTACAGAA 420 

TGTAGTGGTA ATGAAATATG CCAAGnATGG CTGTATCnCT TnGGTGTATC AACTGACAAG 480 

ATTGAAGACT TAGCAAAACA TGCGTC 506 
(2) INFORMATION FOR SEQ ID NO: 3001: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 353 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
is (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3001: 

20 ATTGATGGCA TCGAAAAACT TTAATAAGAC AACAAGTTGA TGAGATATAT GTATATAGGT 60 

TTGGCATGGA TTTCGATTGC AGTTAATTAG AATAGCTCAA TGCTATAAAT GTAAGTAGTT 120 

GATATGAAGA AACTAATGAA CTAAATGCAA GTATTGTCTA AAACAATCAT TTTATTGAAA 180 

TTTAGTAGAG CTGAAATTAA TATAACGTCG TTAATTGAAT AACGCTTATG TTATAAGAGC 240 

ACTCATACCA nACCATAATC ATCTATAGnT ATAACAATTC ACGTATAAGG GGCTGTGTTT 300 

GGCATAGCCC TTAGGTATAC ACCTAATTCC CATTAAAATA GTAGGGGnTT AAA 353 
(2) INFORMATION FOR SEQ ID NO: 3002: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3002: 

CAACAAAATG TCTATATGGT AAGTGGTAAA ACGAAAAATG ATGAAGACTA TTCATCAACT 60 

ATTTTATATA ACAACGAAAA AGAATTACAA AAAATTACTG ATGCTGCTAA AAAGCAAAAC 120 

GGTGTAAAAT TAACGATTAA AGAAGAAGAA AAACAAAGTG TCTTTGTGAG TATACTTTCA 180 

ACATTAATTC CAGTTGTAGT CATAGCGTTA TTATTTCTTC TCTTCCTAAG CCAAGCACAA 240 

GGTGGCGGTA GTGGCGGTCG TATGATGAAC TTTGGTAAAT CTAAAGCAAA AATGTACGGT 300 

GATnAATAAA CGTCGTGTTC GTTTCTCTGA TGTAGCCAGG GGCCAGATGn AGGAAAACCA 360 

AGGnTTAATT GGAAATTGTT GGTTTCTTGG AAAGGTAATG 400 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3003: 

ATAACATCGG CACAGCAGCT AAAATAACCA TACCCAAAAT GAnTGTATCT TTAAACGTGC 60 

ACCGTAAAGn CTTCCGACTA GCCATGTATA AGCTTTGGCA GCAGATAATT GCTTCGTTGT 120 

AATGAGTAAT CCTTGGACAA GCGCAATAAA CAACGTTTGC ATCGAAATAC CGATGATTAT 180 

GAGTGTTGTC GGG CGTATTT GTCCTTTCGT TTGAAACACT AATAGTATCA TCATTGCAAC 240 

TGCGCCACCT AATACTGCAA ATAGTGGAGT AAATGTATTG TTAAAGGCTG AAAATGCAAT 300 

20 AAAGACAACA GCACTTAAGC TAGCACCACC TGTGATACCG CTAATATCAG GTGAGGCCAA 360 

TGGnnTTTTT TTATACATTT TGGCAACATT TAACCACTTC 400 
(2) INFORMATION FOR SEQ ID NO: 3004: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 354 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3004: 
CTAATAACAA ATGCGATGAT GATTAATACT AATTTACCTG CTGCTAATAC AGAATCTCCA 60 

35 

AGGAATGAGA AGAATGGTTG ACGTTCAACT TCATTGTTTT TAAGACTGTA GATAATATCT 120 
TCTTTCTCTT CAACACTTAC TGGATTCAAC AAGCATGACA CAATAATCGC GTTAACGGAT 180 
40 ATTTAGTGGA ATTGCCGTTA GTACCAGTTC TCCTGGTACC ATTTGTACAT ACGCACCTAC 240 
AATAGCTCCC GATACAGAGC TCCATTGACA TCATTGCGAT TGTTAATACA CGCATTTCAT 300 
TnCAGACGTT TTAGTTGCTC ACTTGGATAC GGGCTAAnGC TTnCGTGAAT TGCC 354 
(2) INFORMATION FOR SEQ ID NO: 3 005: 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 378 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GGTCAGCTTA TTGAACAAGG GACACGTGAA TCAGTCTTGC ATCATCCAGA ACATGTTTAT 60 

ACGAGATTTA TTATCAACGA AGAAGAAGAT TAATGATCAT TTTAAACATG TGATGAGGGG 120 

TGATGTACAT GATTAAAATT AAAGATGTTG AAAAGTCATA TCAAAGCGCA CATGTTTTTA 180 

AGCGTCGTCG AACACCTATC GTGAAAGGTG TGTCATTTGA GTGTCCAATC GGTGCGACGA 24 0 

TTGCGATTAT CGGAGAAAGT GGTACGGnTA AATCGACGTT TGAGTCCTAT GATATTAGGT 300 

ATTGAGGAAC CGGATAAAGG TTGTGTACCC TTAAATGATC CACCGATGCn TAAGAGGAAG 360 

TGAGCCGCCA CCnATTGG 378 
(2) INFORMATION FOR SEQ ID NO: 3006: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1785 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 <D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3006: 



30 



35 



50 



ACnTTAGTTG GCCAAGCCTT 


TATCCGGAAT TATTGGGCCT 


TAAAGCCCCC 


TTAGGCGGTT 


60 


TTTTAAGTCT GATGTGAAAg 


CCCCgGCTCA ACCGTGGAGG GTCATTGGAA ACTGGAAAAC 


120 


TTGAGTGCAG AAGAGGAAAG 


TGGAATTCCA TGTGTAGCGG TGAAATGCGC AGAGATATGG 


180 


AGGAACACCA GTGGCGAAGG 


CGACTTTCTG GTCTGTAACT 


GACGCTGATG 


TGCGAAAGCG 


240 


TGGGGATCAA ACAGGATTAG 


ATACCCTGGT AGTCCACGCC 


GTAAACGATG AGTGCTAAGT 


300 


GTTAGGGGGT TTCCGCCCCT 


TAGTGCTGCC AnTAACGCAT 


TAAGCACTCC 


GCCTGGGGAG 


360 


TACGACCGCA AGGTTGAAAC 


TCAAAGGAAT TGACGGGGaC 


CCGCACAAGC 


GGTGGAGCAT 


420 


GTGGTTTAAT TCGAAGCAAC 


GCGAAGAACC TTACCAAATC 


TTGACATCCT 


TTGACAACTC 


480 


TAGAGATAGA GCCCTTncTT 


CGGGGGACAA AGTGACAGGT 


GGTGCATGGT 


TGTCGTCAGC 


540 


TCGTGTCGTG AGATGTTGGG 


TTAAGTCCCG CAACGAGCGC 


AACCCTTAAG 


CTTAGTTGCC 


600 


ATCATTAAGT TGGGCACTCT 


AAGTTGACTG CCGGTGACAA 


AC CGG AGGAA 


GGTGGGGATG 


660 


ACGTCAAATC ATCATGCCCC 


TTATGATTTG GGCTACACAC 


GTGCTACAAT 


GGACAATACA 


720 


AAGGGCAGCG AAACCGCGAG 


GTCAAGCAAA TCCCATAAAG 


TTGTTCTCAG 


TTCGGATTGT 


780 


AGTCTGCAAC TCGACTACAT 


GAAGCTGGAA TCGCTAGTAA TCGTAGATCA GCATGCTACG 


840 


GTGAATACGT TCCCGGGTCT 


TGTACACACC GCCCGTCACA 


CCACGAGAGT 


TTGTAACACC 


900 


CGAAGCCGGT GGAGTAACCT 


TTTAGGAGCT AGCCGTCGAA GGTGGGACAA ATGATTGGGG 


960 
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TATATTCGGA ACATCTTCTT CAGAAGATGC GGAATAACGT GACATATTGT ATTCAGTTTT 1080 

GAATGTTTAT TTAACATTCA AAAAAATGGG CCTATAGCTC AGCTGGTTAG AGCGCACGCC 1140 

TGATAAGCGT GAGGTCGGTG GTTCGAGTCC ACTTAGGCCC ACCATTATTT GTACATTGAA 1200 

AACTAGATAA GTAAGTAAAA TATAGATTTT ACCAAGCAAA ACCGAGTGAA TAAAGAGTTT 1260 

TAAATAAGCT TGAATTCATA AGAAATAATC GCTAGTGTTC GAAAGAACAC TCACAAGATT 1320 

AATAACGCGT TTAAATCTTT TTATAAAAGA AAACGTTTAG CAGACAATGA GTTAAATTAT 1380 

TTTAAAGCAG AGTTTACTTA TGTAAATGAG CATTTAAAAT AATGAAAACG AAGCCGTATG 1440 

TGAGCGTTTG ACTTATAAGn ATGnnnGATA TGTTGAATAT CCATATCTAA AGCTAGATCT 1500 

AAACTTTGTT CAAAATCTTC AATCGTCTGT TTCGGTAAAT GATACATTAA ATCTAAACTG 1560 

ATTGATTTAA TACCTGCGTT TTTAGCATTT AACACCGAAG TGTAAATATC TTCAGTATTG 1620 

TGCGTTCTAC CTAAAACAGA CAATAACTCC GGCTTGAATG TTTGAACGCC CATTGAAATC 1680 

CTTTTTACTC CATATTTCTC TAATAGTTGG ACTTTCTCTT TAGTTAACTC ATCAGGATTT 1740 

GCTTCAAATG TATACTCGCC TGTGATTGTA AACGTATCAC GTATT 1785 
25 (2) INFORMATION FOR SEQ ID NO: 3007: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 360 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3007: 

35 

TGCAAAAAAC ACAATAACGA TAAATGTTCC CATTGATCCT ACAGCATCGC GAACATTTTA 60 

CCTAAGTCTT TTGTATTTTT AATTTCTTTG CTTAAAATCC CATAAACTAA TCCAGGTACT 120 

40 AAAAATACGA CAAGAATAAT TAATCCGACA CCGTTAATTA ATGGCGATCG TCTAGTAAGC 180 

TGCCTGTTTT AGCATTTCTT AAAAAGCTAT GTCAGGAATG GCTGTAATAA TTAATAAAAT 24 0 

AATTGnGCTA TGAACTGATA TTTGCCATTT TAAAAnATGT GCTCTTTGTC AGAATATGTG 300 

45 AGATGTnCTC ATGGCATCAT GCATTAAACT GCATCATATT TTCCTAATCT AGGATAATGA 360 

(2) INFORMATION FOR SEQ ID NO: 3008: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 350 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3008: 
TTGCCTTCAA ACACATACTT GTAGTCGGAT GATCACCTGT TCCAAAAGnC ATACCTGGGT 
CGAGCTCAAT GCAAAGCTCT TCATCCGCTT CTTTAGCATA TGTTTCCCAA CTAGGAACTA 
TTGTGAACTT CTTCGACGCT CGGGAATGGA TGGAAATAGT TTTTCCATTC ATTTTCCCAA 
TCCGTCTCTG CAATAATTTG CTCACTGAAT TGAACGTTAT GTTGATCAAG TTCATCTAAA 
TTTAATAACT CATCTTTGAA TTTGCTGTCG CAACTGTATC ATCATAAGTG CATTTCAGTA 
AAATAGGCTT nGCAAnCTTA CTCCCTTATC TGGGATAAAG CCTCGGTTTT 
(2) INFORMATION FOR SEQ ID NO: 3009: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 83 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3009: 
TCTTATATCA CCAGGAATTA ACACTGCCTT TTGACCACTT TCTTCAATCA CTTGGCGTAC 
TTCTTGTGCA TCTTGTTCTT CACTCGGAAG ATAGTTAATC GCTACATCTG CACCTTCTTT 
AGCATACGCA ATTGCTGCTG CACGCCCTAT TGCTGAGTCA CCACCTGTGA CTAAtATTTT 
ATAGCCTTGT AAGCGTTGAT GACCTTGGTA AGACGTTTCG CCACAATCGG GTGCTGGCGT 
CATTTCAGAT TGTAAACCCG GTACCTCTTG TTCTTGTTTT TCaTAATCCG TTGTTTTAAA 
TTTTGTTCnA GGaTCTkGAG CkGCCAtTTT TtGACAyCtC CGTATnCGCT TAATGGGTAT 
CATTTACCCC AATCTTCCTA AGG 
(2) INFORMATION FOR SEQ ID NO: 3010: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 388 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3010: 
TAATTCAACG GGAATTTTCC CTTTGAAGTT AACATAACGG TAGGCTGCTT TAACAGCTTC 
ATCATCGGGC GCTTCGACAT CTTCTAATTC ATATGCAATG CCCAATGTTT TCCACTTATG 
AACACCTAAC TGATGATATG GCAGAATTTC AAACTTTTCG ACGTTATCAA GAGAATTAAT 
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TGTCGAATCC ATACCAGGTG GTTTCATATC TGACAGTTTG CGCGCGAAGT TAAAGGATGT 300 

GTGTATTAGG GCTTTCCCGG TCCATCCAAA TAnGGTTGGT CCATTAATCC ATAAGGTTTT 360 

5 AnAATCnAAA TAATAATCCA GTCCGGTA 3 88 

(2) INFORMATION FOR SEQ ID NO: 3011: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY : linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3011: 
ACTGCTGTAA CGTCAGTTGA TCTTTTCATT CTTGGTTTAA TTTCTGAGAC GTTACTTGGT 60 
20 TGnGCnAnGC CACCAATTGC CATACCGACA GATTGGAAGA ACAATGCATC AGTTCCACCA 120 

ACACCAAAGA TGTCACCAAG TACAACGAAA CCTACATATC CAACTGTAGA TACAATTAAA 180 
ATACCCATTG CTTTTTTAAA TTCAGGATTA TCTGATTGAC GTnCATTTTT AGCTTTAAGT 240 
GAAGTAAGTG CTACACCAGT AACTAATAAT ATCATGGCGA TTAAACCAAA GATAATTTGA 300 
GTCATTGAAG ACCATTCACC TAAAAAGATA ACGCTGGAAT AATGGTGTAC CCAACTAATT 360 
GGCATACCTG GTAGGAAACT GGGCATAGGT ATTTGGATAC 4 00 

(2) INFORMATION FOR SEQ ID NO: 3012: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



25 



30 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3012: 



45 



50 



TTATCGGATT 


CGTTAATACT 


GGCGGTTTAC 


GCAATAGTTT AGATGTAGAT GATAACAATG 


60 


TGCCTATTAA 


ATTTAAAGAA 


GAGTTCGAAC 


CTAGAAAGTT TGTTTTCACT AACGGCGAAA 


120 


TTAAATACAA 


TAGCAATTTC 


GAAAAAGAAG 


ACGTACCGAA TGCATCAAAC CAACAAAGTG 


180 


CGTCAGATTT 


AAGTGATGAG 


GAACTTCGCG 


GAATGGTTGC GAGTATGCAA ATGCAGGTGG 


240 


CACAGTAAAC 


GTATTAACAA 


TGGGATTAGC 


TCAACCAAAC GCTATGTTAA CACCACAGTT 


300 


GACTGACTGG 


AAACTACCAA ACCAGTACTG 


AGGGGnCGTT AATAATGAGT GTTTCCACTT 


360 


AAGCATAAAC 


TTTTGTTGGT 


CTTAAACGGC 


ATTAGTGTCG 


400 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 389 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3013: 

GGCTGTAATG AAAATCCAAA AGCCAAGCTT ATTTAATTCG CCTTCATGTG TGCGTGAATC 60 

AATAGTGTTT GTATCATGAC TCATGACTTA CAGCCTCCCT TTCTTTAATA CGCGCTTCTC 120 

TTAATCTAGC TTCAGTTTCT GCAACTTCAG CAGCAGGGAT ATGATATCCG TGATCGATTT 180 

GGAAACTGCG ATAAATCATA GTACCAAAAA TACCGAATAA ACAAATTAAT GCTGGAATTA 240 

CAGTTTCGAA AATTAAGAAG AAACCGCCGA TAGTCATAAA GATACCAATC CAGAATCCAA 300 

20 CAGGAGTAAT GGTTTGGCAT ATGGATGGCC TTGGnAATAA TGGGTTGnCC TAAGTAATGG 360 

CCGACCAAGG TCCTTTCCAn ATCCACCAA 3 89 
(2) INFORMATION FOR SEQ ID NO: 3014: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3014: 

AATCGCTTCG GTTAACTGTT CTAACCATTC GTAATAAACA TGTGTATGAT CAAGCTGAGC 60 

TTTAATTTTT TGTGCCTCTT GTGTTTCAGC TTCAGTTAAA TCACTGCTTT CAAGTAATGG 120 

ATTGATAATA GCTTGAGCAT CTTTTACTGC TTCGACATTG ATGTCAATTT CACGCTGGAA 180 

TTTTTTAGTG AAAAAGTTTC GGAAAAAGAT GAAAAAGTCT TTCTCGGCGA TAAAATGTGT 240 

TTGCGGCTCC TCTCGTAAAT TGTGGTTAAC AATATCAAAT TCCTGCAATT CCTAACGCAG 300 

CACTCATACT nGTTGCnCAT TGCAATGATG ACGCATTCAC AGGGCAACTG CTCAACACAT 360 

45 GGGCATAAAG TTCCACACTC ATAGGCAACA ATCATGGCGG 400 

(2) INFORMATION FOR SEQ ID NO: 3015: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 379 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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TCATTTAACT GTTCATCAGT ATATTTATCA TATG CTTTTG TTGCTTGTTT TAATTCTGCT 240 

TTAACACCAT CATCTTTTTT CGATGTCTTT GAATCATCCT TCTTACTATC GTCGTTCCCC 300 

5 ACATGCAGCA 310 

(2) INFORMATION FOR SEQ ID NO: 3018: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 350 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3018: 
TCGCTTTGTA AATTCTGGAA CAAAGnCAGT CATGACAACA ATTCGTGTTG CACGTGCATA 60 
20 TACTAAAAGA AATAAAATTA TAAAATTTGC TGGATCTTAT CATGGCCATT CTGATTTAGT 120 

ATTGGTTGCA GCAGGTAGCG GCCCATCTCA GCTCGGTTCT CCAGACTCAG CTGGTGTTCC 180 
AGAAAGCGTC GCACGTGGAA GTCATTACTG TACCTTTCAA TGATATTAAC GCCTATAAAG 240 
AAGCAATTGG AATTTTGGGG TGATGAAATT GCCGCAGTAT TAGTAGAACC AATTGTTGGT 300 
GAACTTTGGG AATGGnnAAT GCCTCAACCT GGGATTTTTA GGAAGAGGGT 350 
(2) INFORMATION FOR SEQ ID NO: 3019: 



25 



30 



35 



45 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3019: 

40 ATATCATGTG CCAGTGAAAG CGGCACTGGn CGGATATGGC GCACATATGG ACATTATGAA 60 

AGAGTACCAA TTAATCATTT TAGCGCCACA AGTTGCGTCT AACTATGAAG ATATTAAGCA 120 

AGATACAGAT AGATTAGGTA TTAAATTAGC GArGACTCAA GGTGCTGAAT ATATCAAATT 180 

GACACGrGAT GGCCAAGCAG CCCTTGATTT CGTTCAACAA CAATTTGAAA ATTAAGAATA 24 0 

GGAGTTTTTC ATATGACTAA AACATTACCT GAAGGATTTT ATTTTTGGTG GAGCAACAGC 300 

AGCATATCAA GCAGGAAGGT GCGACCAAAT TACGGGATGG GTTAAAGGTC GCGTGCATTG 360 

GGGATACGGT ATTTTAGGAA GGAAAACTTA TTTGGTACCA 400 
(2) INFORMATION FOR SEQ ID NO: 3020: 

55 
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20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3022: 



(A) LENGTH: 361 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3020: 

10 ACGTTCGTCT TACGTTTAAC GCCATACGGT GTATTAGCAA TTATGGnCCA ACACATTATC 60 

GACAAGTGAC TTTGGCGCCA TTTGGACTTT AGGAAAAATT CTTAATCGCA TCGTACGCTG 120 

CATTAATTAC GATGTATATC ATTCACTTAA TTATTTTAAG CCTGTTAGGT ATTAGCCCAA 180 

75 TTCGCTATGT TAAAAAGACT TTGGAAGTAT TAATCTTTGC ATTCACATCA CGCTCAAGCG 240 

CGGGTGCCTT ACCAATGAAT GTACCAACAC CAACCAGACG TCTAGGCGTG CCAGAAGGTA 300 

ATGnCAATTT CGCTGCGACA TTTGGAATGG CGATTGGACC AAATGGGTGG GCAAGnAATT 360 

A 361 
(2) INFORMATION FOR SEQ ID NO: 3021: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 356 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3021: 
CAATGACCAT GACCAGTTGA TTTGGAACAA TGATTGACAT TGGAGCTATG CATCAAGTTT 60 
35 GTCTTTAAGA CTACTAAACC CACGAACCAT GTTAACCCCG TGGTGCACCA TCACCAATTG 120 
nCTCGATCTA ATTCAGTTAA TTCAGATTCA TGTTTTTTAA ACGTTTCTTC TAAATTTAAT 180 
AAACGTGnCT TTCATATCAT TCACTTTCAT TTGTGnCCAC CTCATAAATG TATATTATCA 240 

40 

TATTCACTCT TATTAAAGTA TGACTGTTGT TGGTGCTAAA AATGCTCCAA ATATTCGGTT 300 
TATTAGGCAC GATAGTTATA GAAAAACCTG ACAGTCTAAA GATGTCATAT AATCAC 356 
(2) INFORMATION FOR SEQ ID NO: 3022: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 332 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 
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GTGTTTGGTC CAATATCCAT ACCTTCTTGG IlTCTGCTGGA ATTGAATCAG ATGGTACTAC 



120 



AGTGATTTTG GCATCATTAG nAAAATTCTT TAGTCAACTT TAGTGTCTAC TGGTAATACA 



180 



ATTTTATCAC CATGTTTTTC TAATAAATCT TTTGCGAGTC GGATTTTATC TTCTTCTAAT 



240 



AATGAAATAC CAATTTCTTT ACCTTGCGCT TTTAAGAAAG TATAAGCCAT ACCTCCGCCG 



300 



ATGATAATTT TATCAGCTAT GTTAACTAAT AA 



332 



10 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3023: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 311 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3023: 

AAAGGTATTC CACAAGAATT AGCTTTGCAA AAATGCCAAA GCAAACAGAA GATGGnACAA 60 

TTTAAAGTGn CCTACAATCA TGAATGAGGA GGACGCGTAA GATGAGCATT CGCTACGAAT 120 

CGGTTGAGAA TTTATTAACT TTAATAAAAG ACAAAAAAAT CAAACCATCT GATGTTGTTA 180 

AAGATATATA TGATGCAATT GAAGAGACTG ATCCAACAAT TAAGTCTTTC TAGCGCTGGA 24 0 

TAAAGAnAAT GCAATCAAAA AAGCGCAAGA ATTGGATGAA TTACAGGCAA AAGATCAAAT 300 

GGATGGCCAA T 311 
(2) INFORMATION FOR SEQ ID NO: 3024: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 319 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3024: 

ATTAGACATT ACAAGGTGCA GTACGTGCAA CATATTAGAC ATATTGAATT AAGTGGTCAT 60 

GnAAGGTATT GACAGTTAAA AAAGTTGAAC AATTAGAAGA AATCGAGGGC TTAATATTAC 120 

CTGGTGGCGA GTCTACAACG TTACGTCGAT TAATGAATTT ATATGGATTT AAAGAGGCTT 180 

TACAAAATTC AACTTTACCT ATGTTTGGTA CATGCGCnGA TTAATAGTTC TAGCGCAAGA 240 

TATAGTTGGT GAAGAAGGAT ACCTTAACAA GTTGAATATT ACTGTACAAC GAAACTCATT 300 

CGGTAGACAA GTTGACAGC 319 
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ATTGAAAATA TGTGTTCTnT GTAAAATTTT AATCGTTCGC CACGATGCTG TTGATAAAAA 



120 



TTCAAAAACT GGAGTTGATC TTCTAGTTCA ACATAATCAT CGTAATTAGA CATGTAACCT 



180 



TTGATTAAGA TTTCAAGTAC ATGATCTTCG ATAGTATTGn TTTTAACTTG TTGTTGAGCC 



240 



GCTATATCTT CCATCGTGGA ATTGTTCAAG CAATTTTGTA TAAGTAATAT AAGTTCGATT 



300 



TAATGAATGT AGGTTTCATT AT 



322 
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(2) INFORMATION FOR SEQ ID NO: 3028: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 313 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3028: 

CAAGAATCTT ATACTTATCA AAATTTATAC TGTGAAGCGA GTCTATTGGC TAAAAGACTC 60 

AAGGCTTATC AACAATCTCG TGTTGGGCTA TACATAGATA ATTCGATTCA ATCGATCATT 120 

TTAATACATG CATGTTGGTT GGCAAATATT GAAATTGCGA TGATTAATAC AAGGnTGACA 180 

CCTAATGAGA TGACGAATCA GATGAAGTCA ATCGATGTAC AATTGATTTT CTGTACCTTG 24 0 

CCACTGGAAT TACGAGGGTT TCAAATTGTA TCGCTGGATG ATATTGAATT CGCCCnCCGG 300 

GCnTATTACA ACG 313 
(2) INFORMATION FOR SEQ ID NO: 3029: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 386 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3029: 



CTTCCAAAGA 


AAAGACCACA 


GTTTTTGACG 


CATCAATATG 


GTGCAATTTT 


AGAGACACTG 


60 


TAGTTGCAGA 


AGATGGTTCA 


GTTGGACTTT 


GAAGACAATC 


GTTATACAGA 


AACACGCGTG 


120 


CCGCTTATCC 


AATTAATCAC 


ATTGACAATA 


TTGTAGTACC 


ATCTAAAGCA 


GCACATCCAA 


180 


ATACAATTAT 


TTTCTTAACT 


GCGGATGCAT 


TTGGTGTTAT 


TCCACCGATT 


TCAAAGTTAA 


240 


ATAAGACCAG 


CAATGTATCA 


TTTCTTGAGT 


GGTTCACTTC 


TAAATAGCTG 


GnCAGAGCGT 


300 


GGTGTGACAG 


ACCTGACCAT 


CATCTCAACA 


TGTTCGnGCA 


CCGTCTTCCG 


TACATCnACT 


360 
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(2) INFORMATION FOR SEQ ID NO: 3030: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 3030: 

TGATGGATTG GCTAGCAGGT GTTTACATTA ACTCATTAAA TGTTATTCAC TACATGCACG 

ATAAATACAG CTATGAACGT ATTGAAATGG CATTACATGA TACAGAAATT GTACGTACAA 

TGGCAACAGG TATCGCTGGT TTATCAGTAG CAGCTGACTC ATTATCTGCA ATTAAATATG 

CACAAGTTAA ACCAATTCGT AACGAnGAAG GTCTTGTAGT AGACTTTGAn ATCGAGGCGA 

CTTCCCTAAA TACGGTAACA ATGACGACCG TGTAGATGAT ATTGCAGTTG ATTTAGTAGA 

CGCTTCATGA CTAATTACGT GGTCATTAAA CATATCGTGA TTCAGACCTT CCATGGGnGT 

ATTACCATTA CTTCAACGTG GTnTCGGGTA GAAACTGGGT 

(2) INFORMATION FOR SEQ ID NO: 3031: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 319 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3031: 
nGCGTTTAAT CACATCTTTT TGATAATGTT CCCTTACCAT TTCTTCATGT GCATCTGCAT 
AGTCTTTTCC AAATGGCAAA CTAAACTGAT ATGCAACTTT TAAATAGGCA TCTATATGCG 
ACTCGTCAAC GATGGCAATT TCAACGTCnA GTTACGCGGA CAAATTGGCA AGCGCATCAC 
TTTCTATGGC ATACAATTCC ATAATACCTA GTTCAAAATT CATATCTTTA AAACATAGCC 
ATCCAATGGA TTATCAAGTT GTTCATTTTC CGGGAAAACT nAAACGCATA AATGATTTGG 
AACCTTGATT TGTATGTGA 

(2) INFORMATION FOR SEQ ID NO: 3032: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3032: 

AAGAAGTGGC AATTATGATT GATGCTCTAG CTGACAAAGG GAAAAAAGCA TTAGAAGCAT 60 

TATCTAAAAA GTCACAAGAA GAAATTGATC ATATTGTTCA TCAAATGAGC TTAGCAGCTG 120 

TTGATCAACA TATGGTGCTA GCAAAATTAG CACATGAAGA AACTGGAAGA GGTATATACG 180 

AAGATAAAGC GATTAAAAAT TTATACGCTT CTGAATATAT ATGGAATTCA ATAAAAGACA 240 

ATAAGACAGT AGGGATTATT GGTGAAGATA AAGAAAAAGG ATTAACGTAT GTAGCGGAAC 300 

CAATTGGTGT TATTTGTGGT GTTACCGCCC AACCACCAAA TCCCTACGTC CGACCACCTA 360 

J5 TTTTTAAAGC CGATGGATTT GCCATTTAAG ACnGGGAATC 400 

(2) INFORMATION FOR SEQ ID NO: 3033: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 303 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3033: 
TAGCGGTAAT CGAAATTGGG GACTAAATTT CGCAAAAGCG GGTCGCACGA TATCAGAAGA 60 
GTATAATGTC CCTTTATTAA TGAAGTTTGA GTTACATGGA AAAAACAAAG ACGTTATTGA 120 
ATTTAAGAAC AAGGTGGGTA ATTTTAATGA AAACCATGGA AGAGAAAAAG TACAATCATA 180 
TTGAATTAAA TAATGAGGTC ACTAAACGAG AGAAGATGGA TTCTTTAGTT TAGAAAAnGA 24 0 

CCnGAGCTTT AGTAGCTTAT TTAGAGGAGT AAAnGACAAA ACATCTTCTT CGACACTGAA 300 
TCG 303 
(2) INFORMATION FOR SEQ ID NO: 3034: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3034: 
CTnCGCTATT TTGTAGGACA TCTTCTAAAG TGCTAGGnGA AGAGATTATA GAATAGGCAC 60 

so 

TATCAATACC GAAATCGTAA ACATGTTGAT AATTTTCGCC TAGACTGCCA CAAATCGCGA 120 
TGACAGGAAT ATGATATTGT TTTGCAGCTA ACGCAACGCC TGACGGGTGT TTTACCAAAG 180 

55 
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35 
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10 



45 



50 
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TGATGAAAAT CTGTAATGTC AAAGACGGAC ATCAATGACT TTTGTTGAAA GTTGTCTCAC 300 
AAAACGnTAA TGAATGCTGC GGCCCATGAC CGGCCAGCTG 340 
(2) INFORMATION FOR SEQ ID NO: 3035: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 303 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3035: 

AAAGAACATG GTGTAGCAAT AGTCTCTGGA GGTGGAAGCG GACATGAACC TGCGCATGCC 60 

GGTTTTGTTG CAGAAGGTAT GCTAGATGCA GCGGTTTGTG GCGAGTATTT ACATCACCTA 120 

20 CACCTGATAA AATATTAGAA GCTATTAAAG CAGTAGATAC TGGTGATGGT GTATTACTAG 180 

TTGTAAAAAA CTATGCAGGT GACGTGATGA ATTTCGAAAT GGCACAAGAG CTTCCAGAAA 24 0 

TGGAAGGTAT AAATGTTCAA ACTGTTATTG TTCGTGnCGn CATTGCTGTG ACAAACGnGT 300 

25 

ACA 303 

(2) INFORMATION FOR SEQ ID NO: 3036: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 315 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3036: 
GGGGAAAGTA AATTAACAGC TGTGTAGAAT AATTAAGGTT TTAATTTATA TAGAACAACT 60 
40 TATTGTAAAC TTTTCATTTC TTAAAGTTTA CAATGGTGCT ATAATAATGG TCATGAAATA 120 
CGAAAGGAAG GAAAAAATGA CnACAAAACA GTTAGTATAT ACAGCTTTAA TGACAGCGAT 180 
TATCGCTAGT TTAnGATTGG TACCGGTAAT TCCACTACCA TTGnCTTCAG TACCAATTGT 240 
ACTTCAAAAC AGTGGTATTT CTTAGCAGGG GCGATTTTAG GACGTAAATA TGGCACATTA 300 
AGTGTTATCG TCTTT 315 
(2) INFORMATION FOR SEQ ID NO: 3037: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 330 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3037: 

s GCACCAATTG ACGAAGGAAT ACCGAATCCC ATTGTTCCTA AACCACCGCT TGTAACCCAT 60 

TGTCCGTGAT TTTTAAATGG ATAAAATTGA GCTGCCCACA TTTGATGTTG TCCCACGTCT 120 

GTAGTAACAA TTGCTTCACC ATTTGTAATT TTGCCGATAT ATTCGATTGT TTGTTGTGGC 180 

10 TTACAAAATA CTTGATCTTC TTCACCAAGT TTAAATGGGT GTTTCTGCTT ATTATTTTGA 24 0 

CAATGTTTAA CCCAGTCACT GTGTTCTATA GTCTCAACAT TTTTATCATT TAAACCnTCC 300 

AAAAAACCTT TACAnGCCnG CAAAAAAACC 330 



(2) INFORMATION FOR SEQ ID NO: 3038: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 334 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3038: 

GTGAGTCCAC ATAATAACTT TGACGTCCTG TTAATGTTCT AAAAGGTACT AGACGTTCTA 60 

TATTCGTTGT AAATGGTGAA TATCGTCGAC CTTGTTTATT TGAACCTGGG AATACTGCTG 120 

TCGGTATTAC TTCTCGTGGT TGTGAAGTTA TATTTAAAAA CGAAATTTTC TCAGCAGCGC 180 

TGTCGCTAGA AATATCTTTT AACGGCATTC CAGTTTGTTC TTCGAGATCT TCATATGGAT 240 

TTTTGTGnAT AATTnACCAT TCGTAGCAGA TGGAAATACT TGAGTATnGG CATCAGCGAC 300 

ATTGACGTGC TGTATCAATA CGTGGACGAT TCGC 334 



(2) INFORMATION FOR SEQ ID NO: 3039: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 327 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 3039: 

GGTCTGATCG TGGTGAATGA AAAAGGTTCT TCTCTGTAAT GAATTATCTC TTACCGATGC 60 

AAGATATTAT GAGCATGCAT TGCTCAGCAA ACGTTGGTGA AAAAGGCGAT GTTGCATTAT 120 

TCTTTGGTCT ATCTGGCACT GGTAAAACAA CCTTTATCGG CTGACCCACA CCGTAAACTA 180 
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ATGCAAAAGC AATTAATCTT TCCAAAGAAA AAGAnCCACA GnTTTTTGGA CGCATTCAAA 300 
TATGGTGCAn TTTTAGAGAA CACTGTA 327 
5 (2) INFORMATION FOR SEQ ID NO: 3040: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 305 base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



?5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3040: 

GTGATATTCA CGAnCGTTAT TTTCAATATT TGATAAGTAG AAAnTATGAC GATCTTCATG 60 

AACAGCATCT TGTTCTTCGT CAAATTCAAC GTCATCAAAA CGTTTGAAGA ATGTTTCATA 120 

20 TGCATCAACA GATACTTCAG TACGGTTATT TAATAATGCT TTATGTGCAG CTTGGATCTA 180 

AATGATCTTT GTAGCCTTCA ACTnAATGTC GCACTATAAA ATTCACCAAC TGAACCTGAG 240 

CCATAACTGA ATAAACCGAT TGTTTCCACC AGCTTGTGAA TCTCGATTTT CAAGTGAATG 300 

25 ATATT 3 05 



(2) INFORMATION FOR SEQ ID NO: 3041: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 317 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3041: 



GTTGTGTACC TTAAATGATC AACCGATGCA TAAGAAGAAA GTGAGACGTC ATCAAATTGG 60 

40 TGCTGTATTT CAAGATTATA CGTCATCATT ACATCCATTT CAGACTGTTA GAGAAATCTT 120 

ATTTGAAGTG ATGTGTCAAT GTGATGGACA ACCTAAAGAA GTTATGGGAA GTCCAAGCAA 180 

TTACATTGTT GGAAGAAGTC GGTCTATCTA AGGCATACAT GGATAAATAT CCTAATATGT 240 

45 TATCAGGTGG AGAGGCGCAA CGTGnTGCAT nTGCGCGTGC AATATGTATT GAACCCnGAA 300 

ATATATTTTG TTTGGAT 317 



(2) INFORMATION FOR SEQ ID NO: 3042: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 351 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3042: 

s AATCTTCGAA AAATAATGCA ATGCAGATTC CGAAAAAAAC AATATGATAG AAACACCTCA 60 

ATTAAATACA ACGGCTAATG ATACATCTGA TATTAGTGCA AACACAAACA GTGCGAATGT 120 

AGATAGCACA ACAAAACCAA TGTCTACACA AACGAGCAAT ACCACTACAA CAGAGCCAGC 180 

10 TTCAACAAAT GAAACACCTC AACCGACGGC nATTAAAAAT CAAGCAACTG CTGCAAAAAT 240 

GCAAGTTCAA ACTGTTCCTC AAGAAGCnAT TCTCAAGTAG GTTATTAAAA CACGGATGGT 300 

GCTAATAGCT TnGCAACAAC GTGGGCTTTA AAATTCTCCA ACTTTAGTTT T 351 

75 (2) INFORMATION FOR SEQ ID NO: 3043: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 319 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3043: 

ACGn CCTTAC TGGnTACTTG GTTGATAAGT GTTAATCCAA ATGACGTCCT GCTACGTACA 60 

GCTTTACGAA TATTTAATGC ACGTGTGATA TTTTGAGAAA ATACACCGCC TGGCTAAACC 120 

ATACTCAGAA TCATTAGCTA TATCAATTGC TTCTTGATCG TCCTTCACTT TAATCACTGT 180 

TAACACTGGT CCAAATATTT CTTCTTGTGC TAATTTGTGA TGATTGTCTG GCACnCAATT 240 

AATGTCGGCT CAAAGAAGAA CCCTTTATCT AATCCATTTT CAGTTAAGCG ATGACCGCCT 300 

35 GCTAAAATTT GTGCATCCG 319 
(2) INFORMATION FOR SEQ ID NO: 3044: 



40 



45 



SO 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 342 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3044: 

GTCATATAAT CTAACATTTG TGTTATCTGT TAATTAACTG GnTTTTACCT TAATTTGTTA 60 

CATTGnTCTG TATTAAATCT TTTTGTAACC ATTGGTTACT TTTTCAGGTG GAATTTCAAC 120 

ACCCATGTCA CCACGTGnCA ACCATTAAAC CATCAGACAC TTCAAGAATT TCCGCAATAT 180 
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AAATTCACGA ATTTCTAAAA CATCACTAGG TACGACGTAC GAAACTTGCT GCAATGAAGT 300 
CAACATTTTC TTTAATACCG AAACGGATAT CTTCAGCATC TT 342 
5 (2) INFORMATION FOR SEQ ID NO: 3045: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

w (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



75 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3045: 
TAATATCATG TTGTGCTTTT AGTGCTTCGG CAATTTGTTT TGTACTTACT GACCCAAACA 60 
ATTTACCACC TTCACCAGTT TTTGCTGATA CTTCAACTTC AATGTTTGAT AACGTTTCTT 120 
20 TTAATGCTTT ACATCTTCAA TTTCTTGTTG GCGTTCTTGT TTTGCACGTT TTTTCTGTAA 180 
CTCTAATTGT TTAAGGTTAC CTGGTGTTGC TTCTACAGCA TAATTCTTTT TCAATAAGAA 240 
GTTATTTGGC ATAACCTACT GGTACTTCTT TAACTTCACC TTTTTTACCT TTACCTTTAC 300 

25 

CTTTAACAnC TGTGTAAAAA TTACTTTCAT GCAGnTCACT CCTACTTAAA TGTTCCGTAA 360 
TGCCTGTTGT AATGTGCCAA CGCCnCTCGA CGTGACACCT 400 
(2) INFORMATION FOR SEQ ID NO: 3046: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 306 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3046: 

40 AATCACTGTT TCATTACTTG TTCCAAATCT GnATTCAAAC TATTGTTCAA AGATTCTAAT 60 

TCCGCTTTAT TTTTATCTTT AATCGCTTTT GTCATCGCAG CATCTTTAGn CATCGACTTn 120 

CTGTTGCAAT AGTTTAATTT TAGAACCCGC ATCTTTACTA GCCAATTTCT CTTCATAAGC 180 

AATTAATGAC TTCGTTAATT GCGAAAGTGT ATCTTTTTGA TTATCATTCG CTTTTGCATC 240 

TTCAAGCTTT CTCACATCTG CATTTGACAG CATTACTTGC ACTATTATCT TCAAGCGATA 300 

ATTTCT 306 
(2) INFORMATION FOR SEQ ID NO: 3047: 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 306 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3047: 

ATGGATCATA TTAGCACGTA AAAGAAAATT CTGTTCATTA TGAAGAAGTG CCAGAnGTTG 60 

AATTTAAACG CACATATGTA TGTGAAGATA TGTCTAAATG TATTTGTTTA TACAACGCAC 120 

CTGATGAAGA AGCGGTAnTC GCGCGCGCAA AGCAGTTGAT ACACCGATTG ATGGCATCGA 180 

AAAACTTTAA TAAGACAACA AGTTGATGAG ATATATGTAT ATAGGTTTGG CATGGATTTC 240 

^ GATTGCAnTT ATTAGAATAG CTCAATGCTA TAAATGTAAG TAGTTGATAT TGAGGAACTA 300 

ATGAAC 306 
(2) INFORMATION FOR SEQ ID NO: 3048: 



10 



20 



25 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 287 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 048: 

30 GACAGGCTAC GAGATATTTT AAACAAATTT ACATCAAATC CAGTATTAGG TGTTATTGCA 60 

GGTATCGTTG TAACTATTTT AATACAAAGT AGTTCAGGTA CGACATTATC ACAATCGGAC 120 

TGGTAACnCT GGATTTATGA CATTGAAACA AGCCATTGGA GTGATAATGG GTGCTAATAT 180 

55 CGGAACAnCG GTAACTGCAT TTATTATCGG TATAGATTTA GGCGAATATG CAATGCCAAT 240 

TTTAGCATTA GGTGCATTCT TGAATCTTTT TCTTTAAACG CTCTAAA 287 

(2) INFORMATION FOR SEQ ID NO: 3049: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 371 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3049: 
50 CATATAAATA GCGnTACATC GCGCCATTCT TGATCTGnAC ATATCTTTCT TAGGTCCAAC 60 
CGTGAATGAT TACGTCCATG ATAACGTACA AACGCAATTT CATTTGTGAT TCGATTGACT 120 
AAAGGTACAC TGCCATCTTT CACTTGTGGT TCATCAACTA CTGCATGAAT GATTTGATGT 180 

55 
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w 



(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3052: 

CTTTTAATCG CTTGAAAACT ATAGGTAAGA CAATACAAGT AGCTACAAAG CCATATATTA 60 

CTGTTAATTG ACCTATGAAA AAATATCCGC TAACGGGTGC CGTCAATCCT GCGATAGCAA 120 

TACCAATAAA AAGTACAGTC CACGAAGGAT AAACATTTTC AAGTGAAAAA TCTTTTAAAT 180 

ATTTTATTGA AAAAATAATC ATATGCGTCA TAATTCCCAC AAGGCATAAA ATCCAAATAG 240 

75 GCGTATTAAG CTATTGTAAA GTTTGTTACT AAAAAATGTT TTAAATAGTG TnCTAAAAAG 300 

CCGGCATGAA AATGTGTGAC CTGATGAACT GAGGCTGTTA TTGTCTTCAC TTATTAAATT 360 

TGTCTAGTCT AAAGGTGATC CAATCAGAAG CAAGTCCGCA 400 
(2) INFORMATION FOR SEQ ID NO: 3053: 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 367 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3053: 
AATGAGATGC GAAGGATGAT CAGAGAAAAA GTCTCTCAAT CAGGTGTGAA AGTCAGATGG 60 
TTATCACAAC TTTGGCGTAC GTTTTCGATA TAATGCACTA GGTGATTTAA ATACGAGCAA 120 
35 TATTGTTTCT TCAAAAGAAA GTTTCGGTAT TACTGAAGTG TGAAATCTGT CTCTATGCAT 180 
GCCGGATCGA CATTAGCATT ACTAATCCAG AGAAAGCAAA AGGTATTGTG TATACACCAG 240 
AACATTGCCA GCGAAAAGTA AATGGTCACA GCTGTAGAnC AAGGTATTTA TAATGGGGGC 300 

40 

GGTAAAGCAG AAGGCCCCTA TGTAGCATTT CnTAAAGnTG GGAAAAGGTA AAGCAGCATT 360 
ATCGGTG 

(2) INFORMATION FOR SEQ ID NO: 3054: 

45 

li) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 382 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 

50 (D) TOPOLOGY: linear 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3054: 



367 
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TnATTTATCT riAGCTCATGA CATGATGGCT GTTCACATTG CAAGGCGTTG ATGATnAAAT 120 

AAGGAAAGGC ATTAGGAAAA AGCCACAGGG AAAACATTTC AGCAGCAGGT TCTTGGAATC 180 

5 ATATATTCAA GTTCAACAAG CGAATGCTGT TAAATTGCCC TTTGGATGAC AATCAATTCG 240 

ATATCGTTTT AAATGAAGCA ATGTTAACAA TGTTACCCAT CGCCATAAAG GAAAAAGCAT 300 

TACGCGAGTA CTACCGAGTC TAAAGCCTGG GGGTATCTGT TAACACATGA TATTGTCATC 360 

10 

GTTAATGAAT CACATGCCAC AC 382 
(2) INFORMATION FOR SEQ ID NO: 3055: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 316 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3055: 
CTTAAGATTA GGTGTGCTTA ATTAGTACTG GCTGGGAACG ATAAAGGCAT ATTGCAAAAA 60 

25 

ATAGAACATC CATATCCATT AAATGTATTT ACGCTAAATA TTGnCGACTT ATATTTTTAG 120 
ACATAGAGAA GAGACAAGAC AATTTTTAAC GATGCAACGA CAGTTAGGCT GAGGCAGTTA 180 
AAACAAATAT TTGATACACA TGTTGnCAGA TAAAAGTCAG TGTTCCCATC AAATGCnAAT 24 0 

30 

TTTGTACTAC TAAAAGCTCA GCAGCGCAAC AATTAGGACA ATACGTATAT GAACAAGGGA 300 
TTTAAACCTC GCTTTT 316 
35 (2) INFORMATION FOR SEQ ID NO: 3056: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 380 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3056: 

GTTCACCATC CGTTTATTTC AATGAAAAAA TCGACAAAAA TGGTCGTGAA AACTATGATG 60 

CAACAATTAT TCCAAACCGT GGTGCATGGT TAGAATATGA AACAGATGCT AAAGATGTTG 120 

TATACGTACG TATTGATAGA ACACGTAAAC TACCATTAAC AGTATTGTTA CGTGCATTAG 180 

GGTTCTCAAG CGACCAAGAA ATTGTTGACC TTTAAGTGAC AATGAATATT ACGTATACTT 240 

AGAGAAAGAC nGCACTGAAA ACACTGACCA GCGTATTAGA ATCATGACGT TACGTCCAGT 300 
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70 



20 



25 



45 



CTTAGCAGCG TGGGnCGTAT 380 
(2) INFORMATION FOR SEQ ID NO: 3057: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 327 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3057: 

15 TATGTGATGG ACTTAAAAAA ACGAACTCAA TTAATACAAT GGGCTCAAGA AAAAGAAGAA 60 

CGATTTATTA TAGAAGATGA TTATGATTCC GAGTTTAGAT ATTTCGGCAA ACCCATTCCA 120 

GCAATTCAAG GTCTATATTC AAGAGGAGAA AAAGTGATTT ATATCAGTAC ATTTTGCAAA 180 

GTCTATTTTT CCTAGCTGTT CGAGTTGGCA TATATGGTGT TACCCTATTC TATnATGGAA 240 

AAAATATCAT TTCTnCAAAA TCCACCATTG GAAGGGCAAC ACTGGTAACC TGTTTCATAT 300 

GGCAAAACCT TATTGGCAAC GTTTnAT 327 
(2) INFORMATION FOR SEQ ID NO: 3058: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 284 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3058: 

CGAAAAAGGA GAATGAAACA TGAGGTAATA CAACATTACA TGCAACAACA ATTTATGCGT 60 

GTAAGACATA ATGGAAAGCA GCTATGGCTG GAGATGGGCA AGTAACGCTT GGTTCAACAA 120 

40 GTCATCATGA AACAAACGGC AAGAAAAGTG CGACGTTTAT ATGAAGTAAA TGTTAGCTGG 180 

TTTCGCAGTA TGTAGCAGAT GCGTTTACTT ATTTGAAAAA TTCGAAACAA nATTACAACA 240 

GTTTAGTGGT AACTTAGAAA GAGCnGCTGT TGAATTGGCA CAAG 284 
(2) INFORMATION FOR SEQ ID NO: 3059: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 302 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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AAAGAAGCGG ATGAAGAGCT TTGCATTGAG CTCGACCCAG GTATGGCTTT TGGAACAGGT 



60 



GATCATCCGA CTACAAGTAT GTGTTTGAAG GCAATAGAAA CATATGTATT GCCACAGCAT 



120 



TCAGTAATTG ATGTTGGTAC TGGCTCAGGT ATATTAAGTA TTGCAAGTCA TCTAATCGGT 



180 



GTAAAACGTA TTAAAGCGTT GGATATTGAT GnAATGGCAG TGAGTGTAGC TAGAAGAnAA 



240 



CTTCAGAAGA nATCATTGTG AACGTTGAAT TGGAAGCTGT TCCAGGTTAA CATATTGGAA 



300 



10 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3060: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 330 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3060: 

TTTTTAAnGA CACATTGnGC TGTGTTTAAT GCATGAAAGG AACCACTGAC ATGCATnAAA 60 

TCTTTGAATG GTTCTTTATC AATTCCTTCC CCCCTCTCAT GTTTTGTATC TTTAAATCAA 120 

TATAATTCAA AAAGGGTCGA GGATATGAAA TCACATCTTC GACCCTTTAT TTACTATTTT 180 

AATTCAGCCA CACGCAAACG GTTATTTGCT CTCTCTAAAG CTCTTTCGGC TCTATGGAAT 24 0 

ATCAGTATTG TCGTCAATCA TTTTCCAAGT GAGACTCTGC TCTTGCTTTG GCTAATTTAG 300 

CTCTTTCAAC ATCAATTTCT CTTGCAGTTC 330 
(2) INFORMATION FOR SEQ ID NO: 3061: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 301 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3061: 

CGATCAATCA ATATAATTCA CGGCGCAAAA CGTTTATTTA GCATGTTCTT GCAGACTCTG 60 

AAACTGGCAT TAAACCTTCC ATTAAGATTT TTACCATTCT AGGCATTAAT ACCATTACTG 120 

CAGCCATTGA CATTCCTAAA TTAATGATGT CTCCAGGTTT GTAACCTGCT AAcACACCAA 180 

TACCTAAmCC TAAAATTAAG CCGACAAATA TAGACTCTCC AAATGCGCCA AAACGTTTTT 24 0 

GAATTGnTTC AGGATCAGCA TCTAACTnAT TCAGACCGGG TACTTTTTGT AACAATTTAA 300 
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10 



15 



20 



35 



40 



(2) INFORMATION FOR SEQ ID NO: 3062: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 350 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3062: 

TATAAAATCA ATGATTTTAA CAAATAAAAA CGTACCGCAA ATACTGCAAA TAACAGCAAA 60 

TACTAGTTTT AATAAAATAT GACCGGTTGG AAAGAACAAT AAAGCAATTA AAATACCTAG 120 

TTTAGCCCAT TCCATCGTTC CAGCTGTAGT CGGACTAACA AACTTATTTT GCATCATTTG 180 

TTGGCATTAT CAAGCCTGCT GAAAGCCAAC GAACTTCCAG CAATTAAAAT ACTCATCGTC 24 0 

CTTGGTATTC GGGCTTGGAG AATAAAATGA TTCCGCTGGT GACTCAGTTG AAATGTAGTG 300 

AAATCTTTGA ATTGGATAGT TnCACTGCAC ACCTGATGGn AnCAACGGAA 350 

(2) INFORMATION FOR SEQ ID NO: 3063: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 342 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3063: 
TTAGTGATTT TAACGTGTAT CGGTAATTTT AAATAAATGT TTAATGCTTT TGAAAATACA 60 
GTTCTAACCG AAGACGTCGG GTACACTGAA TCACCGGAAA CGCCAAGGTC TTTTATTAAA 120 
CCTTGTTCAC TATATTGCAT ATACTGTGGA TGCTGTCGCA ACACATTGAT TTGATAAGGA 180 
TGTGTTGGTA ATAAAATAAA ATCTTTGGGT ATCTCTGATA TATCTATGTC TGCTAATTGG 240 
ATACnACACT TTCTCAACCT GGATCCTTCC TTTTACCTnC CACCATAGCC GCGTGGAnCA 300 
GGAAACCATC CTGGGATGCA CCAGCCAAAA TAAATGCCAA TT 342 
45 (2) INFORMATION FOR SEQ ID NO: 3064: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 316 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



55 
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CACGCTGACA TAC 373 
(2) INFORMATION FOR SEQ ID NO: 3067: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 311 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3067: 

15 TTCAGAGTTC GGAACATAAG GCGCTACAAT GTTGTGTTGC CAGTAGTTGA CTGAATATGC 60 

GTTTGTAACA AGCTTTTTTC GATTCTAGTC AACAGTAATT AAATTTATGA TATGGGCAAT 120 

ACTTTGTAAT ACTAATATTA AATGGCGACT TTATTTCACT ATGTTATAAG AGTGCCATTT 180 

20 GTTGATAAAG GnATACTAAA GGGTATCGTT TGGAATTTTA GTAACTAGAT ATGTTCGGGT 240 

ATAGACCGnA TTGTGGATAC GTAAATTTAA TGCnATGAAT TTTAAAATGA AAACATGACA 300 

TTAAATGAAT C 311 
(2) INFORMATION FOR SEQ ID NO: 3068: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 275 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3068: 

TATGATTATC TAGTAAGTAA ATTGCTGACG CGCCGAATAC CGCAAAGAAT ATAAAGCAAA 60 

CTAACGCCGG GACAAAAAGT ACACCTAGGA ATAAATTCTT TAATCGTACG TCCTTTTGAC 120 

ACACGTGCAA TAAnATACCT ACAAATGGGT GCCCAGGnTA TCCACCATGG CCCAGTAAAA 180 

GATTGTCCAA TTTTGTAACC ATTGGGAATT TTTGACCACC TGTCGGAATG CGTAAACTCA 240 

TACTTAAAGA AATTTGCATT ATAATTACCT AGACC 275 
(2) INFORMATION FOR SEQ ID NO: 3069: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 321 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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55 



(2) INFORMATION FOR SEQ ID NO: 3072: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 319 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3072: 

GACTCCCTGC AGGTCGACGT CTAGAGGATC CCCCCACAGC AATTCACTTA TACATGTAAC 60 

AGTGTGAAAT AATAACGTCA CAACGGCATA ATACACATTG CAACGTCCCA ACAACATATC 120 

ATAGAATCGT AACGGCATGA CATCAACACC AAACCTGGGC TATAACACCA TAACAGCGCA 180 

ACGCCACATC ATAGGCACTA CATCAAGTCG CATCGTAGCA CCAGCACATC AAAGTAACAT 240 

20 GGGCATCAAC ATCAAACCGG TCTATAACAC CATAACACCG GCAATGCCAC ATTCATAGGC 300 

ACTACATCAA GTCGGCATC 3X9 
(2) INFORMATION FOR SEQ ID NO: 3073: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 282 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3073: 

35 ATATACGCTT ATCAGCTGGA GCTCAATAGA TGGAGGATGA TTATGGGGCT ACCGGTTCTG 60 

TCTATAGCAC TGGTCTATCA GCTATGTGGA TTACAATCGG TTTAACATTA GGTGCTTATA 120 

TAAATTACTT TGTTGTTGCT CCTAGACTTC GTGTTTATAC CGAATTAGCT GGAGATGCAA 180 

TTACATTACC AGATTTCTTT AAAAATCGTT TAAACGATAA AAATAATGTG TTAAAGATTA 24 0 

TTTCTGGATT GATTATCGTA GTATTCTTTA CATTATATAC nn 282 
(2) INFORMATION FOR SEQ ID NO: 3074: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 396 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3074: 
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AATCGAnAAA TCATGGATGT ACTTGAATCA AATGCAAACA GCGAAGTGTn TTGAATTGCA 
TGGTAGCGTT ATAGACGAGC CAGTAGAAAT TCAATCAATT AAAGTATATG TTCCTAACGA 
TGATGAAGGT CGTACGACAA CTGTAATTGG TAATGCTTTC CCTGACTCAG AAGTTAAATG 
CATTACACCA GCAGATATCA TkGCTTCAAT GAGTTACTTC TTTAACTTAT TAAGCGGtAT 
TGGGtATACA GATGATATTG GACCATTaGG TAACCGTCGT TTACGTTcTG tAGGkGGaAT 
TACTACmAAA CCaATTCCGT ATCgGTTTAT CCAAGA 
(2) INFORMATION FOR SEQ ID NO: 3075: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 376 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3075: 
ACCTACATTT GCAGTTGTCG GTGTATAACC GGCTGGTGTT GAAAACTCTA CACTATAAGT 
TCCATTGCTT AAACCAGTGA ACTGATATTT ACCATTTTCA TCTGTTGTCG TACGATCTAA 
TTCTTTACCG TTACTATCTT TAAGAATGAC ATAAACACCT TTAATCCCTT TTTCATTGGC 
ATCTTGTTTA CCATCTTTAT TTGTATCTCC CATACATAGT CACCTAGATT ATATTCnTTT 
GGGCGCCATA GCAGTTGATG AGCATTCACA TTGAAAAACT ATTGACCACT ATATTAGTTT 
GCAGTGCTAA GnATAACATT TCCATACGTG ACATACTGAT AGACTGTGAG TGATGTATGC 
GCTGnTGCTC ATAACG 

(2) INFORMATION FOR SEQ ID NO: 3076: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 331 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3076: 
TTACATCACC AATTAGACGT TATCCTGATT TAACAGTTCA TCGTTTAATC CGTAAGTATT 
TAATTGAGAA ATCAATGGAT AACAAAGAAG TGAAGCGTTG GGAAGACAAA TTGCCTGAGT 
TAGCTGAACA TACTTCTAAA CGTGAACGTC GTGCTATTGA GGCAGAACGT GATACTGATG 
AATTGAAAAA AGCAGAATAT ATGATTCAAC ATATTGGTGA TGAATTTGAA GGTAATGTCA 
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AAnGCnGnGA TATACGTTTG AGGCGCAATG C 331 
(2) INFORMATION FOR SEQ ID NO: 3077: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 345 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3077: 

AATCATATGC ATCGATTTCC AGCAACAGCA ACCATTCATC CTATGTCCCA TTAGCAAATT 60 

TTTTGGATGA AACATGAATG GCAAGATGTA TTTCAACGTA CTGCTAATTT GCAGATATTA 120 

AAACATACnT TTCTATCATT ATTGATACAT ATATCATGAT TATTCATGGC TTCCGCAACA 180 

GGATGTTTAT TTAGAAACAT TAGATTGGGA TGTTGAGGCA TAGAACTGCT GGGTATTTCC 240 

AAGGAAATGT TGCCGGAATT ATTCCAACAA CTATTGATGT AAGTATGAAA GAACGTATGC 300 

AACATAATGG GCTAATAAAG TACACCGTnT GTTAATGGTG CnATG 345 



25 

(2) INFORMATION FOR SEQ ID NO: 3078: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3078: 

GATTATCAAG CGATTGATCA AGTATCATCA TTGTTGAAAG AAAAATATGG CATTGCACAT 60 
TCAACGTTGC AAATTGAAAA CTTGCAATTG AATCCATTAG ATGAGCCATA CTTCGACAAA 120 

40 

TTAACATAAA TAAAACATTG TAGCGCCTAA AACATTAATC TATGTCATAG GCGCACGTTT 180 
CGTTTTATAC TTATGTTGCA TCATTTAAAT GATTTTCGTC AATTTCTTTG ATGCTATCTA 240 
CATCTAACAC GAGGTTAACT TGCGTTGATT TTGATAAAGT GATCATAGCT TTTAGTACTT 300 

45 

GAGGATTTTT ATTGTTGCTG TTACGAATGT GGTCATGTTT AATGCGGGAC AGTAATTTAA 360 
GTTGTTTTTT TACAATTGAG AGTGTGATAT TTCGATTCGG 4 00 

50 (2) INFORMATION FOR SEQ ID NO: 3079: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 319 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3079: 

5 AAACGTTTAA TATACACTTT TACACGTCGC CTTCATTGAA GCGAATTGCC ATAACCTTCA 60 

CATTATATAT AGTTCTTTCC ATATAAATGT CCAAATTTTT AGAACAACGC AATArATAAC 120 

CATCCACCTA ACTTATCAAA AATTTAAGTG GATGGTTTTT CATTTTCATT TATATTTATA 160 

10 TTAGTGTTAA TCCAATCATA GATTTATCTA TATGCACTGC TCTATACaTT TCCTCaTTTA 240 

ATTTGCyTTA CTTTCATTTA TATCATTATC AGAACACTTG GCGTGTCATC GnTATTATTT 300 

CGCATCTTTG AnACGTTTA 319 
(2) INFORMATION FOR SEQ ID NO: 3080: 



75 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 285 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 . (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3080: 

TCAAATGCAT CTAGGnCACA TTATTCTATT TGGGCATTCT TAGTGCTGTT CTTATTTGCG 60 

GCTTTAACGT CATCTATTTC TTTATTAGAA TTAAATGTTT CTAACTTCAC GAAGAATGAC 120 

30 AATACAAAAC GTAAAAAAGT CGCAGTGATC GGTAGTATTT TAGTATTTAT CATTAGTATT 180 

CCAGCAACCT TATCnTTTGG TATCCTAAAA GATGTAAGAT CGGTGCGGGA ACGATTTTTG 240 

ATAATAAGGA TTCCACCGTT CGAATGTAAT GAAGCCATAA GCGGG 285 
(2) INFORMATION FOR SEQ ID NO: 3081: 



35 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3081: 

ATCATAGCGT TTCTCCTAAA AATTACGATT AATCAAAGTA TGCCATTATT TAACTTTAGT 60 

TTCTTCAGAA TTATTTGCCC CATTATCATG TTTTTCTTCT TTATTAACAG CATTTTTATC 120 

50 ATTTTTAACA AGATACAATT TACCAATTAA TGGGCGGTGT GCGTGCTGGT ATGGGTTATA 180 

CTGGTTCACA CGATTTAAGA GAATTACGCG AAGAAGCACA ATTTACACGT ATGGGTCCTG 240 

55 
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CATTCTAATT AAGATAAAGG AGAACGACAA ATATGGGAAA TGGCAAAGGA CCAAGAGTTA 360 
ATCCTTGTCT TAGGACTTTG GTAGGCCATT ACACCCATTA 400 
5 (2) INFORMATION FOR SEQ ID NO: 3082: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 248 base pairs 

(B) TYPE: nucleic acid 

w (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3082: 

TGAATTTGCT CCAAATAAAA ATACAATTGC CATTAAAATC ACCAGATATT ACAAGTGGCA 60 

ACATGTTAGA AACACCGTTC ATTAAGTGTT TATAGAATGC TTTACCTGGG CTTATTTCTT 120 

20 GACTGTCATT TGAGTTACCT GGCAACAAAA GGTTTACGAC TTGTATCTAA TGAATACCAT 180 

CTGCTACTGG TnCTTCTACG ACATTTTTAC CATCGAnGCG GTCCGTCTCA ACATGTACAT 24 0 

CAGCAGCA 24 8 



(2) INFORMATION FOR SEQ ID NO: 3083: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 368 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3083: 



40 



TACTAAAGGT 


TTAAATCAAA AATGGCTAGG 


TATCGTATTT 


GCGATTTTAA 


TTACAATTAC 


60 


ATTTGCATTT 


GTATTTAACA CAGTGCAATC 


TAATACAATT 


GCGGAGTCGT 


TAAATACGCA 


120 


ATATAATATT 


AGTCCAGTAA TCACAGGTAT 


TATTTTAGCA 


ATCGTAACAG 


CTATTATTAT 


180 


ATTTGGTGGT 


GTACGTAGTA TTGCTACGTA 


TCCTCGTTAA 


TGTACCGATA 


TGGCTATCAT 


240 


TACATGGTAT 


GGTTTAGTAA TAATGCTATT 


AATTTAGACC 


AATTGTCCnA 


TGATAGGACG 


300 


ATATAAAAGG 


CATTGGnACG ACAAGnACTG 


GTGCGCTGAG 


GGCTCGGTCT 


CCAGGACAAC 


360 


GGGGTATC 










368 



(2) INFORMATION FOR SEQ ID NO: 3084: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 256 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3084: 

s TTGGACTTTA TAAAGTTACT AAGTTGTAGA TTATCCTGGT AAAGAAGATA TTGCGGTTGT 60 

ACAAGTTGAA GAAAAATCAA CACAACCAAA AGGTAGAAAA TTCAAAGATT TCACTAGTAA 120 

ATTTAATATA GCATCAGAAG CTAAAGAAAA TGAACCTATA TCAGTCATTG GTTATCCAAA 180 

10 TCCTAATGGA ATAACTACAA ATGTATGAAT CAACTGGTAA AGTATTATCA GTGAATGGGA 240 

TATAGTGnAT CGGATn 256 

(2) INFORMATION FOR SEQ ID NO: 3085: 



15 



20 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 311 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3085: 

2$ ATATGCATAT GCTTCTTTAG GTGAACGAAT ATCTGGTTCA GATACGATTT CAATTAGCGG 60 

TGTACCTTGA CGGTTCAAGT CAACTAATGA ATACTCCACC TTTATGTGTT GACTTACCAG 120 

CATCTTCTTC CATGTGAAGA CGAGTAATAC CGATTCGnTT TGTTTCACCG TCGACTTCGA 180 

30 TATCGATATA TCCCATTTCA CCAATTGGGT TGATCAATTG AGAATTTGAT AGCTTTGGGA 240 

TATCGGGATA GAATAGTCTA CGGTCAACTA GATCnGGTGC GAnTCCATAT TTAGTGCCAT 300 

GCAGCACGCA T 311 
(2) INFORMATION FOR SEQ ID NO: 3086: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 271 base pairs 
{B) TYPE : nucleic acid 
40 <C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3086: 

ATGTAAATGA TCATCCTTCA TAATAACAAC GATTACTGAT CTTGATCATG ATTTTGAACA 60 

ATAACAACTG CTTTATTAAT ACCTTGTATA CGCTCGAGnC ATGCCAACCT CTGACAACTC 120 

AATCCTAAAC CCTCGAATCT TAACTTGTTT GTCCTTTCGA TATAAATAAT CTATGTTGCC 180 

ATCGGGTAAC AAACGAACGA TATCACCACT TCCTATACAT CAGCTGATTT ATATTTGAAT 24 0 
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AAACATTACT TTACGCTATC AATGGTGGTA AAGATGAAAA TCTGGTGCAC AAGTTGGTCC 



120 



AAACTTCGAA GGTATTAACA GCGAAGTATT AGAATATGCC GAnATTCAAG AATTTGATCA 



180 



AATGATGGAT TGGCCTAGCA GGTGTTTACA TTAACTCATT AAATGTATnA CTACATGCAC 



240 



GATAATACAG CTATGACGAT TGAATGGATT ACATGTACAG AATTGTCCGn CCATGGCACA 



300 



GGA 



303 



10 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3090: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3090: 

CTTTCGTTAA AGGGGCATAT TCATATAATG GATGGTCATT AATAATAATT CCTGCCGCAT 60 

GTGTAGATGT ATGTCTTGGT AAACCTTCTA ACTTTTTACA AATACTGAAC CAGCGTTCAT 120 

GTCGATGGTT TCGATGTACA AACTCTTTAA AATCGTCAAT TTGATATGCT TCATCAAGTG 180 

TAATTCCTAA TkTATGTGGG ATTAAACTTG GAAATTTCAT TtAATGTAAC TTCATCAAAC 240 

CCCATAATTC TTCCAACATC TCTAGCAACT GCTCTTGCAA GCAGATGACC GAAAGTCACA 300 

ATTCCAGATA CATGTAGCTC GCCATATTTT TCTTGGACGT ACTGAATGGA CCCTTTCTCG 360 

GnGTGTATCT GCAAGGTCAA TTTTCATTnT CAGGCATGGT 400 
(2) INFORMATION FOR SEQ ID NO: 3091: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 340 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3091: 

TTGTTTTTTC ACGTTCAATn ATTATCTTCA ACTTGTGACT ACAGATTTTA AAATGGAATT 60 

TACAAGTATC TTCTTCAATA TTTTGCATCA TGATATCAAA TAATTCATGA CCTTCATTTT 120 

GATAGTCACG TAATGGATTT TGTTGTGCAT AAGAACGTAA GTGAATACCT TGACGTAATT 180 

GGATCCATGT GTCGATATGG ATCAGTCCAA TGGCTATCAA TAGAACGAGG TAAAATCATA 240 

CGCTCAAACC CCATCCATTG GnTCCTCTAA GATACCTTTT GACCTTGGAT AGCnGCTCAA 300 
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(2) INFORMATION FOR SEQ ID NO: 3092: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3092: 
CGACACCTCA ATAATCATAT CGTAATGTTC AACTTTTCCT GATTTAAATG TAATTTCATT 60 
TCCATTGATA GCATTAATTT CCTCATTTAA ACGGTATGGA ATCTCCCGCT TATCTAATTC 120 

75 

ATCAAGTATA GGTTGATTCA GTCGGCATCC ATAATTTATT TATCTTATCA GATCGATGAA 180 
TAAAGTAGGG TGTAAACCAC GTTCCATAAA GATTTCAAGG AACTCCAATG GAACATAACC 240 

20 TGCACCTACC ACCAATACTT TATCCACTTG GATTGGCTTG GAGGAATGGT CGGATAGGCA 300 

TCCAGGGCCT CCAAAATTCC XlAGGGGAAAn GGTAATATCC ACCTTCCAAG GCCAAGGGCC 360 
AATTGGCACC TGGCCACCCA GGGnCTTAAA AAGGGGTTAA 400 

25 (2) INFORMATION FOR SEQ ID NO: 3093: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 252 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3093; 

35 

TTATACCCGn CAAATTCATA AATATAGTnC CTTTTCAATA GATTGATATG TATGTCTAAA 60 

TGTATCGATT AACTTTGCTA ATGCTGCTTC ATCTAATGGT CGGTCTGCTA ATTTTAAAAA 120 

40 TGTATTCTTC AATAGGTATT CCCATATAAT GCGTTATTTC TTTAGATGAT GGTTCCGTTA 180 

AGCCACATGC TTTAAATGCA CTTTGTGTTG CTACTTCACC ACATTTTTTC GTGTCTGCCA 24 0 

ACGTACCATC AA 252 

45 (2) INFORMATION FOR SEQ ID NO: 3094: 

(i) SEQUENCE CHARACTERISTICS: . 

(A) LENGTH: 314 base pairs 

(B) TYPE: nucleic acid 
so (C) STRANDEDNESS: double 

<D) TOPOLOGY: linear 



55 
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AATCTATTAA TAATGAAGAA AAAATTGTAC TAGCACGTAG ACGGTTAATA AAGTTCGATA 60 

AAGATATCAG TATTCCATAT ATTCTAAAGC AAGCATATTC TAAAGAAAAA AACAGTTATA 120 

5 

TATTCTTGTT AGAATCACAA GATTCTATAT TCTTTTCACA AACACCTGnn CAATTAATAA 180 

AGGTCAATAA TAAAATCTAT CGACTAAAGC TGTGCAGGTC AATTAAACGG TCACAAGTGA 240 

GGCOGAGGTA CAAAAAATGT TGAGCATTTT AAAGTATAAA CTTATCGACA CGnTTGTGTG 300 

10 

CAGTTTTCAT GTTT 314 
(2) INFORMATION FOR SEQ ID NO: 3095: 

75 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 332 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3095: 
GGTGAGGCGG CATTGAGAAA AAATGCTGAA GTAATCGAAG CTGTATCGCA GTCTTGTTTG 60 

25 

ACAACAGGAT TTTGTTTATG GTGCCAATTA GCTTTTTCAA CGTATTTAGA AAATGCCACG 120 
CAGCCACATT TAAATAATGA CTTACAACAG CAATTGTTAT CTGGAGAAAT ATTAGGTGCT 180 
ACCGGATTGT CTAATCCCGA TGAAGTCATT TAATGGATTT AGAAnAAGTT GGACCCTTTG 240 

30 

AAACACCACC TTAATGTTGG ATGGGACCAA TTGGGTGGTC CAGTGGGAnC GTAATGCCCA 300 
GCTGTAAAGT nATAATCCAA GGAAAGACCC AT 332 
35 (2) INFORMATION FOR SEQ ID NO: 3096: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3096: 

45 

TTTATGCATA CGCGCACTCA TCACACTACC GACAACAACA TCATCTTTTC GAGCATATCT 60 
ACTTAACAAC GTCATGACCA CACTCATAAA GAACATAAAA TCAGTAATTT GATGCTTTTC 120 
TACATACTTT TGAAGTAGCT GTCTCATTTG TTGATTCATG TAAATGACAT CATGCTCCAT 180 

50 

TTGTCGGTTT AATAATTGGT CTAACATAnT CTGTCGGGTA AGCCTAAAAT AGGGTACTTC 240 
ATCCTTGAAT TGAGGATACC CATATTGGTC CTAAGGTTCG GTCCATATCC ACGGATGGCG 300 



55 
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ATTTAAGGTT GGATAAAGGT GCCGTTAAGG ATCCAATTCC 400 
(2) INFORMATION FOR SEQ ID NO: 3097: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 265 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3097: 

75 ACTCTGGTCC TTCTGCATAA CTGCCGTAAA TAATTCACCT TCATCACACG CTGTACCTAC 60 

CAATAATCCC nCACGATATA CGTGGAATTC GAGGTGTACG GTAGAAATAC TTCACCAATG 120 

ATGCACTTAC AATTTTAAAT AGATTTTTAA GACCTTGTTG GTTTTGTACA ATTAATGTGA 180 

20 CATGACTAGG TCTTGCACGT TTATATGCAT CTTCATTACT GAGTTTTTTG GTTGATTTnC 240 

GTTATGATTT AATACGGCTA ATTCT 265 



(2) INFORMATION FOR SEQ ID NO: 3098: 

25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 321 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3098: 



35 


CTAATGTATC 


AGTTTGGCAT 


GAATTCTTTT 


GCATCTTTCA ATAATTGTTG 


TGATCTTTTT 


60 




TAGTCACATC 


ATCAATTTTC 


TTATCTTCGT 


ATAATGCTTT 


TTCAATCTTA 


TGATATCCTG 


120 




ACCATTCTTT 


TTCCTTTTTC 


TCTTCTTTCA 


TATCTGCAAG 


CGGGCATCCA 


ATTTTAGGAT 


180 


40 


CCTAAATCTC 


CCAAATGCTT 


CTGAACTGGT 


CAGAGCGTCA 


TAATACATAC 


GACTTTTGGA 


240 




TATACGCTTT 


TnCTTGGGCA 


TACATTATTT 


CAATCGTTTA 


CAAATTTTTC 


TGACCTTTTA 


300 




AAATCATTnA 


CTGTCAnCAG 


A 








321 



(2) INFORMATION FOR SEQ ID NO: 3099: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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ATCCGCAATC TGAGAAACAT CATCTTCGAG TTGTTGGAGG GTTCCAATTT TCAAGTCATA 



60 



AATCAGATGA TGAATGGCGA GAGTTTGGAC TAAATCATTT TGTATTACCT GAAGTTTTAA 



120 



TTTCAACTGA TAATAATGGG ACATTTTTAA CTTATACAGT TAAAAGGGAA AGTTTTACTG 



180 



TTGAGGCATT GAACGATTTA ATGGATTGTT CAACAATATA TCGGACATAG AGTGGACGAC 



240 



CAATGGGGGA ATACCAGAAT GAGATATTAT AAAACA 



276 



10 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3100: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 237 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3100: 

GTCATTTGAT GACAATGGTA TTAGACCAAG TACCAACCGT TCTGTGCCAC nTAAAACGTT 60 

GTTAATAACT TGCCGGGCTT CACACTAATC AATGGTGGCA AAGTAGGGGT GTTTAGTCAT 120 

GCAAnGTTAA GAACGAGCAT GTTTGATTCA GGAGATAATA AGAACTATCA AGCACAAGGA 180 

AATGTAATTG CATTAGGTCG TATACATGGA ACTGATACGA ATGACCATGG CGATTTT 237 
(2) INFORMATION FOR SEQ ID NO: 3101: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 254 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3101: 

nCGATATAAC AAGGTTGTTA GACTTAAAGG TGGCGATCCA GCGATATTTG GTCGTGTGCA 60 

AGAAGAAGTC GACATACTAA ATGAACATCA TATTGCGTTT GAAATTGTAC CAGGGGTGAC 120 

ATCAGCGAGC GCnAGTTTGG CTACTATGCA GACAGGTTTG ACAATGCGTA CAGTTGCTAA 180 

AAGTGTGGAC ATTTTCTACA GGTCACTTTT AAAGATTCAG AAGAAAATGA AGTGGGATGG 240 

TCCATTCCTT AAGT 254 
(2) INFORMATION FOR SEQ ID NO: 3102: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 240 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 



2443 



10 



25 



30 



35 



40 



45 



50 



55 



EP0 786 519 A2 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3102: 

CAATCACTCA TGTAGTAATT GATACCTAAG AAGTCGTTTA AATCTTTGGC TGCATCTAAA 60 

ATGGCATAAT CTTCATnTGT AATGTTTAAT TTACCGCCAn TAACAGATAA GATATGTTGC 120 

ACACCTTCCA TCGTTTCACG AGTAATACTT ACCTAAATAT GTTGCATCTA AGATGAATTT 180 

ATTATGGATG GATATCTTCT AAATTCTGCT GCACGGGACA TCTTCAGGAT TTGGATGGTT 24 0 
(2) INFORMATION FOR SEQ ID NO: 3103: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 328 base pairs 
7 5 (B) TYPE: nucleic acid 

(C> STRANDEDNESS : double 
(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3103: 

GTTGTAAACT TCAATTGTTC AAATAAATAA CACATATCAT TGGAGGTGAA TTGATATGCC 60 

AGATTCAATC ACAATTATAG ATGAAAACAA AGTGGTTGAT GTTGTATTAA TTGCAGGTAG 120 

AATTTTACTT GAATCAGGTG CTGAnACATA TCGAGTTGAA GATACAATGA ACCGTATCGC 180 

ACATAGTTAT GGTCTTCATA ATACATATAG TTTTGTCAGT TCAACTGCAA TTATTTTTTC 240 

ATTAAACGAT CGAACAAGTA CAAGATTAAT TCGTTACAAG AGCGTACAAC AGATTTAGGG 300 

AAnGTGCGAA TAAGCGGGGn AATTCTTC 328 
(2) INFORMATION FOR SEQ ID NO: 3104: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 265 base pairs 
{B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3104: 

TTTTGCTTTG TGCGCTAATA ATCTAATGTT CGTGGAACCG nAACCAGAGA TATTACAAAT 60 

ACATCATCGA CTAATCGCAG GTGTCGTTGA TTCTCCAACA ACATGTGCCT GTTTGCCGAG 120 

CTGATTTAAG GCGGCATTGC AAAACTATTC GCCACGAATC CTGAACGTCC TTTGCCAGCT 180 

ACAAATATAT GTTCAGCATG TAGTATTTTG GATGCAAAGT TGAAAACTCA TCCGCTTCAA 240 

CATGTGACAA AGTCACTTTA ATCnA 265 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 243 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3105: 
ACTAGTAGAG TATCTAATGG TGATTTAATC ATTATTACTG CTGGTGTACC AACTGGTGAA 
ACTGGAACTA CTAATATGAT GAAAATCCAC CTAnTTGGTG ACGAAATTGC TAATGGTCAA 
nGTATTGGAC GTGGATCAGT TGTTGGTACT ACATTATTGC TGAAACTGTT AAAGATTTAG 
AAGGTAAAGA TTTATCTGAC AAATTGATCG TTACTAACTC AATCGATGAA ACGTTTGTGA 
CCT 

(2) INFORMATION FOR SEQ ID NO: 3106: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 234 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3106: 
CTATTGCGTT TGGGTAAATC TAAAGCAGGC GTAnATTATC AAAGTTTGGG ATATGCAACC 
AGCACACTTA TTCTTTATGA TTGCAGCGCC AGAAGTGGnG CCCAAACACA TCTAGATGCT 
TTACTAAGTT GTCTGGTATT TTAATGGATG AAAATGTACG TGAGAAATTA TTACATGCTT 
CATCACCTGG AAGAAGTACT AGCGATCATA GATGAGGCTG GATGATGAAG TGGA 
(2) INFORMATION FOR SEQ ID NO: 3107: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 227 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3107: 
TTTTGAAGCG GCATAATCAT GAAGAATAGG ACTAGGATTA TAACCTTGTA CAGATGATGT 
CGTTGTAATT GACGCACCCG GTTTTAAATA TTCCAATGAC TTTTTGAACT GTCCAAAATA 
GCGGnTAGAn ATTCGTTTCA AATGTTTCTG TAAATGCCTC AGTTGTAAAT CCATGAATAT 
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(2) INFORMATION FOR SEQ ID NO; 3108: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 257 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3108: 
CTTTAAGTTA CGTTCGGCTT TGATTAAAGT AAAACGTGGT ACTGTTTCCT ATGACAAGAG 60 
TCTAATTGGA TACAATGTAA ACAAAATGGT GnATTTGTAT TATAGATAAT AAACATTCGn 12 0 

15 

TATACATTCA ACATATCGAT GACCACTTGG ATTAAGCAAC GTAATATCAT TCGTACTGCT 180 

CAAGAAATGA CAAACGAAAT ACGAGAAAAT TTTGAGTCAT ACACGTCATT TAGAATGAAT 240 

20 AGTATTATGC AAGTACT 257 

(2) INFORMATION FOR SEQ ID NO: 3109: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 227 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3109: 

CTTAAAGCCA AGTCGATCTG CTAATTTTGC AAGTGTCACT GAATCTTGCA ATGCCTTTTG 60 

TGCATCCTTA CCTTCATCTA TTAAGGCATA GTCTAATACG CTTAATTTAA CCAATCCGTC 120 

ATCTCCAAAC TTATCCTGTC ATGTCAAACC GACATAACAT TTGTAGCGTT CTTAATACCA 180 

TTCCCTCTGC ATATACCCAC GTATATGATA ACGTnTTTCA nTTAACT 227 
(2) INFORMATION FOR SEQ ID NO: 3110: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 326 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3110: 
TTTCTTCATC GTTTGTGAGA AAGAGGTATT TTTAATTGGG AAAnCAGGTA AAAAGGATGG 60 
AAGTACATAA AAAGAGCAAT GCTTGGGCAT TATTCCnCTT GTTATTATTT GTGGCGTTGT 120 
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GATAACGTAA TTGTGCGTTA TTAATGAATC GAAAAGAATC ATTGCTAAAA AGTGAGTCTC 240 

CGAAAGGCGG CCTTCAACTG TTAAGAGTGA TTTATTGCAG GCTTCAATCG CGAAATGGTG 300 

CnAAGCGCGT ATTAGCACTA GCCGAA 326 



(2) INFORMATION FOR SEQ ID NO: 3111: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 300 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3111: 



CTACGGCGCC TTGCATCTTT CCCAACAATT AACCCCAACT CTATTAGCAC AGATTTATCA 60 

20 ATTGATTCAT AAGCTTCATC AAAGGGTGAA CTAACATGCA TTAACGCTTC TTTAATATCA 120 

ATTAAGT CGG CATGTTCAAC ACCAATTTTC CCTTTTTTAT TTTTAGCTTT TTCTCTATCA 180 

ATATACGCAT GTTTAACACC TTTGACATGT TCAGTAAATT GTGACTTCCT nAATTTTTTA 24 0 

25 TCCTCCCTTG GTGnnGGGGG GGGGGGGGGG GGGGGGGGGG GGGGGGGGGG GGGGGGGGGG 3 00 



(2) INFORMATION FOR SEQ ID NO: 3112: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 358 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3112: 

TTATTGTTAA CACAAGGnTT CGAACAAGGT TGGTTTAGTA CATTTTCAAT CATTTGTCTG 60 

AGCATTTTTA TCATCACTAC GTTGATATTC ATCATCATCG AACGTCGACA TGAAGTACCT 12 0 

40 

TTTATTGATT TCTCAGTATT ACGCAACCGT CCGTTCATTG GTGCATTTTT AAATAACTTT 180 

GTTTTAAATA GCGGTCTAGC GTAACAGGGT CTTTCATATA TGCTCAACAC ACCTGGTTTA 24 0 

45 TCGCGCGCAA TCGGACTGTT ACATGCCAAT GCCATGGGCG TTCGAGATCG TTAGTGAAAG 300 

CACATAGTTC GGGCAATGAG CCACATGGTC GTGTCCGTCA CGCACACATA TAGCAGCT 358 
(2) INFORMATION FOR SEQ ID NO: 3113: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 251 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3113: 
TCGGTCTTGA AAACCGACAG GGGACTTAAC GGCTCGCGGG GGTTCGAATC CCTCTTCCTC 60 
CGCCATCAAT ATTTATATTA AATTCTATAT ATAATGAAGG TAAGTGCTCA AATTTTGAGT 120 
ATTTACCTTT TTTATTTGTC TTTGAATGGC TCGTAATTTT TGATAATAGA AATGATAAGG 180 
CATTGAGATT GGAAGGGCAT TTGGCTTGTG CAAnATACAT AGCnAAATGT CGTTGTTGTT 240 

10 

TTGTGATAGA T 251 

(2) INFORMATION FOR SEQ ID NO: 3114: 

(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 6591 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3114: 





TTTAAGTGAA 


TTnCTTTGGG 


TTACAGAAwT 


TTCAACAACT 


TTAAAGCACG TATAATGATG 


60 


25 


ATTTTCAGCT 


TGTACAAAGG 


AGAAAAAAAG 


AAGACAACCA 


AGCCCAATAA TGGACTGGCC 


120 




GCCTAATAAT 


AAAAACTCTA 


AAAGTTGTAT 


TTTAAAAATA 


GTTCTTTAAA TTATATACCC 


180 




ACCACATTTG 


GTGGAGaACC 


GTTAAACAAT 


GCATAGTTGC 


TTAACTTCCA ATATTGAACT 


240 


30 


CATCATTACA 


ATTTGACATA 


GAGTCTATTA 


AAGCGTGTGC 


CATTTGAGTC CACTTTTATT 


300 




TGTATTGTAT 


AGAGAGAAAT 


AAAAAGAAAC 


CTTGTTTTAC 


AAGGTTTCTA ATACGTTATG 


360 


35 


TTATGTAAAT 


AACAGTTAAT 


TATACCGGTG 


GTCGGGGTCG 


AACCGACACT CCACAAGTGG 


420 


AACGgGATTT 


TGAGTCCCGC 


GCGTCTGCCA 


ATTCCGCCAC 


ACCGGCTTAA TGGTAAACAA 


480 




AAAACTTCCC 


TTTGGAAGCA 


ATTATGGAGC 


GGAAGATAGG 


ATTTACACCT ATACCTCGTT 


540 


40 


CCGGGAAGGA 


ACGTGtTCTA 


AAAGTTGAAC 


TACTCCCGCA 


AATATTAAAT TATGGAGCGG 


600 




AAGATAGGAT 


TTACACCTAT 


ACCTCATTCC 


AGGAAGGAAT 


GTATTCTAAG AGTTGAAATA 


660 




CTCCCGCATT 


ATTATTAAAT 


TATGGAGCGG 


AAGATAGGAT 


TTGCACCTAT ACCTCGTTCC 


720 


45 


GGGAAGGAAC 


GTGTTCTAAA 


AGTTGAACTA 


CTCCCGCATA 


AACCTGGAGG CGGCAACCGG 


780 




ATTTGAACCG 


GTGATAAAGG 


TTTTGCAGAC 


CTCTGCCTTA 


CCACTTGGCT ATGCCGCCAA 


840 




TAACTGGGCT 


AGCTGGATTC 


GAACCAACGA 


GTGACGGAGT 


CAAAGTCCGT TGCCTTACCG 


900 


50 


CTTGGCTATA 


GCCCATTAAT 


AATAAGGGCG 


GCTGAAGGGG 


ATCGAACCCT CGAATGTCGG 


960 
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CGAACCCACA 


CCAAAGGTTT 


TGGAGACCTC 


TATTCTACCG 


TTGAACTATG CCCCTATTAA 


1080 


AAATAATAAA 


TGGAGGGGGG 


CAGATTCGAA 


CTGCCGAACC 


CGAAgGAGCG GATTTACAGT 


1140 


CCGCCGCGTT 


TAGCCACTTC 


GCTACCCCTC 


CATAAATGGT 


GCCGGCCAGA GGACTTGAAC 


1200 


CCCCAACCTA 


CTGATTACAA 


GTCAGTTGCT 


CTACCAATTG 


AGCTAGGCCG GCTAAGAAAT 


1260 


GGTTCAGGAC 


AGAGTCGAAC 


TGCCGACACA 


TGGAGCTTCA 


ATCCATTGCT CTACCAACTG 


1320 


AGCTACTGAA 


CCATAATAAA AATGTAATGA TGGCGGTCTC 


GACGGGAATC GAACCCGCGA 


1380 


TCTCCTGCGT 


GACAGGCAGG 


CGTGTTAACC GCTACACTAC 


GAGACCTATA AAATATTGCG 


1440 


GGAGGCGGAT 


TTGAACCACC 


GACCTTCGGG 


TTATGAGCCC 


GACGAGCTAC CGAACTGCTC 


1500 


CATCCCGCGA 


TAATAAAAAA 


TAATGGCGGA GGAAGAGGGA 


TTCGAACCCC CGCGGCCCGT 


1560 


TAAGGCCCTG 


TCGGTTTTCA AGACCGATCC 


CTTCAGCCGG 


ACTTGGGTAT TCCTCCATTA 


1620 


TTATAGGTAA ATCGCTATTA ATTATAAAAT 


TAAATGGCGG 


TCTCGACGGG AATCGAACCC 


1680 


GCGATCTCCT 


GCGTGACAGG 


CAGGCGTGTT 


AACCGCTACA 


CTACGAGACC ATTAGTAAAA 


1740 


CGGAGGAAGA 


GGGATTCGAA 


CCCCCGCGAG 


CCGTTAAGCC 


CCTGTCGGTT TTCAAGACCG 


1800 


ATCCCTTCAG 


CCGGACTTGG 


GTATTCCTCC 


AAAATTATAT 


GGaCtTGCAG GACTCGAACC 


I860 


TGCGACCGAA 


CGGTTATGAG 


CCGTTAGCTC 


TAACCAACTG 


AGCTAAAGGT CCTAAATATA 


1920 


ATTTTACAAC 


TAATAAATAG 


TGGCGGTGGA 


GGGGATCGAA 


CCCCCGACCT CACGGGTATG 


1980 


AACCGTACGC 


TCTAGCCAGC 


TGAGCTACAC 


CGCCTTATAT 


AGTTTGTAAA TAATATGGTG 


2040 


GAGACTAGCG 


GGATCGAACC 


GCTGACCTCC 


TGCGTGCAAA 


GCAGGCGCTC TCCCAGCTGA 


2100 


GCTAAGCCCC 


CATAATAATT ACAGTATATC 


GGGAAGACAG 


GATTCGAACC TGCGACCCCT 


2160 


TGGTCCCAAA 


CCAAGTGCTC 


TACCAAGCTG AGCTACTTCC 


CGTATAATTA ACGCGCCCGA 


2220 


TAGGAGTCGA ACCCATAACC 


TCTTGATCCG 


TAGTCAAACG 


CTCTATCCAA TTGAGCTACG 


2280 


GGCGCATATG 


TTTTTATTGA 


AAATGGTGCC 


GAGGACCGGA 


ATCGAACCGG TAcGgTGATC 


2340 


ACTCACCGCA 


GGATTTTAAG 


TCCTGTGCGT 


CTGCCAGTTC 


CGCCACCCCG GCACTATAAA 


2400 


AATGGAGCAG AAGACGGGAT 


TCGAACCCGC 


GACCCCAACC 


TTGGCAAGGT TGTATTCTAC 


2460 


CGCTGAACTA 


CTTCTGCATA 


TGCGGGTGAA 


GGGAGTCGAA 


CCCCCACgCC GTAAGGCGCT 


2520 


aGATCCTAAG 


TCTAGTGCGT 


CTGCCAATTC 


CGCCACACCC 


GCAAATGGTG AGCCATAGAG 


2580 


GATTCGAACC 


TCTGACCCTC TGATTAAAAG TCAGATGCTC 


TACCAACTGA GCTAATGGCT 


2640 


CTTCCATGGT 


GCCGGCCAGA GGACTTGAAC 


CCCCAACCTA 


CTGATTACAA GTCAGTTGCT 


2700 


CTACCAATTG 


AGCTAGGCCG 


GCAATATGTA AGAATAAATG 


GTGGAGAATG ACGGGTTCGA 


2760 
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AAACTGCCTG GCAACGTTCT ACTCTAGCGG AACGTAAGTT CGACTACCAT CGACGCTAAG 


2880 




GAGCTTAACT TCTGTGTTCG GCATGGGAAC AGGTGTGACC TCCTTGCTAT AGTCACCAGA 


2940 


5 


CATATGAATG 


TAATTTATAC ATTCAAAACT AGATAGTAAG TAAAAGtGnA TTTTgctCGC 


3000 




AAAACATTTA 


TTTTGATTAA 


GTCTTCGATC GATTAGTATT CGTCAGCTCC 


aCATGTCACC 


3060 


10 


ATGCTTCCAC 


CTCGAACCTA 


TTAACCTCAT CATCTTTGAG GGATCTTATA 


ACCGAAGTTG 


3120 


GGAAATCTCA 


TCTTGAGGGG 


GGCTTCATGC TTnAgGATtT TCAGCACTTA TCCCGTCCAC 


3180 




ACATAGCTAC CCAGCTTATG CnTTGGCACG ACAAcTGGTA CACCAGAGGT ATGTCCATCC 


3240 


15 


CGGTCCTCTC 


GTACTAAGGA 


CAGCTCCTCT CAAATTTCCT ACGCCCACGA 


CGGATAGGGA 


3300 




cCGAACTTcT 


aCGACGTTCT 


GAACCCAGnC sTGTACCGCT TTaATGGGCG 


AACAGCCCAA 


3360 




CCCTTGGGAC 


CGACTACAGC 


CCCAGGATGC GATGAGCCGA CATCGAGGTG 


CCAAACCTCC 


3420 


20 


CCGTCGATGT 


GAACTCTTGG 


GGGAGATAAG CCTGTTATCC CCGGGGTAGC 


TTTTATCCGT 


3480 




TGAGCGATGG 


CCCTTCCATG 


CGGAACCACC GGATCACTAA GTCCGTCTTT 


CGACCCTGCT 


3540 




CGACTTGTAG 


GTCTCGCAGT 


CAAGCTCCCT TATGCCTTTA CACTCTATGA 


ATGATTTCCA 


3600 


25 


ACCATTCTGA 


GGGAACCTTT 


GAGCGCCTCC GTTACCTTTT AGGAGGCGAC 


CGCCCCAGTC 


3660 




AAACTGCCCG 


CCTGACACTG 


TCTCCCaCCA CGATAAGTGG TGCGGGTTAG 


AAAGCCAACA 


3720 


30 


CAGCTAGGGT 


AGTATCCCAC 


CAGCGCCTCC ACGTAAGcTA GCGCTCACGT 


TTCAAAGGCT 


3780 


CCTACCTATC CTGTACAAGC TGTGCCGAAT TTCAATATCA GGCTACAGTA AAGCTCCACG 


3840 




GGGTCTTTCC 


GTCCTGTCGC 


GGGTAACCTG CATCTTCACA GGTACTATGA 


TTTCACCGAG 


3900 


35 


TCTCTCGTTG AGACAGTGCC 


CAAATCGTTA CGCCTTTCGT GCGGGTCGGA ACTTACCCGA 


3960 




CAAGGAATTT CGCTACCTTA GGACCGTTAT AGTTACGGCC GCCGTTTACT GGGGCTTCGA 


4020 




TTCGTAGCTT 


CGCAGAAnct 


ArCcACTCCT CTTAACCTTC CAGCACCGGG CAGGCGTCAg 


4080 


40 


cCCtATACAT CACCTTACGG TTTAGCAGAG ACCTGTGTTT TTGATAAACA GTCGCTTGGG 


4140 




CCTATTCACT 


GCGGCTCTTC 


TGGGCGTTAA CCCTAAAGAG CACCCCTTCT 


CCCGAAGTTA 


4200 




CGGGGTCATT 


TTGCCGAGTT 


CCTTAACGAG AGTTCGCTCG CTCACCTTAG 


AATTCTCATC 


4260 


AC 


TTGACTACCT 


GTGTCGGTTT 


GCGGTACGGG CACCTATTTT CTATCTAGAG 


GCTTTTCTCG 


4320 




GCAGTGTGAA ATCAACGACT 


CGAAGACACA ATGTCTTCTC CCCATCACAG 


CTCAGCCTTA 


4380 


50 


ACGAGTACCG GATTTGCCTA ATACTCAGCC TTACTGCTTA GACGTGCAAT CCAATCGCAC 


4440 




GCTTCGCCTA 


TCCTACTGCG 


TCCCCCCATC GATTAAAACG ATTATAGGTG 


GTACAGGAAT 


4500 




ATCAACCTGT TATCCATCGC CTACGCCTGT CGGCCTCAGC TTAGGACCCG ACTAACCCAG 


4560 
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TTCGCTACTC ACACCGGCAT TCTCACTTCT AAGCGCTCCA CATGTCCTTA CGATCATGCT 4680 

TCAACGCCCT TAGAACGCTC TCCTACCATT GTCCAAAGGA cAATcCACAG CTTCGGTAAT 4740 

ATGTTTAGCC CCGGTACATT TTCGGCGCAg TGTCACTCGA CTAGTGAGCT ATTACGCACT 4 800 

CTTTAAATGA TGGCTGCTTC TAAGCCAACA TCCTAGTTGT CTGGGCAACG CCACATCCTT 4860 

TTCCACTTAA CATATATTTT GGGACCTTAG CTGGTGGTCT GGGCTGTTTC CCTTTCGAAC 4 920 

ACGGACCTTA TCACCCATGT TCTGACTCCC AAGTTAAATT AATTGGCATT CGGAGTTTGT 4 980 

CTGAATTCGG TAACCCGAGA GGGGCCCCTC GTCCAAACAG TGCTCTACCT CCAATAATCA 504 0 

TCACTTGAGG CTAGCCCTAA AGCTATTTCG GAGAGAACCA GCTATyTCCA GGTTCGATTG 5100 

GAATTTCTCC GCTACCCTCA GTTCATCCGC TCACTTTTCA ACGTAAGTCG GTTCGGTCCT 5160 

CCATTCAGTG TTACCTGAAC TTCAACCTGA CCAAGGGTAG ATCACCTGGT TTCGGGTCTA 5220 

20 CGACCAAATA CTAAACGCCC TATTCAGACT CGCTTTCGCT ACGGCTCCAC ATTTACTGCT 5280 

TAACCTTGCA TCAAATCGTA ACTCGCCGGT TCATTCTACA AAAGGCACGC CATCACCCAT 5340 

TAACGGGCTC TGACTACTTG TAAGCACACG GTTTCAGGTT CTATTTCACT CCCCTTCCGG 5400 

GGTGCTTTTC ACCTTTCCCT CACGGTACTG GTTCACTATC GGTCACTAGA GAGTATTTAG 5460 

CCTTAGGAGA TGGTCCTCCC AGATTCCGAC GGAATTTCAC GTGCTCCGTC GTACTCAGGA 5520 

TCCACTCAAG AGAGACAACA TTTTCGACTA CAGGATTATT ACCTTCTTTG ATTCATCTTT 5580 

CCAGATGATT CGTCTAATGT CGTCCTTTGT AACTCCGTAT AGAGTGTCCT ACAACCCCAA 5640 

CAAGCAAGCT TGTTGGTTTG GGCTCTTCCC GTTTCGCTCG CCGCTACTAA GGGAATCGAA 5700 

35 TTTTCT T TCT CTTCCTCCGG GTACTAAGAT GTTTCAGTTC TCCGGGTGTG CCTTCTGATA 5760 

TGCTATGTAT TCACATATCG ATAACATGAC ATAACTCATG CTGGGTTTCC CCATTCGGAA 5820 

ATCTCTGGAT CAAAGCTTAC TTACAGCTCC CCAAAGCATA TCGTCGTTAG TAACGTCCTT 5880 

40 CATCGGCTTC TAGTGCCAAG GCATCCACCG TGCGCCCTTA ATAACTTAAT CTATGTTTCC 5940 

ATCCTACAGG AAACGCX5TTA TTAATCTTGT gaGTGTTCTT TCGAACACTA GCGATTATTT 6000 

CTTATGAATT CAAGCTTATT TAAAACTCTT TATTCACTCG GTTTTGCTTG GTAAAATCTA 6060 

TATTTTACTT ACTTATCTAG TTTTCAATGT ACAATTTCTT TTTAGTCAAG CGCTCGCATA 6120 

AGCAATATCA CTTTAACCAA AAAATATTTG AATGTTAAAT AAACATTCAA AACTGAATAC 6180 

AATATGTCAC ATTATTCCGC ATCTTCTGAA GAAGATGTTC CGAATATATC CTTAGAAAGG 6240 

AGGTGATCCA GCCGCACCTT CCGATACGGC TACCTTGTTA CGACTTCACC CCAATCATTT 6300 

GTCCCACCTT CGACGGCTAG CTCCTAAAAG GTTACTCCAC CGGCTTCGGG TGTTACAAAC 6360 

55 



25 



30 



45 



50 



2451 



EP0 786 519 A2 

ATCTACGATT ACTAGCGATT CCAGCTTCAT GTAGTCGAGT TGCAGACTAC AATCCGAACT 64 80 

GAGAACAACT TTATGGGaTT TGCTTGaCCT CGCgGGTTCG cTkGCCTTTG TAATGTCCAA 6540 

TGTAGCACGT GTGTAGCCAA ATCCATAAGG GGCATTATGA TTTGACGCAT C 6591 

(2) INFORMATION FOR SEQ ID NO: 3115: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 325 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3115: 
GGTGCCAAGC AATAAATATG ACTATGCTCA AACTGAATTA ATGGTGGGTG TGTCGCCATC 60 
20 GTAATTGGAT CGTCTGAAGG CGCATATAAA TGATAGTGCT CTTCGAATAA AGGTAGCATA 120 

TGTAATTGTT TGTGTTTACG TATTTCTGGT GTAAGTTCCG TGAAACCAAT GTCTATATTC 180 
CCATTAATAC GCTATTATAA TGTGTCAGGT CCAATAAGCC CCGGATGACA TGTGTATCCA 240 
TTTGGAAATG GAACCGTTGG GAAAGTGGGA ATAACATGGG GGAACGTCAn TCCCCnCCAA 300 
GCCCATnGAG GTACCTTTAA TTTTA 325 
(2) INFORMATION FOR SEQ ID NO: 3116: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 211 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3116: 

40 CCGnTTGAGT TCGGTGGCGA CATGATTGAT TTTGTAAGTA AGTATGATGC AACATGGGCT 60 

GnTTTACCTA CTAAATTTGA GGCGGGTACT CCATTAATTG CTCAAGCATT GGGCTTGTCA 120 

GAAGCTATTC GCTATTTAGA ACGCATAGGT TTTGATGCAA TTCATAAATA TGAACAAGAA 180 

TTAACGATAT ATGCTTATGA GCAAATGTCT G 211 
<2) INFORMATION FOR SEQ ID NO: 3117: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 210 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3117: 



AACGTnTTTT GAAATGATTG CGGCGATGTT GGCGACAGTT AAAGTAGGTG GCATCTTATA 



60 



TACCTATCGA TATTGATTTT CCGAATAAAC GACAAGGTGC AATTTTGGAG GATGCTAAAG 



120 



TAACTGCAGT CATGTCTTAC GGCGTTGnAA TTGAAACGAC ATTACCAGTC ATTCAATTGG 



180 



AAAATGCTAA AGGCTTTGTT GAATCAAAGG 



210 



w 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3118: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 225 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3118: 

TTAATTGATC CTAGCTTGGT TTGCCTCTGT CACTTTATCA TTGATATTTT GGACAGTTGG 60 

GTTGCCATTC AACACTTGAT TAATTTCAGT TAA CTTTT GA CGCGCTGCTT GTAATTTTTG 120 

GGTGTACGCA TTTAACGAAC GGnCGTCATA CCTGTTGTAT CCGTTGGTTG ATTAATGCTT 180 

GTTCTAAATT GCGTTTCCAA GTTTnAAGCG GCGCTTATCT GGTGT 225 
(2) INFORMATION FOR SEQ ID NO: 3119: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 222 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3119: 

CCAACATGAT GCTAGTTTGA TTAAGTTTCT TCTAAACAGA CTTCAAACGG CATGGTTTAG 60 

CATATCCTAT TAAGGTTGAA TCGCGTTAAC AGCACATAGG AAATGCTGTT AGGCGATGCA 120 

GAGTGCGATT AGGCAGCTAC TGGAAAATTA TTGTTTGATT TGCCAGTTAT TATAAACTGT 180 

GTGTGTTGAT GnCGAnCACA ACCCCTCCGA ACACGCTTAA TG 222 
(2) INFORMATION FOR SEQ ID NO: 3120: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 246 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3120: 
CGGCGATTAT ATTAAAAAGC CAATTACAGA ATGTAGTGGT AATGAAATAT GCCAAGAATG 60 
5 GCTGTATCAC TTAGGTGTAT CAACTGACAA AATTGAAGAC TTAGCAAAAC ATGCATCTAA 120 

tACGATTCCT GTTTATATGC CATATATCAC ATCTTATTTC ATGGACGCGT GCTATCGGCG 180 
nACAGACCTT TTAGTCGTGC CCGGCATGCA ATCTnCAGGA ACTTAGGCAT TTATTGGTGA 24 0 

10 

ACTTTG 246 
(2) INFORMATION FOR SEQ ID NO: 3121: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3121: 
CAAATACCTT CTCAACnTTG TACTTTTTGC CTAATTGAGC TGCACGAATT GCTGCAACGT 60 
2b ATCCACCAGG ACCTGCTCCG ATTACTATAG aTCTGTTTCA ATTGGGAAAT CTCCAACTAC 120 
CATGTTTTAC CCCTCCATTA ATAATAATTC TGGATTATTT AATAAACGTT TAATGTGATT 180 
CATTGCATTT TGGCCAGTTG CACCATCAAT TTGTCTGTGG TCAAAGCTTA ATGAkxtGCt 24 0 

30 

AATACTGGTG CTGCAACAAT TTCTCCATCT TTAACGATAG GTTTTTGAGC AATACGGCCA 300 
ATTCCTAAGA TTGCTACTTC TGGGGTGATT GATAACTGGA GTGAACCATT GTCCACCAGC 3 60 

TGAACCGATA TTACTGATTG TGCATnnGCA CCTTnCATT 399 

35 

(2) INFORMATION FOR SEQ ID NO: 3122: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 301 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3122: 
CAGACAAACC TTGAATTATT CTACCTATAA TTAAAAATGC TGGCAAAGGT GTAATGATGA 60 
TGAGTAATGA ACCTACAACA TTTAATATCA ATCCTACATA AGTAATTTTG ACGCGACCAA 120 

50 

ATTTATCAGC AACATCACCA GCACCTACGT AAACCAACCA GCCAATAAGG CAGATAAGCT 180 
AACAGCGTAT TATCGTTCCC ACGTCACTAC TATATGTGGA TGTATGGGAC ACAGTTTACC 240 

55 
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45 



SO 



55 



G 301 
(2) INFORMATION FOR SEQ ID NO: 3123: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 378 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3123: 

GGAGCAAATT TATCATCTGC AACTAGACAC AACATCACTG TTATTAGTAC CGGGTTATAT 60 

AGTAGCAGTC ATTGTTGGTG CACTAAGTGG TAAAATCGGC GAATATCTGA ATTCAAAACC 120 

AGCGATTATC ACAGCAATTA TTTAATAGCA CTGAGCTTGA TTTACCTGCA TTGCAGTAGG 180 

20 TAATCACATT CAATCTCGTC ATTCTATGAT ATCTTGCAGT AGCTTGCTTA ATGATGCACT 24 0 

TACTACGAGC ATAAACATGT CTATATGCAG GTGCATGTTA TATTATATAT GGCGACGAGA 300 

TCGTnGGCCn ACGTTAACTA ATTCnGCATG TCTAGCCTCG AATTATATAG TAGGAGCGTA 360 

25 GTACGCCAAC TGCCACGA 378 

(2) INFORMATION FOR SEQ ID NO: 3124: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH : 251 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3124: 
TATTGCAAGA AATGAACTGC TGATTTTTAT AGTTTTAGTG GTCATAAAAT GCTTGGACCA 60 
™ ACAGGTATTG GCGTATTATT TGGTAAACGT GAGTTACTAC AAAAAATGGA ACCGATTGAG 120 
TTCGGTGGCG ACATGATTGA TTTTGTAAGT AAGTATGATG CAACATGGGn CTGATTTACC 18 0 

TACTAAATTT GCAGGTCGGG TTACTCCCAT TGAATTGGCT CCAAGCCAAT TGGGGCTTGG 24 0 

CnAGGAAGCC T 251 
(2) INFORMATION FOR SEQ ID NO: 3125: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 233 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2455 



EP0 786 519 A2 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3125: 



CGGTTAAGTA ATACAGGATG TTCTCTAATT ACTTCTTCCA ATACGTCCCA AACTTCATCA 



60 



TCCATACGTT CGATTTTACT CTTCGCATTT TTAATGTTAG TTGCAATTTC ACGTTGAACT 



120 



AATTCTTTCA TTACGAATGG TTTAAATAGT TCAAGTGCCA TTTCTTTTGG TAAACCACAT 



180 



TGGTACCATT TCCAnGCTTG GACCCnACGG CAATTACCTG AACGGTCCCG GAA 



233 



10 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3126: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 413 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3126: 

AATAGATTCC CGGGATTCAA AAGCATGGAT GTTGTACCTT GTTGTnCTCC ATTGGCAATG 60 

TACTACCTGA TGTCAAGATG AATTATCCAT CACTTTGTTG ACGTGCTTTA TTTTACAGCA 120 

TCAATTTGAT CCAATCGAAA TACCAGATAA CTTAGACTGT GTCCCAGTAA AATAACGATC 180 

AATCACATCA TGAGACAAGC CAATCGCTTC AAATATTTGT GCCCCTTGAT AACTTTGCAC 24 0 

TGTCGAAATT CCCATCTTAG CCATTACTTT AATGACACCT TCTGACAATA CATCCGTATA 300 

TGTCtTAACA TTATCGACAA CGGTGCCTTG TAACCCTTCT GTCAATGTCA GTTGTTCAAC 360 

TGTACGTTGC GCTAGGTATG GCACAATTGa TTCGCGCCAT ATGCGAGTAA ACA 413 
(2) INFORMATION FOR SEQ ID NO: 3127: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 209 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3127: 

GTCGTAAATA CTGAACAAAA ATCACGGCAT ACTGTGCAAA TTTnTGAAGA AGCTCAAAAA 60 

CTATTACAAG CACATCATGC GATTGTAGAA GGATATATCG AATCAGCTTT AGAGCGTGCG 120 

TAnATCATCT TCTACATACA TAGGTAATTT TATGGCGATT CCTCATGGAG CATCCTGTAA 180 

AAAGTTTTAC AATCACATGT GCTTATTTT 209 
(2) INFORMATION FOR SEQ ID NO: 3128: 
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(A) LENGTH: 204 base pairs 

<B) TYPE: nucleic acid 

<C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3128: 

10 TAAATTAATG GAGTTTGGTA CACGTCGTCG CAAGAAATTG ATGCAGTGGG GCGCTAGAGC 60 

TGCTTACATC GGGGGCTTTG ATTCTACAAG TAATGTTAGG GCGGGGAAAT TATTTGGTAT 120 

ACCTGTGTCT GGTACACATG CACATGCATT TGTCCAAACT TATGGAGACC AATATGTTTG 180 

15 

CCTTCnAAAA ATATGCTGAA AGnC 204 



(2) INFORMATION FOR SEQ ID NO: 3129: 

(i) SEQUENCE CHARACTERISTICS : 
20 (A) LENGTH: 239 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3129: 



GAAATACCAT TAATATAATA GTCGGTAAAT TAAGAAACGT GGTGCGCGAT TCACAACAGA 60 

30 AATCTTAACT TATCGAAGTA TCCTGTTTTC TCTGCAACAC CAATACCAAT CATCACTGCT 120 

AGTACTAAGC CTAATGCGGG AACTCTGAGA AATTTTTAAT CGTATTCTTC TTATCATCGT 180 

AAATCCATCT GGCTATTATA TTTTAATATA AnGGTTTGAG CTACCGGATG CTAACGnAC 239 



(2) INFORMATION FOR SEQ ID NO: 3130: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 259 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

^ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3130: 

ATCACAATAA ACATTTTAAA ATTCTTGTTA TCATAATCAT TAAAAGGTAT TAACCTTAAT 60 

AATATATTCT CTnGTCTCAA CCTTAATCGT ATACTTCAGA CGTCTGTTTG TAGACAATAA 120 

50 AGTCATTCAC GTCTTCATAT GTCATCAnAT GTTTATCATG ATATGATGAT ATATAATCGG 180 

TATATACTGT AGATATTACA CATAAGAGAG GATATAATAT GAAAAGGTCA TTAAGATGTG 240 

CTGAGAGCTG TGTATCAGT 259 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 227 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



is 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3131: 

TGTGCCTGCC ATTTTGCAAT ATCTTCATCT TCACGTGGTA ATGCACAAAA ATGTTTACCA 60 

TGTGCATTCA CAACTTCAAA AATATGTTGA CATGTGATGT TACTTGATCA TCACGCGTTG 120 

CCATGGTATG CAAGTGCTGC GATAAATCTG CGGCACCTTC GACTATCATG CTAACCTTCG 180 

CTTGTnnATA TCGCAATGGC ATACCCCTTC AACATCTTCT ATCATGG 227 
(2) INFORMATION FOR SEQ ID NO: 3132: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 203 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3132: 
ATCGCAGTGA TGTnATCATC TGCTGCTGTA GCnTAGCAGG TTCAATTTCA TTTATCGGAT 60 
TAATGGGTCC GCATATTGCC AAACGTATCG TTGGACCACG TCACCAGTTG TATTAACCAA 120 
TTGCCATTTT AGTAGGGGCA TGTATACTTG TAATAGCTGA TACAATTGGC CAAAATTGTA 180 
TTACAACCAG GTGGGGTTCC AGC 203 
(2) INFORMATION FOR SEQ ID NO: 3133: 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 201 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3133: 

AGCATTTAGT TTAGCGGCAG TAGCTGCAGA TGCACCGGTA GCTGG CACAG ATATTACGAA 60 

TCAnTTGACG AATGTCACAG TTGGTATTGA CTCTGGTACG ACTGTGTATC CGGACCAAGC 120 

AGGTTATGTC AAACTGAATT ATGGTTTTCn AGTGCTAATT CTGCTGTTAA GGTGACACAT 180 

TCAAAATACT GTACCTAAGG A 201 
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15 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3134: 

CATTTGTAAC TGTTATTGTT TATAACTTCT GTGTGAAGCG CAATATTACA ATTAAAATGC 60 

CGAAAGAGGT ACCGnCGAAT ATTTCACAAG TATTTAGGAC TTAATTCCAT TTTCAGCGGT 120 

AATCATCATT CTTTATGCAT TAGGATTTnG TCAATCGCAA CCAGCTTTAA ATCAAAATGT 180 

AGCGGAGGTA TTTTAAAATT ATTCGGT 207 
(2) INFORMATION FOR SEQ ID NO: 3135: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 203 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3135: 

AACACCTTTA GGTCGTGCAG GTCAACCTGT TGAGTTATGT GGTACTTATG TGCTATTAGC 60 

GTCAGAAGGA ATCAAGTTAT ACAACCGGAC AAGTnTTCGG TGTTAGCGGT GGAGTGCAAn 120 

TAGGTTAGGT TTGTATGAGC TTTTAATTGA GCACCATAAT GTTAATTTAG TTACTTCAAT 180 

CCATTAAATT AAATGAATTG GTG 203 

(2) INFORMATION FOR SEQ ID NO: 3136: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 211 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3136: 

CACATCCAAT GCAnTCTACT AAATCAGACA CACCACAATC TCCAACCATA AnACAAGCAC 60 
AAACAGATAT GACTCCTAAA TATGAGGTTT AAGAGCGTAT TATACAAAAC CGAGTTTTGA 120 

50 

ATTTGAAAGC AGTTTGGATT TATGCTCAAA CCATGGACGA CGGTTAGGTT TATGATGTTA 180 
TTCCAATAGG TTCACTATAA ATAGCTTAGT T 211 

55 
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GCACCTGTTA GAAAAGAAGG GAAATTACCT CGTGAAGTCA TTCGTTATGA GTATGACCTA 300 
GAATATGGTA CAAATGTTTT AACAATGGCA CAAAGATGCA ATTGAAACCA GGTnCAACGT 360 
GTG TTAnTAC AGG 373 
(2) INFORMATION FOR SEQ ID NO: 3140: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 220 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3140: 

AGCCTTATAA TAAAGTGCCT TTCATAGCAA TAAGTTGTGT CCATTGACCT ATTACATTTT 60 

20 TCGTTTTGTA CATTAAATAT AAGAAATACG GTGCACCAAT AATTGCTACG ACAATACCTG 120 

CTGGAACCCC CACCTGGTTG TAATACCATT TTGGCCATTT GTATCAGCTA TAACCAAGTA 180 

ACCnTGCCCC AACTAAAATG GCATTGGGTA AAACCACnTG 220 
(2) INFORMATION FOR SEQ ID NO: 3141: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 177 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3141: 
GAGGAGCAGC ACAACCAAAT ACACAACCAG CTGGACAAGG TGATCAAGCT GATCCGAATA 60 
ACGCTGCACA ACACAACCTG GAAATCAAGC AACACCGGCA AACCAAGCAG GTCAAGGnAA 120 
40 TAACCAAGCA ACACCTAATA ATAATGCAAC ACCGGCAAAT CAAACACAGC CAGCGAT 177 
(2) INFORMATION FOR SEQ ID NO: 3142: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 204 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3142: 
CTTTTTTAGC ATTTGGTTTA ACAAC CnGGT GTTGCAGTAT CCCCACTTAA GGTCTGTATA 60 
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ATTTCATTTT TATGTTCCTC GATAACTTGT ATTGCTGCTT GTTTTCCTCC ATCTGTCAAT 180 
CCATCATTTG ATTGAGAGAA nCAG 204 
(2) INFORMATION FOR SBQ ID NO: 3143: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 279 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



, 5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3143: 

GTGATGCCAT ATAAATTGGC AATAATGGCA CAAGTACTGT CAGTCCAGCA ATCGCTATAA 60 

ACTGACTGAG CCATAAAATG CGAAAGTTAC TGCGCCATAT AGACTGATTA ATCATATGTC 120 

20 ACCATTGGAT TTGGTACGGT AGTTAAACCT GAAGGCATAC TACCCTCCAC CCACTTATTC 180 

AACGTTGGAT nATAGGCAAT GGGTAATTAA AAATTTTGTT TTTGAAATGG GCCCACGGGC 240 

TTGTTTTAAT CAAAATTAAA AAATTGTGGT nCTTGGACC 279 
(2) INFORMATION FOR SEQ ID NO: 3144: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 514 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3144: 

TGACTTAATC AAAGCATTTG ATCAAAACAC CAGAATACCA TTATTCTTTA ATATGTTGTA 60 

CAGTAAACTC TnTATTATTT GTTGCTGTTG GATCCATTGT TCGTCTTTCA ACAAAAACnT 120 

40 GACCCAGAAT GAAGTCCGAT AGAGTCAACA AAGCtATAGT ATTTGTAACC ATCTTTTAGT 180 

TGATaAATGC CACGCGCATC TGTTATTGCG TC A TTTTT A G GTAcAAATTG AATTTkGAGA .240 

TTTCTCaCaT TATCAGGTAC TTTAAATAAA CGCAAAGTTG GACCGnCTTC AACAGTCTTT 300 

TCAGCAATCG TATCATTAGT ATCAGCATTT TTGATAATAA CATTTGTTGC GCCTTGACCG 360 

TTTTTAGTAG TCATTGTATT AAATCAAGGT TAATTCAGAA TTCGGATTTA CTGTTAATGC 420 

TTTCTCGATA CCATTAAAAT CGCCATGGTC ATTCGTATCA GTTCCAGTAT ACGGCCTAAT 480 

GCAATACATT TGCCTGTGCn TGATAGTnCT TATT 514 
(2) INFORMATION FOR SEQ ID NO: 3145: 
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(A) LENGTH: 302 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3145: 

10 ATTCAGACTT TGCATGTGGA ATGGCCACGT TCATGCCAAT AGCTGTCGTA CTCCCATTTC 60 

ACGTTCTAGT ATTGCATTTT TTAAATGCGA TGTGTGCTCT ACATAACGGC AAATTTTAAG 120 

TTTTATGAAT CAACATATCC AATGGCTTCG GTTTCGAGAC ATGTCCGTGG ATT CAGTAAT 180 

^ TAACCATAGT TTGGTTGGAT CCAAAACCAT GAGnAGGGTT TAATGGAGGA TGTnGAATGG 24 0 

TTCnCCGGTG GTTAATCCTA CATGGTCCAC CCTCCTGGTA ACCATGGTGG TGGTAATAAC 300 

CC 302 



20 

(2) INFORMATION FOR SEQ ID NO: 3146: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 332 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3146: 

CAGGAATAGG ATCATTTGCA TCCATAGCTT CACTTATTTT TTCAGAAGCT AGCGTACAAT 60 

CATTTAAATC TACGCCACCT TCTTTATCAA TAGAGATTCT AAGAAAATGA TCTCTACCCT 12 0 

35 CTTTGACCAT ATTCAACGTC TACAAGTTCC AAAATTCAAG GTCTTCCCAT AATTGGGTTT 180 

AACCAATCCA CTTTCTACCT GGTTTCCGGT AAATTTTTAC CTCCATACCA GGGnCCTCCC 240 

CC T T T TTTGG GCCAAAATAG GAAAAAnGAG GCGGGGGAAA TCCTCCCCCC AATTCCnTTC 300 

40 

CTGGCCCTGG AGGTTTCCAC CTAAATTTTT TT 332 

(2) INFORMATION FOR SEQ ID NO: 3147: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 204 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

so 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3147: 
GAGAGTGGTT AACAAGCAAA TAGAAATAAT TAAAAATGCA GATGCAGATG CATCGGCGAA 60 

55 



2463 



EP0 786 519 A2 



CnCCAACAAA TGCAGAAGTT GCTGAATTCC AAATGTAACG ATACCTGCCC ATGAGCGATG 180 
TGCTCAGAAT GATCAGAGCT AATG 204 
(2) INFORMATION FOR SEQ ID NO: 3148: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 217 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



75 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3148: 

CAACCGGGAC AGGTGGGGTT ATTGGACGTT A TTTTT GGCC TTTGGATTTT AAGATATTGG 60 

TCGAAAAGAG ATTACATAAA ATTGTGGCCA AATGCGGATT GCATATTATT GTAACGCCGn 120 

20 CTATTGCATT GTTGATTGTT AGGnCTATTA ACTATCTGGA TCTGTATGCC ATTAGCCAGG 180 

TTTTGTTTCA GACAGTTTAG TTTCAGTAGT TAACGGA 217 



(2) INFORMATION FOR SEQ ID NO: 3149: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 174 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3149: 
CTATTATTAT ATTCCGCGGT GTACGTATAT GTGCTACGTT ATCTTCGTTA ATTGTACCGA 60 
TTATGGCTAT CATTTACATT GGTATGGTTT TAGTAATATT GCTATTTAAT TTAGATCAAA 120 
TTGTTCCTAT GATAGGTCAC GATTATTAAn AGTGCATTTG GTCATCGAAC AAGT 174 
(2) INFORMATION FOR SEQ ID NO: 3150: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 181 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3150: 

50 

GGGACCGAAT TGACTTCAGC ATTACCAGCA AATTGATTAA TnTTGTGGGC TGGTATTGGC 60 
TCTGGCGGTA CCATTTACAG GTACCGCACG TTATTAAAGC AACATCACGG GCAATGTTAT 120 



55 
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(2) INFORMATION FOR SEQ ID NO: 3151: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 172 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3151: 

15 GTTTTAATTG AGCGACATAC TCTTCTGTTA GCTCTGCTAC TTTTTAAAAT AGAGCGATTG 60 

ACATCAAACA TAACTGCTAA ACGCTCAACG TCTGCCTTCG TAATGGCTTT TGTAGAAATT 120 
CTAACTAAAT AATTTCGAAT GCTATCATTG GTTGTnTCAA CAGCTTGATG CT 172 

20 (2) INFORMATION FOR SEQ ID NO: 3152: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 209 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3152: 

ATGGACGTTG AGACATTTAT AAGCGATATA GATTTCGCAT GTTGCATTTA TTAAACCTAA 60 

TAATGGTAAA CGACAAGTGT GACTGTTACT GGACTTTAAT GAAGGTAGTA ATCAGAATGG 120 

AAATCAACCA AAAGTAGGTA TTTGAATnTT GGGAATAATG AGACATAGCG AGAGTGTATA 180 

TGCAATACGA CAGTACTnTA AATTAAGAG 209 
(2) INFORMATION FOR SEQ ID NO: 3153: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 174 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3153: 
TTCTCACAAA GCGCTCAGTT GAAGTAAATC CACCTGGACA ATCCAAATGT ACCTGCTTCA 60 

50 

TTGCCTAAAG GTTCAATCGT TAnACCTTCC AATAAATTTG CTGTTGCTGG ATAAGGAGAA 120 
ATTATTGGTA TATTGTCTTA AATTACTATG ATGCCAATTT AAGGTCTGGA TGAT 174 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 267 base pairs 

(B) TYPE: nucleic acid 
CO STRAND EDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3154: 

GGATCACATC GTTCATTTAC ACAATCTATT AATATTCAAT GGCACAATAT AGTGTTTATG 60 

GCATTACGGA TATGATTTAG TAGCnCACCA TTATTAACCG ATCTCTATCT GTTAAAAGGA 120 

ACTTAAGAGC AATGTTTGCG CATCATCATT TTATGTTGCG TCTTTGCACG AG TTTTG CGA 180 

AACTTTACAA TATTTGTTGC GGATGATTAT TTAACTTTTG GAGAATGTTG ATGGCACAGT 240 

CCACTATAnC AATCAGTATC GCAATGG 267 

20 (2) INFORMATION FOR SEQ ID NO: 3155: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 90 base pairs 
{B) TYPE: nucleic acid 
(C) STRANDEDNESS : double 
25 (D) TOPOLOGY: linear 



10 



15 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3155: 

AATTAAAAAT CAAGCAACTG CTGCAAAAAT GCAAGATCAA ACTGTTCCTC AAGAAGCAAA 60 

TTCTCAAGTA GATAATAAAA CAACGAATGA TGCTAATAGC ATAGCAACAA ACAGTGAGCT 120 

TAAAAATTCT CAAACATTAG ATTTACCACA ATCATCACCA CAAACGATTT CCAATGCGCA 180 

AGGAACTAGT AAACCAAGTG TTAGAACGAG AGCTGTACGT GTTtAGCTGT TGCTGAACCG 240 

GTAGTAAATG CTGCTGATGC TAAAGGTACA AATGTAAATG ATAAAGTTAC GGCAAGTAAT 300 

40 TTCAAGTTAG AAAAGACTAC ATTTGACCCT AATCAAAGTG GTAACACATT TATGGCGGCA 360 

AATTTTACAG TGACAGATAA gTGAAAyCAG GGgATTATTT TmCacGAgTT ACCAGATatT 42 0 

TAcTGGTAAT GGAGACGTGG GATTATTCTA ATTCAnATAA TACGATGCCA ATTGCAGACA 480 

45 TTAAAAGTAC 4 90 

(2) INFORMATION FOR SEQ ID NO: 3156: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 262 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3156: 
CCTTCAGTAC CTTGTAATAG TTAnTTAAAT GTTCCGATCA TCGTGTAGTG TGATTCATCA 
TACCGGCCTT TTCAATTGAA TACGATCTAA ACCGTTTCGT CAGGTGCTAG TAAGTTACCT 
TCGCCACCTA AATAAGAAGT TCACTCGTTA CGATTTTTTC AGATAGCATC ATTGGTGGAT 
TCGTAACTTG TGCAACAGCT GTTTAAGTAT TAATAGTGAT TCGGTCGTCT TCACATGCAT 
TGGCGCACAA TCCnTGCACC GT 
(2) INFORMATION FOR SEQ ID NO: 3157: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 170 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3157: 
ATGGTAAAAA TTGCACTATC TGCTCGGGAA ACGATTTTGC ATAACCTATT GTTAATTTTT 
TACCTGTTGA TTTAGCTGTA TCTGnCCATT TTTTGAGCTT CTGCTGTCGT TTTAGCCATT 
GGGTTTTCAC ACATCACATG TTTACCAGCA TGCAACCCTG GCTACAGTAA 
(2) INFORMATION FOR SEQ ID NO: 3158: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 312 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3158: 
CCAGGCAGAG GAGCAGCACA CCAATACACA ACCAGCTGGA CAAGTGATCA GCTGATCCGA 
ATAACGTGCA CAAGACAACC TGGAATCAAG CAACACCGGC AACCAAGCAG GTCAAGGAAT 
AC CAAGCAAC ACTAATATAA TGCACACCGG CAAATCAACA CAGCAGCGAA TGTCCAGCAG 
CAGCGAACCA GCAGCACTGT AGCAGCAACG ACAACTCAGn CCAATGTAGC ATATGGTGAG 
GCAGTTTATA GACATACATT GTGnCCTGCA TTCACAGTGG ATAGCAGGTC CACTGTACTG 
TACAGTAAGT An 

(2) INFORMATION FOR SEQ ID NO: 3159: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 171 base pairs 
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(A) LENGTH: 159 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3162: 
AACATTTGAG CAATATCAAG AAACATTAGA GTATATTTTA TCCCATCATG TAACTCGTAA 60 
TACAGCAATT ATTGCTTTGG GTGGTGGTGC ACTGGTGATT TTGCTGGGTT TATTGCGGCG 120 
ACACTTTTAC GAGGCGTGCA CTTTATACAA GTGCCAnCG 159 
r5 (2) INFORMATION FOR SEQ ID NO: 3163: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 157 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



25 



30 



35 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3163: 
GTCAGTTATG GCAAGTGCAT CAACATTTTC AGACACAGAC AAGTCTTACG GCATCTTCTA 60 
TTTTTAAGCT TGAAATTTAA CAAATCATAA GCCGTATGAA TATTTAAATA TGCCACCATG 120 
ATTGAATGGC CCCTTTCTAT TAGTTAnGTT TTGTGCG 157 
(2) INFORMATION FOR SEQ ID NO: 3164: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 216 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3164: 

TATAAAAATA TAACGCGGAC AAAAAAGTGA GTTATTACTG ACAAAGTATn TGAGATTGTA 60 

ACAGGATATA TGAAGCAATA TCAGTTGATC CAACTGTCAT AGGTATTTCA TCAGCAGGnG 120 

45 TTGTTGATGA ACAAAAAGCG AAATTGTATA GCAGGCCAAC ATTCCGATTA TAAAGGTATA 180 

ATTTTAAGGA TTATTAAAAT CATGTCTCTT ATGTCA 216 

(2) INFORMATION FOR SEQ ID NO: 3165: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 175 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3165: 
AGAAACACTT CTATTGAATC GTCTTACTGC TGTTCTCTAT TTATAACACT TCGTATTGAA 60 
TGAATTCATT ATGCCTATTT GACACATTAT TGAAGTTTTC CTAATGCCTG GATCCTTTAT 120 
ACGTTACGGC TTCGTGCTAT GTTTTGGTAC ATAAAGCTTT GACATATCGA nATTC 175 
(2) INFORMATION FOR SEQ ID NO: 3166: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 160 base pairs 

(B) TYPE: nucleic acid 

75 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3166: 
ACTGTTACAA CAAATTAAAA ATACAACAAG CGAGATATAG TTATTGTTGC TGGAnTGTAC 60 
CAAGTAGTAT TCCAAGCGAT GCTATGGCAA ATTGCACAAA TTACAGCACA GACAGGTGCT 120 
25 AAATTAGTAG TCGACGCTGA AAAAGAATTG GGCTGAAAGT 160 
(2) INFORMATION FOR SEQ ID NO: 3167: 



(i) SEQUENCE CHARACTERISTICS : 

{A) LENGTH: 156 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3167: 
TGTGGGGGAA ACCTGCACAG CAAAAACTAA AGCTTATCGA TACATCTAAA CATTGTATTA 60 
40 TAAAATCAGT GCATCCTAGT CCACTGTCTG CATATAGAGG ATTCTTTGGA TCAAAACCGT 120 
ATTCCAAAGC GAATGCCTAT TTAGCGTCAG TAGGnA 156 
(2) INFORMATION FOR SEQ ID NO: 3168: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 174 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3168: 

55 
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GTGGCGAGAA ATACCGCAAG CATAAAGATA TCTTTGATCC AACTTACCAA CAGATCAACG 120 
GAAAAGTACC AGGTAACCAG GAATCAAGAT CCAGACACAG GAAAAGTGAT CGAG 174 
5 (2) INFORMATION FOR SEQ ID NO: 3169: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3169: 

TCAAACGGGG TCAATTTCAA ATGGAAAAAT TATACCGCAT CTTCTCCTGA TAACTACGTG 60 

ACCTTATCTT CTTTATATTT GCAGACCACG AACATTCAAA CTGCATGCTT GCTCGATTGG 120 

20 CAATGTCATA TAACTAGTAA CATGATCATC nCATCAAATT TAGTATGTCA AATGTCCCAA 180 

TCAnTAATTT GATCGGTGTT GCTCAATTGA TTA 213 



(2) INFORMATION FOR SEQ ID NO: 3170: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 380 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3170: 

35 AAAGCACCTT TTCCTAATGA AAGTTGTGCT ACTGGTATCT GTGTTTGATT TACAAAATCT 60 

TCTAATTCTT GATGGAGGTG AAAACTGTTA ATTTCATGTC CAGTAATGAT GATAGGCTGC 120 

TTCGCTTGAT GCAGTTTAGT TGCTAATAAC TCTATATATG TTGATGCATC CGTATATTTA 180 

40 GTTGCCGTCA CTTCAAATGG TGTCGGTATC TCAATTTCAG AGATTGCGAC ATCGATTGGT 240 

AAATGTAAAt GAACTGGGCG TCTTTCGGCG ATTGCTGTAT TAATTAAACG TGGTATTTCG 300 

GTTGTTGCAT TTTCAGGTGT GATATAACCT GTGCACGnTT ATATGTGCAA ACATTTTTCG 360 

ATAGTCGTCA AATGTACCnn 3 80 



(2) INFORMATION FOR SEQ ID NO: 3171: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 401 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2471 



EP0 786 519 A2 



10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3171: 

TAGAAgGTAA GAAGGATCCT ATCGGTGCAA TGGGATATGA TGCGCCAATT GCAGTGTTGA 60 

ACGAGCGACC AGAATCACTA TTTAATTACT TTAAACAGCT GTTTGCACAA GTTACGAATC 120 

CACCAATTGA TGCGTATCGT GAAAAAATCG TAACGwGTGA ACTTTCTTAT TTAGGTGGCG 180 

AAGGTAACTT ACTAGCACCT GACGAAACGG TTTTAGATCG TATTCAATTG AAAAGGCCGG 240 

TATTGAATGA ATCACACTTA GCAGCGATTG ATCAGGAACA TTTTTAAATT AACTTATTTA 300 

TCAACGGTAT ATGAAGGGGG ATTTGGGAAG ATGCGTTAGA AGCATTAGGC CGAGAAGCAG 360 

15 TGGAATGCTG TTAAGCAAGG GCGCTCCAAA TTCCTAGTGG T 401 

(2) INFORMATION FOR SEQ ID NO: 3172: 

(i) SEQUENCE CHARACTERISTICS : 
20 (A) LENGTH: 166 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3172: 
ACATAATTTA AAATAATATT ACATTTGTAA TGGnCACCAA GTAACGTTTC GGTTGCTTGG f 60 

3Q TGTTTTTTGG TATGAATTAC TTTCTGTTAC AAAACAATCT AAAGCGTTCT GTTATGTTTT 120 
ATTAAGATTT AATTACAAAC GGAAACTAAA TGTAATAGAA TAAACT 166 
(2) INFORMATION FOR SEQ ID NO: 3173: 

35 d) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 160 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3173: 
ATAATGAGAn TGTTGTACGT TATGGTGGTG GAAGTGCTGA TGGTGATTCA GCAGTAAATC 60 

45 

CGAAAGACCC AACTCCAGGG ACCGCCGGTT GACCCAGAAC CAAGTCCAGA CCCAGAACCA 120 
GAACCAACGA CCAGATACCA GAACCAAGTA CCAGACCCAG 160 
50 (2) INFORMATION FOR SEQ ID NO: 3174: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 158 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3174: 
CTTTATATAA AGAAGGAATT ACTAAACATA CAGTTAGATT ACTTCATGCA ATCGAATTAG 60 
AACGTTTGAA TTTAAGCCGT AGATTAGGTT TTGAATTATC AACAGCnAAA GAATCACGTA 120 
TTGAACGGGG GTTATTTAGA ACGTGATAAA GAAGGATG 158 
(2) INFORMATION FOR SEQ ID NO: 3175: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
is (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3175: 
TATTTGAAGA TGGCTGTGTA CAAAAATCGG TGTTACGTGA TCATGATACT GTCAGAATTT 60 
ATAAACCATG GCTAACAGCA CATCAGCTTT CATTGCCCnA GTATGTCGTC AGAGAAGATA 120 
CACCTAATCG CTAATTAATG AGGTTTGGAA ACAT 154 
(2) INFORMATION FOR SEQ ID NO: 3176: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 472 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3176: 

AGAAGGTATT TTAGCTCAAT CTCCAGGTCT AAAGGTTGTT ATTCCTTCAG CCCATACGnT 60 

GCGAAAGGTT TATTAATTTC TTCTATTAGA AGTAATGACC CAGTCGTATA CTTAGAGCAT 120 

ATGAAATTGT ATCGTTCATT CCGTGAAGAA GTACCTGAAG AAGAATATAC AATTGACATT 1B0 

GGTAAGGCTA ATGTGAAAAA AGAAGGTAAT GACATTTCAA TCATCACATA CGGTGCAATG 240 

GTTCAAGAAT CAATGAAAGC TGCAGAAGAA CTTGAAAAAG ATGGTTATTC TGTTGAAGTA 300 

ATTGACTTAC GTACTGTTCA ACCAATCGAT GTTGACACAA TTGTAGCTTC AGTTGAAAAA 360 

CTGGTCGTGC AGTTGTAGTC AAGAAGCACA CGTCAAGCTG GTGTTGGTGC ACAGTTGTAG 420 

CTGAATTAGT GACGTGCATC CCTTCATTAG AAnnCCTATG GAAGAGTGCA CA 4 72 
(2) INFORMATION FOR SEQ ID NO: 3177: 
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(A) LENGTH : 150 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
<D) TOPOLOGY : linear 

5 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3177: 

TGAAAGCTGG CGAATACAGT GATTGTCATG ATGCGGATCT AnTTGTCATC TGTGCTGGTG 60 

CTGCACAAAA ACCTGAGAGA AACACGTTTA GATTTAGTAT CTAAAAACTT GAAAATATTC 120 

AAATCAATTG TTGGTGAAGT AATGGCATCA 150 



(2) INFORMATION FOR SEQ ID NO: 3178: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 166 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3176: 

25 

TTACTCTATC TTGATTTGAC GAAATACTAT TAnGCTAATA TCGATATTTT AAAAACGAGA 60 

TGATGTTCCA AAGCAAGCCA TTTCGATGGA CTGCTAATAT TCTTCAGCCA AACGTATCAT 120 

30 TTTACTCGCA TTTGGTGAAA AGAAACGGCT GCTATTACAC ATTTAT 166 

(2) INFORMATION FOR SEQ ID NO: 3179: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 170 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3179: 
CTTCGACTCT AGAGGATCCC CGCGCTCAAA TTCTAGTGTT AGATGATAGT GGATTAGTTG 60 
ATAGCAATGG CTTTGCAATG CCGATGTTAC TCGCAATAAG TCATGTGCAT CAATTACTTA 120 

45 

TTAAAGCAGA TTTACGTATG TCTACAAGTT TAnTTCGCTA AATCTGGTGA 170 
(2) INFORMATION FOR SEQ ID NO: 3180: 

SO (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 297 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 3180: 
AGCTAAGGTT GCCnTGGGCG TTGCCCCAnT TGGTTAGTCC AGGTGGTCGC GGTGGCCATC 60 
5 GGTGTATTCG CCAGGTCCTT CAGCCAGGGT TTTTACTATT ATATCCAGTT GTAGCATTCA 120 
TGATTGGGGC GATTCGAGAT AGATTCATCA ATGAAATTAA TTTCTGGATT TTATTCGTTG 180 
GTATTTATTT GGGTATACAT AAGTATGGTA CATGATAGGC AGATATACAA CATTACAACA 240 

10 

TTCATTCTAC TATGCTGGAA ATAACATGAC AGTGATGACA CTACTATCCC CGTCGCA 297 

{2} INFORMATION FOR SEQ ID NO: 3181: 

(i) SEQUENCE CHARACTERISTICS: 
75 (A) LENGTH: 349 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3181: 



CACTAGGTAC CCCAAAACGC CAGAGGAACT TGGTTAAATC GCACTTACTT GGTGGCTCCA 60 

ATCAACTGGT ACTTCATAAC GTTTGGCATC TTCGCCACTT CACCACTATT ACTCTTTCCA 120 

CCTAATTGGT TCATGGCTTG TGCTAACGTT TCATGTGCTT CCGCTGAAAT CGATCCATAA 180 

CTCATCGCCC CTGTATTAAA GCGTTTGACA ATGTCACTTA CCGGTTCAAC TTGGTCGATG 240 

TCAATCGgTG TACATGCTTT AAATTCAAGT AAATGTCTAA TGTGaTCTGT TCTATTTTTG 300 

TTnCACCGnT TnCAGAGTAT GCTTTAAATT GCGCCATAGT CCATTTTCT 349 



(2) INFORMATION FOR SEQ ID NO: 3182: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 149 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3182: 

45 TACCAACACG TACACCTTCT AAAATAACTG CATTTGCACC GTnTTAATAC ATCATCCTCG 60 
TTTATAACCG GTGTAAGCAC TAGGGGGTTC AATCACACCT GCTAATACTG CGCCAGCCCT 120 
ACATGTACAT TTTTACCAGT TGTAGCACG 149 

50 (2) INFORMATION FOR SEQ ID NO: 3183: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 147 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



5 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3183: 
GCGGTGCCGG TGTTGCAATT GGCGCAGTGG TGTTGGTAGC ATGTGGTCTT TCAATCAATG 60 
w TTCAATACAC CAGGAGATCC GGAAAAGATG CGTATGAATT TTATGGTAAG TGCACCAGGC 120 

ATTACCACAC CACGCAAnAA CATGCAT 147 
(2) INFORMATION FOR SEQ ID NO: 3184: 

?5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3184: 
CAGCGATATG TTGGCGTTGA AAATCTGCAA TTTGTTCATA ATTCTCTGTT AAAGAACGAC 6 0 

25 

TTAAATTGAT AAAAATGGAT ACGATCTCTT GGTAAACAGT GACATTTTCT CAATCGGCGT 120 
ATGATGTTTG TGGCACCGAC CATCGAGAAC ATGAAAATCT CATGTCCCAC GCTAGTCGnC 180 
(2) INFORMATION FOR SEQ ID NO: 3185: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 150 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3185: 

GGTAAATACG TATTAATCAG ATTAAGATCT GGTGAAGTTC GTATGATCTT ATCTACTTGG 60 

CCGTGCTACA ATCGGGnCAA GTTGGTAACC TACAACACGG GTTAGTTAAC GTTGGTAAAG 120 

CCGGCACGTT CAAGATGGGA AAGGTATCCG 150 



45 

(2) INFORMATION FOR SEQ ID NO: 3186: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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GAATTTnAGG TGAATCAGAA GATTAACGCT GTTGCGTCCT AAGCTAACAG ATACTGGTTC 60 

GTCAGTTGTC GTTGAAAAAG CGAATGAACA ATTTAATAAA ACCGTAACTC GAGCATTATT 120 

5 AGAGGAAGCT AACCAAAGCA GGTTTA 14 6 

(2) INFORMATION FOR SEQ ID NO: 3187: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH : 165 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3187: 
AAATTGGCGA GTATGTTGTT ATTGGGTCAG TACTCTGAAA TTAACAATAG nTACGATTGA 60 
20 AAATGGTGTC ATGTATTCAA CAGTCTGTTG TTAATGTATG CTAGTCGTGG TGCGAATACT 120 

AAGGTCGGAC CGTTTGCGCA ATTGAGACCA GGCGCGCAAT TAGGG 165 
(2) INFORMATION FOR SEQ ID NO: 3188: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 166 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3188: 
CAGTTTAGTG GAGACGAATC TAAACGAAAC AAAGCGATTG GACGTGCATC AGTTGTACCA 60 

35 

ACATTCTTTG GTGTAAACGn AACCAATTTT ATTTGGTGCC ACCACTAGTT ATTGGAATCC 120 
TGTGTTCTTT ATTCCATTTG TATTAGCACC AATTGTTAAC GTATGG 166 
(2) INFORMATION FOR SEQ ID NO: 3189: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3189: 
AACCCTTTAT CTAATCCATT TTCAGTTAAG CGATGACCGC CTGCTAAAAT TTGTGCATCT 60 
GATTCTTTTG CTGCATCAAT ATATGATTGA ATTTTATCTA ATTGATCCTT ACCAGTTTGA 120 



50 
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(2) INFORMATION FOR SEQ ID NO: 3190: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 212 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3190: 
TCCCCCAAAG GGTTTAAGGG GTTAACCCGG GTTTGGGAAA AATTTTTTAA CCCCCCTTAA 60 

15 AnTTCCCGGG AAAAAGGAAA CCCGGGTTTT TAAAAAAAAC CCGGGGTTCC CAAAAATTTT 120 

TTGGGAAAGG GAAAGGAAAA AAGGGTTAAA AAATTTTTGG GAAAAACCCG GGCCCAnAAA 180 
AAAGGGTTTT TTTCCCCTTA AAAAAAATTT AA 212 

20 (2) INFORMATION FOR SEQ ID NO: 3191: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 148 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 



30 



35 



40 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3191: 
CTTCACTGAC TTTAGCAATT TCATCACCTT TTGCCCCTAC AACGATAGCT AATGATTTAT 60 
ATTGTAAACT CAnATGACCT TGTTGAATAC CTTCTGACAC AAGCGCGCGA CATGCTGCAA 120 
AGTTTTGCGC TAAACCAACG GCAGCAAC 148 
(2) INFORMATION FOR SEQ ID NO: 3192: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 212 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3192: 

CTGCTAATCC GAAATCTTTT TGGAGTTTTA TTAAACCAGC TGCTTCTAAT AGTTTAAGTG 60 

CACGTGCTTG GTTTGACACA TCATTTGGAA TGACAACTTT AGCnCCATCT TTAACCTTTT 120 

50 TGACATCTTT AATTTTATCT GCAGAAATAA ATCCATCACG GATGGCTCTT AAATATATGT 180 

TACGTGATAA TTTCTCGAnA AATGGCTTCC CT 212 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3193: 

10 

TCGTGCAGTG GTCTTCTGTT AATTGGTGAA TTTGGATACT GGTTATATTC AGCTGCACCG 60 

CAAGCAACTT CTATTGATGG CCnAACTGCC TTTTTACCTC AAGCAATGGG TATGGTAGTT 120 

1S GTTGCAGTCA TTTATGGCTT T 141 

(2) INFORMATION FOR SEQ ID NO: 3194: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1290 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3194: 



30 



40 



50 



AATAACGTTC 


TGAAAAACGA 


AGATGTTTTA 


AATGCCTATA 


TCCGCGGTCG 


TGGCGGAATG 


60 


GCAGACGCGC 


TAGGTTGAGG 


GCCTAGTGGG 


AGAAATCCCG 


TGGAGGTTCA AGTCCTCTCG 


120 


GCCGCATCAA 


AATTCTTAAT 


TTAAATAAGC 


GGGTGTAGTT 


TAATGGCAAA ACCTCAGCCT 


180 


TCCAAGCTGA 


TGTTGTGGGT 


TCGATTCCCA 


TCACCCGCTC 


CATAGATAAT 


TTTAATGAAC 


240 


ATTGAAAACT 


GAATGACAAT 


ATGTCAACGT 


TAATTCCAAA 


AACGTAACTA 


TAAGTTACAA 


300 


ACATTATTTA 


GTATTTATGA 


GCTAATCAAA 


CATCATAATT 


TTTATGGAGA 


GTTTGATCCT 


360 


GGCTCAGGAT 


GAACGCTGGC 


GGCGTGCCTA 


ATACATGCAA 


GTCGAGCGAA 


CGGACGAGAA 


420 


GCTTGCTTCT 


CTGaTGTTAG 


CGGCGGACGG 


GTGAGTAACA 


CGTGGaTAAC 


CTACCTATAA 


480 


GACTGGGATA 


ACTTCGGGAA 


ACCGGAGCTA 


ATACCGGATA 


ATATTTTGAA 


CCGCATGGTT 


540 


CAAAAGTGAA 


AGACGGTCTT 


GCTGTCACTT 


ATAGATGGAT 


CCGCGCTGCA 


TTAGCTAGTT 


600 


GGTAAGGTAA 


CGGCTTACCA 


AGGCAACGAT 


GCATAGCCGA 


CCTGAGAGGG 


TGATCGGCCA 


660 


CACTGGAACT 


GAGACACGGT 


CCAGACTCcT 


ACGGGAGGCA 


GCAGTAGGGA ATCTTCCGCA 


720 


ATGGGCGAAA 


GCcTGACGGA 


GCAACGCCGC 


GTGAGTGATG 


AAGGTCTTCG 


GATCGTAAAA 


780 


CTCTGTTATT 


AGGGAAGAAC 


ATATGTGTAA 


GTAACTGTGC 


ACATCTTGAC 


GGTACCTAAT 


840 


CAGAAAGCCA 


CGGCTAAtAC 


GTGCCAGCAG 


CCGCGGTAAT 


ACGTAGGTGG 


CAAGCGTTAT 


900 
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CGGCTCAACC GTGGAGGGTC ATTGGAAACT GGAAAACTTG AGTGCAGAAG AGGAAAGTGG 
AATTCCATGT GTAGCGGTGA AATGCGCAGA GATATGGAGG AACACCAGTG GCGAAGGCGA 
CTTTCTGGTC TGTAACTGAC GCTGATGTGC GAAAGOGTGG GGATCAAACA GGATTAGATA 
CCCTGGTAGT CCACGCCGTA AACGATGAGT GCTAAGTGTT AGGGGGTTTC CGCCCCTTAG 
TGCTgGCAtA ACGCATTAAG CACTCCGCCT GGGGAGTACG ACCGCAAGGT TGAAACTCAA 
AGGAATTGAC GGGGACCCGC ACAAGCGGTG 
(2) INFORMATION FOR SEQ ID NO: 3195: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3195: 
TGGTACAGAG TTATCGCTGG TGGTCCTGTT CGTGCCGTAC TTGAATTATC AGGTATCACT 
GATATCTTAA GTAAATCATT AGGATCAAAC ACACCAATCA ACATGGTTCG TGCTAACAAT 
CGATGGTTTA CnAAACCTTA 
(2) INFORMATION FOR SEQ ID NO: 3196: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3196: 
CTATTGGATC AGGAGGCAAC TACGCTTAAG CGCAGACTGC CCATTGAAAC GCCATGCATC 
GCATTTGTCG CCTGAAGAAA TGGCATATGA GAGCTTGAAA GTAGCGGCTG ATATTTGTGT 
CTTTACCAAC GnTAATATTG TTGTC 
(2) INFORMATION FOR SEQ ID NO: 3197: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 310 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2480 



EP0 786 519 A2 



10 



TGTCGAGTTG GAATTGGACG ATTGAATATC CCATCTCCAT CACTATCAAA GTATGGGAAT 60 

TGAATTGTTT CTAATTCGTA TCCACCTTCT GTCATTGATA ATGTAGGGTT AATTTTAGAA 120 

CCATCTkCTG TTTCTAGTTT TAAGTTCCAC TTCTTACCTT CTTCCCAACG TTGACCCATT 180 

GTGCCATTAG GTACTACTAA ACTATCGCTG ATTGCATCAT GAATAACTGG CTTCCATTCn 240 

CCTTGCTCTG TTGTTTGACC TAAGTCACTC GCGCTnAAAA ATCGACCCGC TTTATATCCA 300 

TnTTCAGCTG 310 
(2) INFORMATION FOR SEQ ID NO: 3198: 

J5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3198: 
TGCTTTATTA ATGCATTGGC TAATAATCCA CTTGTACCAC CACCGGCACA AAGTACTAAG 60 

25 

AGGTTTGTTC TGTGATATTT GAAGCTTTAG TGCATCGTCT GATACACCAC TTGCCGCTAA 120 
AATTGAATCA GCTTTTnTCG 140 
(2) INFORMATION FOR SEQ ID NO: 3199: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 184 base pairs 
(3) TYPE: nucleic acid 
(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3199: 

TGGTGATTTC AAATCATGAG ACTGGGACAA AATGATGTTT TCATAAAAAT TATTTCGTTG 60 

TTCCACTCTC ATGATTTTTT TGATGAACAT AATTACATGA TTGATTGCAT CATTTGTTAA 120 

AACCAGTGAT TGCAACCTGC CATTCACAnG GAAAATTACC TAATAAGTGG CGTATTTACC 180 

AGTC 184 
(2) INFORMATION FOR SEQ ID NO: 3200: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 163 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 



40 



45 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3200: 



TTGAGAAGCG TTTAGGAAGT AACGTTTAAC GACGACAGTC GTTCAATGCG ATCAAAATGT 



60 



5 



TTTAACACAT GAATCGCTCT CGTACTATTC GTGTGTGACA CATGTTCTTC CAGCATTTGC 



120 



TTAATGAATG CTTTTTCTTC TTGGTnTTTA AT CTTTGTAA ACG 



163 



(2) INFORMATION FOR SEQ ID NO: 3201: 



10 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3201: 
GTTATGTTTG AGACTATAAT GAATAAATAT TTAGAAATAT GACTCCGATT GTTCGATGCT 60 
TAATTCAGTT AGAAGCATCA TAAGAATGCA TGATTACTGG TGTAAAGATA CGTAATGTnT 120 
TGTATTGACT GGATGTCTTT GGATAGAGT 149 
(2) INFORMATION FOR SEQ ID NO: 3202: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 192 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3202: 

CAAGTGACTG AGATTACTGA AGTAAACCCG TTACCGCCAC ACTATATTTG TCCGAACTGT 60 
AAAACGAGTG AATTTTTCAA TGATGGTTCA GTAGGATCAG ATTGATTTAC CTGATAAACG 120 

40 

TGTGAAnTTG TGGAGGCCAC TATTAAAGAA GACAGAATCC GTTGAACATT TAGATAAGGG 180 
AAAGTCCGAT TC 192 
(2) INFORMATION FOR SEQ ID NO: 3203: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 234 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3203: 



45 
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CGCCATCTAA CGTTTTTTGT ATTCGTTGTT GCTGAGCTAG TTGTAAGTGC CnCATTAAGC 120 

ATCTTATAGC GTGATAGCCA TGCGCCAACG TACAAATGTG CTCCGTATTG TACGCACCAC 180 

TAAGCAGTAC ACACCAGTAA CATTTGATAG CGTTATAGCG CAATATACAG TACA 234 
(2) INFORMATION FOR SEQ ID NO: 3204: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 178 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3204: 
AACGCCATAA GCTACATGTA TGCTTCTTGC ATGGTTATCA TCCTCTCTTA ATGACTATCT 60 
TTTAATTACG nAATGGCTTA CCAGTTTTTA ACATATGTGC AATTCTTTCA TATGATTTTT 120 
AGATTTAGTA GCATAAGCAA TTTCTCCACG TTGATGTACG TGATGTAATG ATTCTGGG 178 
(2) INFORMATION FOR SEQ ID NO: 3205: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 147 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

30 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3205: 
35 TATTAATCAC GTTGTTGTGC GTTCGTGTTT TCGCAGTATT GATTTGTTGT TGCGCATTAT 60 
GCATTGCATT ATTGTACTGC GTAATTGTAC CTGGCTTTTT ACCTTCAGTG CTTACTGGnT 120 
CATCTAAATG ATTTTTAGCT GTGATTA 147 
(2) INFORMATION FOR SEQ ID NO: 3206: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 133 base pairs 

<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



SO (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3206: 

CAGCTGTACT AGTTGAGCGT ATTATCCAAA ACATTTTACG TGATGGCATT GATGTCGATC 60 
GACTTTCAGT CGTAACGTTT ACAAACTTAA GCGCACGTCA nATGAAGCAT CGTGTAGACC 120 

55 
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(2) INFORMATION FOR SEQ ID NO: 3207: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3207: 
TAGGGACTTT GAAGCGGAGA GTCTAATGCA TATGGGCAGC ATTATGATCA GCAACTGCTG 60 
AGAAAAATCC AGTTCTAGCT TGGGATTTAA ATGTGGAGTG GnTTAATGAA TGCATTAAGA 120 
AGCTGCAAGA ACTTATAAGT GTGCA 145 
(2) INFORMATION FOR SEQ ID NO: 3208: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3208: 
AAACGGTTTT AGATCGTATT CAATTGAAAA GGACCGGTAT TGAATGnAAT CACACTTAGC 60 
AGCGATTGAT CAGaACATTT TAAATTAACT TATTTATCAA CGGTATATGA AGGGGATTTG 120 
GAAGATGCGT T 13 1 
35 (2) INFORMATION FOR SEQ ID NO: 3209: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 157 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3209: 
ATAAATTTAT CTATAATCTG TTGCTTGTTT TnCTGTTCTA CAAGTATTTT CACATTAGGT 60 
CCCGCATCCA TTGTAAAATA ACACGGATAC CCCGCTTCTC GGCATTCGTG AACAGCGCCA 120 
50 TGACATCATA ACTTTCTGCA CAGTAGGAAC GGGGGTG 157 
(2) INFORMATION FOR SEQ ID NO: 3210: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 3 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3210: 
AACGTAATAG ATATGGTACT TACTACATGG GAGAGAGTGC TAGATTCACA AACGGCAATC 60 
10 AACCAATCAC AGTAAGAGAA GTGGGGCCAT TCTTATCTnG TCCAGTGGGT TATCAGTTCC 120 
AACCTGGTGG GTATTGTGAT TAT 143 
(2) INFORMATION FOR SEQ ID NO: 3211: 

75 <i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 137 base pairs 

(B) TYPE : nucleic acid 
{C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3211: 

2$ ATGCATACTG TATGTGTTCC AGCATATACA ATTTTGnCCA TCTTTAATGA CAACTGTACC 60 
ATTTTTCACA ACATTTAATT CATCTAATTC CTTACCCTTC AAAGTTTATC TGTTGATCTC 120 
GGTAAAATTA ATTCTGC 137 

30 (2) INFORMATION FOR SEQ ID NO: 3212: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 239 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3212: 

40 

ATTCACGCTT TAAAGGACGT AAATACACGA CTAGGCTGTT TACCTTTAGA TCTAAATCAG 60 
AACAATTTTT TTACCATGGT GTTCCCCTTG AATTAGGAAT TTTATATAAA AATAAGCGGG 120 
^ AAGCGTTGTG CCCCGCTTAC TCATAAGCTT TAATTAATGC TAAATAGTCT GACACTAGCG 180 
ATTTGATAAA ACTATACTAA AATTATTTAG AAGTCACTAA GATGCTAATG ACGACnAnT 23 9 

(2) INFORMATION FOR SEQ ID NO: 3213: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 150 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3213: 

CATCCTCAGA GTAGGAATAG CCATACCATC GAATAATTCA CGTACTGTTT CGAATTGAGG 60 

TTCAAATTCT TGAGTTGTAT AGAGCTCGAA AATnTTTGCC CATTAGCATA ATCAGACTTT 120 

TCAAAAGTCT TGATATTTGA TACCCACGCT 150 



(2) INFORMATION FOR SEQ ID NO: 3214: 

70 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 99 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3214: 
20 CTAAGCATTG GTTTAAACTA ATGTTCAGAG CTTTnTGTGG TTTGTAAAnA CAAGTATATT 60 
nCGAGAACAC GTTTTTGTAT AGAGTCTCAA TTATAAAAGT TAGAATAGTT GACAACAGTG 120 
TTACGATATT ATTAAACAAC TGTcTATCAT TAACGAAAGC AATTAACAAG AGTACtTGTT 180 

25 

GTGAAATCAT CGTTTAATAG TCAAAGATGA TCATCGTAGG gTAGACAACA TATCaTTGAC 240 
TtAAGGAAGG GGAATGACCG ATGGGATTAA AAGATCAAGC TGTTACCTGG AGAAGGTATT 300 
TTCATCAATT TCCAGAACTA TCCGATAAAG AATTTAAGAC TACACAAAAA ATTAAAGATA 360 

30 

TTTTAACAGA ACATCATATT AGAATATTAG ACTTACCAC 399 
(2) INFORMATION FOR SEQ ID NO: 3215: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 386 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3215: 
CAGGTGAAAG CACAAGAGGA TTTGCTGTTT ATTTCTCTCC TGAAATTAAG AAATTCATTG 60 

45 

CAGATAATTT AGATAAATAA TTAAAACTTA GACATTCACC CAATCCTGAC AAAATATACT 120 
ATAACTAACA TTTATTAATA TATATTGCAT TATTTAATAT GCATCAAAGC CAATCAACGr 180 
TTGATTTTCA CCAACTCAAT TGTTGATTGG TTTTATTTAT GTATGAATGA ACAACTTTTT 240 

50 

GACATCATTA AGAATATAAA TGCGTTTGAA AGCATTTGAA AGCnACAACA TTTCTATAAA 300 
ATTTTTCAAT AACAATTGCG CCACTAAAAC TCAAAATTTC CACCACCAAC ATCCAAATTA 360 

55 
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(2) INFORMATION FOR SEQ ID NO: 3216: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 153 base pairs 
(B> TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3216: 
AGTTGCATCA ACTGAATCCA ACGCTACGCA ATACGAATTA TTCCAATCTG GCATGCGTGT 60 
TGGTAGAGAA ATTTTAGCGA CATCTCGAGC ACGGTTTACC TTGCCTTTnT TGGTGGCCAA 120 
CTTGCTTTAT GCTATGGGTT TTTCAAACTT AAA 153 
(2) INFORMATION FOR SEQ ID NO: 3217: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 138 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3217: 
CTTTGCATAT TCTGGTTTGT AGTATTCATG GTCCGTCAAT TGTAGACCCA TCAATTGCAG 60 

30 

CCATTACATA TGCGGAATAT CGAAGCGAAC TTCAAGTTGC TTCAAGCTGG TAGAACACGC 120 
AnATAAAATT ATTACATC 13 8 

35 (2) INFORMATION FOR SEQ ID NO: 3218: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3218: 

45 

CACTCCAAAC CAAGGATTTA CGTGCTTTAT ATnGAGGTAA AGCACATCAT GTkGTTaATT 60 
TTATGCmTTT TaTTGCmCmA GraTTAaGAG AAATTTTAGC nTCTTTAGGT TTGAAACGTG 120 
TAGAAGACTT AGTTGGAAGA ACTGATTTAT TACAACGATC aTCAACATTA AAAGCGAATA 180 

50 

GCAAAGCGGC TAGTATTGAT GTTGAAAAAC TGTTATGTCC TTTCGATGGG CCAAACACAA 240 
AAGAAATTCA ACAAAATCAT AATCTTGAGC ATGGATTTGA TTTAACAAAT TTATATGAAG 300 

55 
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AACAACGTGA TGTAGGGGTT ATTACAGGTA GTGAGATTTC GAAACAATAT GGAGAAGCAG 420 

GACTTCCTGA AAATACAATT AATGTTTATA CGAATGGTCA TGCTGGTCAA AGTTTGCAGC 480 

ATATGCA 487 
(2) INFORMATION FOR SEQ ID NO: 3219: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 176 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3219: 
ACCAACTCGG AATCATGCAA TGAACACCAT GGTTGAAATA AGTGAATTGC ATAAGTATCC 60 
20 TGGCCTGGCA ATGCTGGTAT AACCTAAAAC CTTGTTGCAC GnAATGTATT CGCTACAATT 120 

AATGTACCTG CAAAACCGTT TAATAAGAAG TTCGAAATCG TTGCACCTGT ATATGG 176 
(2) INFORMATION FOR SEQ ID NO: 3220: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 203 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3220: 

35 CTGATTTAGG TAATCTTTGC GCAATTGTTT TTTTACAGTT TCGGCAAATG GGTGCCCnGG 60 

CAAATAAATA TTGGCTATGC TCAAACCTGA ATTAATGGTG GGTGTGTCCG CCATCGTAAT 120 

TGGGnCCGCC TGAAGGGCCG CATATAAATG ATAGTGCTCT TCCGAATAAA AGGTAGGCCA 180 

40 TATGTAATTG TTTTGTGGTT ACG 203 

(2) INFORMATION FOR SEQ ID NO: 3221: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 361 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3221: 
AGCTAAATCT TGCCAATATG GTATCAACTT TTCATTCCAC TGATAATCAT AAATTTCAGA 60 
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GCAATGCCAG AAATGTATTA ACAACTGGCA CGTCTAATAG ATTGCTAACG GATTGTTTAC 180 

GTACGTTCAT CGGCTTCTTT CGCTTCTATC GGATCTGGAG AATTGGGATG TTATGACCAC 240 

TGAACCACTT ATTTGTAAGC TCTGTCGTGA TTGACTTCAT AATGCTTGCG CTTGnCCTCA 300 

TTTCTAACAA CTCATCCTAC TTACnAAATT ACCCCnGGGG TACACCTGGT CCACTTCATC 360 

A 361 
(2) INFORMATION FOR SEQ ID NO: 3222: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 152 base pairs 
J5 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3222: 

GGGGCTCCGn GGAGGCAAGG GTAGAAAATG ATGTAAACGC TGCATTACTA GGCGAATTGA 60 
AATTACATCA ATATCAAGCA GAACGGATCT TTTGTATGAC GCTTGGTACA GGCATTGGGG 12 0 

GTGCGTACAA GAATTAATCA AGGTTCATGT TG 152 
(2) INFORMATION FOR SEQ ID NO: 3223: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3223: 
TTTGTTAAAT ATAGGCCCTG CAATGAGTGT ACTGGAATGG CAATAATCAT ACCATACAGT 60 
40 AATACATCTC CAACATTTGC CTTnAATTCT TTTCCCATGA CTACCGGTCC TGGGATGTGG 120 
TGG 123 
(2) INFORMATION FOR SEQ ID NO: 3224: 



45 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3224: 
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TGGTTGGTAA CCGTAAATTA ATGCCTGACA ATGATATTAG CTnCCTAAGC ATATTTCTGA 120 
TGATTTAACA CATTATGAAA CGAGA 145 

5 

(2) INFORMATION FOR SEQ ID NO: 3225: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 129 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

15 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3225: 

GGTATTGTCT AGTCAATTAC TAACACCATT TAATTGTGGn AAGCAAAAGC TAAAGGTTAT €0 
CGTGCGCTAT TGCAGGCATT GATGCTTCCA ACAAAGTCGA GTATTCAGTT GCATCAAAAG 120 

20 TTTGCTTTT 129 

(2) INFORMATION FOR SEQ ID NO: 3226: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 170 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3226: 
GACACTACCG TTCCCACGTA GCATCAATCG TCTCAGTCGC ATCGTAGTCA TCTGTATGTG 60 
35 TTCCAGCATA TACAATTTTG CCATCTTTAA TGACAACGTA CCATTTTCAC AACATTTATT 120 
CATCTAnTCC TACCCTCAAA GTTATCGTTG ATCTCGTAAA TAGTCGGCAA 170 
(2) INFORMATION FOR SEQ ID NO: 3227: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3227: 
TTACTGCTTT ACGTTTATCA TTTTCTAATT CAnAAATTCG TCATTCAGTT TCAACTTTAT 60 
CGACAGCTGG ACTTTGCGCA GATAAATGTG CTGCTGTAAT ATCTAACACA TCGATTGCTC 120 
TTATCTGGCA ATAATCGTTG 140 



50 



55 
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10 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3228: 
GCGCCTATAA TTGCGCTACT TGATTTAATT GAGTAGATAA ATCTAATCCG AATAAATCCG 60 
TGACTTGCTT GATAAATAGC AACAATGCTn CAACTAAACC AGTTAGTACT GCTTTGTTTT 120 
1S (2) INFORMATION FOR SEQ ID NO: 3229: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 <D) TOPOLOGY: linear 



25 



30 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3229: 
GGCTATACAC CGACTACAGT AACATCTGGT AGCGACATTG AAAAAGACTC TAATGGTTTA 60 
ACAACAACAG GTGTTATTAA TGGTGCTGAT AACATGTACA TTAGATAGTG GnTTCTACA 119 
(2) INFORMATION FOR SEQ ID NO: 3230: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 128 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
3S (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3230: 
40 TGGGAATAGC AACCAACAAT GCGACAACAA AGCCCGCTAC AAATCTCCAT nAACTAATTG 60 
CTAAATGTTG GAAAAATTTC TCCAGTCAAC AATGAAAGGC CATATGACTT TTTCCTACAA 120 
GAGCAGGG 128 
(2) INFORMATION FOR SEQ ID NO: 3231: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 
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AATGCAGCTA TTACTTTTCA CAGATTCCAT ATCGTTCAAC ATTTAAATAG AGAACTTAAT 60 
AAGTATCGTG TACAAGTTAT GAATGAnTAC CGTAATAAAA AAGGACCTGA TTATACAATT 120 

5 

TTC 123 
(2) INFORMATION FOR SEQ ID NO: 3232: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1656 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3232: 



20 
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ATAAAPATGP 


PATAPGTAAT 


AAGTGGCGTT 


TTATTAAAAT 


240 


CATCTATAAT 


GGCCATATAG 


TTTTGPTPAP 


TACCATAAPP 


TGCATCAGCT 


ACAAATAACC 


300 




G AAG t ATTTT 


GAATCATTGT 


TAAAAATGGA 


ATTAAAGTTC 


TAGTATCTGT 


CGGGTTTTGA 


360 


30 


AATAGGTCAT 


AGGATAAAAC 


AAATTGAGAA 


TTTGTCGCTA 


TTTGTAAATT 


GTATCCTGGC 


420 




TTAAGTTGGC 


CATTTTTCAT 


ATGGTCTTCC 


TTCATTCTCA 


TAAAAGTTGC 


ATCATGATCA 


480 




GTTTTAGAAA 


ArCTATTTCT 


ATCTTTAAGA 


ATCGATTTTT 


GTTCTTCATA 


xTTATTTTTr 


540 


35 


CTTTCGGAAT 


AATCATCAAA 


TTTmTTTTTG 


AACTTCTTAA 


TCTTAGTTCT 


TTTTTaCGGG 


600 




TCTGTTTTCT 


AATTTGAGTA 


CTATCTTCGT 


TCTCAATAGA 


ATGATTTAAA yCTTCGATTT 


660 


40 


CTTTATCTAA 


ATGACTACCA 


ATTAAATCTA 


TTTCTTCTAT 


TGTTAAATCG 


CTATCTCCAT 


720 


CTTCTTTTAT 


CTCTGGTATT 


ATTTTTTCTT 


CAACTAAGTC 


ACGATATAAT 


GTTTTTGAAT 


780 




TTTCGTTCAA 


TTTCGATTCG 


TGATTTTGAA 


TACTTTTCTT 


CCACACAAAT 


GTATACCTAT 


840 


45 


TGGCATTAGC 


TTCTACTTTT 


GTACCATCAA 


TAAGATTTTG 


CTTTAAACAT 


TGACTATGAA 


900 




ACTGGATAAA 


TAAAGATTCA 


ATTAACGCAT 


CAGTATTAGG 


ATTCACTCTA ATACGATTAA 


960 




TAGTTTTATA 


AGAAGGTGTT 


TGATTTTGAG 


CTAACCACAT 


CATTCGAATA 


CTGTCATGAA 


1020 


50 


GTAATTTCTC 


TATTCTACGA 


CCAGAAAATA 


CAGATTGAGT 


ATATGCATAT 


AAGGTGATTT 


1080 




TTAACATCAT 


TTTTGGATGA 


TAGGATGTTG 


CGCCACGATG 


ATGTCTGAAT 


TTATCGAATT 


1140 


55 


CGCTATCAGG 


TATCGTTTCA 


ACAATTTCAT 


TAACATATCG 


CGAAATATCA 


ATTTGAGGAA 


1200 
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5 



GGCACTTCAT 


TAATTTAGTT 


TAGTGGTATT 


TATTAAATTA TACGAAGGGA CCCAACACAG 


1320 


AAAATTCAAA 


TTATTGAATT 


AAACATTTAT 


GTGCAAGTTT GGCAAAGTGT CTTATTTTTT 


1380 


AAAAGTATGT 


AAAAGTAAAA 


TTACATGTTA 


ATACGTAGTA TTAATGGCGA GACTCCTGAG 


1440 


GGAGCAGTGC 


CAGTCGAAGC 


CGAGGCTGAG 


ACGGCACCCT AGGAAAGCGA rCCATTCAAT 


1500 


ACGAaGTATT 


GTATAAATAG 


AGAACAGCAG 


TAAGATATTT tCTAATTGAA AATTATCTTA 


1560 


CTGCTGTTTT 


TTTAGGGATT 


TATGTCCCAG 


CCTGTTTTTT GTGATTTTTA ATAATTTGAA 


1620 


TATGGrAAAT 


GTATTAwTCt 


CTCATTTGTA 


TAGATT 


1656 



1S (2) INFORMATION FOR SEQ ID NO: 3233: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



25 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3233: 
TTGCTCATAA ATCTTTTCTT GGCGCTCTGA ACACTATCTT CTATTCTGTC GGA ATTTTT C 60 
AAACATAGTC TTATCATTTn CTTCTAATCG CGTTAAACGC CAATCTTGTT CATGTCGTTT 120 
GGTAAATCCA 130 
(2) INFORMATION FOR SEQ ID NO: 3234: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
ID) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3234: 

GCCACGATAA AGAAGTAAGA ACAACACATG GTGTTACTGG TACAGGCTCA TGTTCTTGGG 60 

AAAGTTATTT GTGnAAAATG GTGTGAATTA CCTGGGGAAA AATCAACAAA CTGACTATCC 120 

AA 122 

(2) INFORMATION FOR SEQ ID NO: 3235: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 173 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



55 
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25 



40 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3235: 
AACCAGGATA TGAAATCTGT GACTTATTGC GTTAGATCGT TTTGTAACTG CTACTATTGA 60 
AGAAGCAGAC CAATATAAAG GTACCATTCA TTGCAAAAGC ATTACATGCA TGAACCCAGT 120 
TGACATTTAG TTAGAGATGG AAGATAGTAT TGTGCATTTG CAGnTTCCAC ATG 173 
(2) INFORMATION FOR SEQ ID NO: 3236: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
75 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3236: 
GCGGTGTGCA TTTGAAAATG TTATCAAGAA TATTGAGTTA ATTCGCAACG ACATTATACC 60 
AGCGATTAnA AAGCATTTAT CAAAATACGA GGGGCGTCAT CATGAATATT GTATTATTGT 120 
CA 122 
(2) INFORMATION FOR SEQ ID NO: 3237: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 182 base pairs 
30 <B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3237: 

TTTTTTGCCC AAAATTTTTG GGTTTTTTTT GGGTTAAAGG AAAAAAAATT TTTAAAGGGG 60 

GGGGGGGGTC CCCCAAAAAT TTTTTTCCCT TCCCTTTGGT TTGGTTTTTT GGGGGGGGGG 120 

CCCCCCCCCT TTGGAAAACC CCTTAAAAAA ATTTAAnGGT TAAATTGGAA AAAAAAATTT 180 

AA 182 
(2) INFORMATION FOR SEQ ID NO: 3238: 



45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : ill base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3238: 
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GATGAnGTTC GACAACGTAT TGTGGCAGAT GTTGCAGTTG ACTTTGAAGA A 
(2) INFORMATION FOR SEQ ID NO: 3239: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3239: 
AGTTGATCGT ATTTTCCAGA AGAGACAGAA TTAATTGATT ATCGTGTTAG TTCTGTCACT 
GAAGGTACTG ATGCCCAAGC AGnAGTACAT GTAAGTTTAT TGATTGAGGT AAGACTGTCA 
(2) INFORMATION FOR SEQ ID NO: 3240: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3240: 
TACACATCTn TCTACGATTG TAGTTTATCG ATAGGTTTCG CATCATGAAA CGTGATAAAC 
AACCAACATG ATGCTAGTTT GATTAAGTTT CTTCTAAACA GACTTCAAAC GGCAGTGTTT 
AGCATAT 

(2) INFORMATION FOR SEQ ID NO: 3241: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3241: 
GACTAAAATA CATGTTGGAA TACTTGGTCC CATGGGAAAA TATTGGACTG GGTAACCCAA 
TCACGGCTTC TGAAGTAGTT CTTTnTCTTC TATTAAAATA GCGACGGAAT CACACCTTCT 
GCGG 

(2) INFORMATION FOR SEQ ID NO: 3242: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3242: 
TACGTGTATA CACCGTTATC TTTATGGCTT TGAATTTCCA TAATAAATAC ATACGGnTTT 60 
70 TGTGCAGAGC TCAGCACATA ATCATCTTTA ACTATAGTTT CTGGGAATCA CTTCATAGTT 120 
TT 122 
<2) INFORMATION FOR SEQ ID NO: 3243: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 221 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3243: 

^ AACCTTTTCT GCAACCATAC GCCATAGgTA TGtTTTCTTT TTACAATTAA AGaGCCAACC 60 
GTTGTTATAG TCTAACAATG GTTGGCTCCT CTTATTTTAT GTGCTAAAAA TTTATAGGCA 120 
ATTTTATTAC AACAATGTAC ATTTAAGGTG ACCTTCATGC CAAAATCGCA TCACTCATTT 180 

30 AATGGAAGCA GCACGTCTTC ATACAAAGTC ACGATCCTAA T 221 

(2) INFORMATION FOR SEQ ID NO: 3244: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 224 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3244: 
TTGCATTTTG ATTGTCTGGT GACCTTGGCA ATGACAATTC CCGCTTGCAA TCGGTATCTT 60 
CAATATTATA ATCAGGTCTT GCCTTAGATT TTCGCTAAGT ACCGGTGATT CTCTACCATC 120 

45 

ATACTCACCT CATGnGCTAT TTTTCTAGAG TGCTTCTTTT CACACTTTAT CTTATAAAAG 180 
GCTAGCTACT ATTACCGATT TATCATTATT AGTGGTTTTT ACCn 224 
50 (2) INFORMATION FOR SEQ ID NO: 3245: 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3245: 
GAAAGAGATT AGTGACAAGT TGGTTGTACT ATTACGTTAA AATTTGGAGA TTATGTGTGG 60 

5 

TGTTCAAGTA TGCGTTCAnT AATTGATATT GGCGCACCGT ATAACCATGT CAAAGTA 117 
(2) INFORMATION FOR SEQ ID NO: 3246: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3246: 
CTACAGGCTT TCGTACCACA GGATCAAAAC TACGCACTGT GCCTTGTACA TACGCATGAT 60 

20 

CAGCAATGAC ATTCCAAGTA TTACCACATG ATATTTGnCC AATTGTTACT ACCGTTC 117 

(2) INFORMATION FOR SEQ ID NO: 3247: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 117 base pairs 

<B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3247: 

TACACAnCTT TCTACGTGTG TAGTTTATCG ATAGGTTTCG CATCATGAAA AGTGATAAAC 60 

35 AGCCAACATG ATGCTAGTTT GATTAAGTTT CTTCTAAACA GACTTCAAAC GGCATGT 117 

(2) INFORMATION FOR SEQ ID NO: 3248: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 135 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 324 8: 

CCCGTCCTTT GGTGGAACCG TTTTGTAGAA TTAAATAATA TTACAGAGCC GCTAGCAGTA 60 

ACGATCCAAA CGAATTTACC ACCATCACGT GGATTAGGAT CGAGTGCACT GTCGCGGTTG 120 

CnTTTGGTCC TGCCA 135 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3249: 

10 

AAAAGCCAAC CCATGnAATG TTGGATTGGC TTTTTACATG CCATCTGAAT CTCTAATTTT 60 
AAAAAAATAT GGAATATAAA TAAGACAGTA AAAATTAAAT TTCAGT 106 
(2) INFORMATION FOR SEQ ID NO: 3250: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3250: 

AACGCTGAAG CAGATAAAAA ACGTCGTGAT AGAAGTAGAC TTAAGAAACG AGTCTGACAn 60 

TCTAGTATTC CAAGTTGAAA AAACTTTTAA CTGTATTTAG GCGAAAATAT CGGTGAAGAA 12 0 

GA 122 



(2) INFORMATION FOR SEQ ID NO: 3251: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 132 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3251: 

GAACGTTGAG ATGTCACAAA CTGGTGAAAG TGCACGTTCA ATGCCAATGA CTGATAAAAC 60 

CAAATTCATC AATCACAATT ACTCCGAAAG CnGGTACAGG TCACTCAGTA AGTAGTAATC 120 

45 CCAGTACATT AA 132 



(2) INFORMATION FOR SEQ ID NO: 3252: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3252: 
GGAAAATCTT CAAATTCTGC AAATTGCCAA TTTACCTAAT AACCAAACAT CTAAGGCATG 60 
TGTAATGCTG CTACnTCCGC TTCGTCATCA GCTACAATGA CAAATACAGG TGCCA 115 
(2) INFORMATION FOR SEQ ID NO: 3253: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



is 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3253: 
TTTCGTCAAA TTATGGGAAT AAAATAATCA TATTTAAGAT AGTAAATATT GAATAAGTTG 60 
20 CTTTGAAATT TATAAAATGA AAGTATAGTG TCATGGGnAG TATAATAGTC AGATATATAT 120 

GTAACGGCAC TATATTGAAA 140 
(2) INFORMATION FOR SEQ ID NO: 3254: 

25 {i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 99 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3254: 
AAATCTCCTA CTTTTTCTAC CCATAAATAA TTGGCTAACT TTTTCATCTT ATCTTCATCC 60 
TTTCTCTTCT ATTTAAAATG CTACAAATAA ATTTCCGCGA GTAATTTTAA TGTTTTACAA 120 
CGCTGTTCAA TACCTGGAAT AAGCGGTGCT ACTAACACCT CATCAACTTC ArACGTAGCA 180 
ATGAAATCAT CTAATTGTGC TTTAACCTwT TCTTGTGTAC CTGcAATGAT GCGTGCTTGg 240 
ATGTGCTTGA ATCATCTCTT TGTCTCGATC ATTAAGCTTA TACTTTTGTG CTGTGTCTAC 300 
TGAAGGAAAA TCTTCAAATT CTGCAAATGT AATTTACCnA ATAACCAAAC ATCTAAGGCA 360 
45 GTTGTAAGCG GCnACTTCCG CTTCGTTATC AGCnACAAG 3 99 

(2) INFORMATION FOR SEQ ID NO: 3255: 



35 



40 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 



55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3255: 

ACCATTCGTC AAAATATTCC AACACGCATT TAGGTGTGCA AGGTATCGGT ACCTAACAAC 60 

GAAGCTATCG TCTCACTAnC CTTAAAAGAT TTTAGAACAA CAGCTGCACT CATCAT 116 

(2) INFORMATION FOR SEQ ID NO: 3256: 

(i) SEQUENCE CHARACTERISTICS : 
70 (A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3256: 

AAAGACCTAA GGTTATGTAA TTGGCCTAAA TTTATTAATC GTTTAAnTTC AGTTAGTAAA 60 

20 AAGTCTGTGA GTAAGGGTGT ATGGAAACTG GTTAAATATT ATAGAG 106 

(2) INFORMATION FOR SEQ ID NO: 3257: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 



35 



40 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3257: 
AACGTCCATC GTAATACCTT TTGTGTCTAA TGTAACTTGT ACATCGTCTA ATAATAAGTT 60 
GACGATATCT TGACAATGCA TCTTTATCTA GATGTAAGAn TTCAACGGAT GCCG 114 
(2) INFORMATION FOR SEQ ID NO: 3258: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3258: 

TTAAAGCAGT TAATCCACAG GGAAAGTGGT TAATACAGTT GGGCTCTGGT GGATAGTACA 60 
GTTGCAGGCA TGGTGGG CTG GGAATTGCTT CAGGGTTTAA CGAnTGGGAA AAGCCTT 117 
(2) INFORMATION FOR SEQ ID NO: 3259: 



50 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 
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(C> STRAND ED NESS : double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3259: 
GGACCGCCAT ATCGTTGGCA ATCATCGCAC CTATAATCAT CGCAAGTATA ATAATATTAG 
CACCTTGCAT ACTTTTTAAC CAGGTTGTTA ATGCCTCAAA AATATTAGAA ATTGGTGCCC 
GnTT 

(2) INFORMATION FOR SEQ ID NO: 3260: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 130 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3260: 
TACCAATGTA TATCCATATA CTTTTATCAT AATCATTTCA GCCGACTTTA GTTTGATGTT 
TTTGCTTGAT TAAAATCTTT CGGCGATCTT CAGCTTGATG TTTTCGTTTG ATTAAATTGG 
TACAATAnAT 

(2) INFORMATION FOR SEQ ID NO: 3261: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3261: 
GGCCTTTTTG GGCCGGGGTT GGAAATTGGG GTTGCCTTAA TTTTTTAATT AAATTTTGGA 
ATTAAAAAAG GAAAAAnTCC AAAGGTTAAT TTTAAAAAAA GCCCAAGGTT TTAAAAATTC 
CCCCAACCAA AAAGGGGGGG AAAAAAGGTT GGGGGTTTTA AAAATTAnCC AAGGTTTTTG 
GGGCCCTCCC TTGGGGGTTG GGAATTAAAG GTTAACCAAG G TTTTT GGCC AAGGGGCCCA 
ATTGGGGGTT GGGGCCCTGG GGGAAAATTT TTGCCCTTTC CCAAGGGGTT TTTTAAAACC 
CGGATTTTTG GAAAAAAAAA AGCCCATTTT CCCCCCAACC CnAAAGCCCA GTTCCCGCCC 
ATTTTCCCGG GGTAACCCTG CCCCCACCGG GGCCATTTTT 
(2) INFORMATION FOR SEQ ID NO: 3262: 
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(A) LENGTH: 134 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3262: 
10 TGGTTCAATG GAAACGTGTA CCGCAAATnC CGTTAAATGT TGTTGGATGT TGAGAGACGT 60 
GGCTGAACTG GCACATTTGG GCAATGACCA ATGGAACAAG CTAATGGGCA AGCGATTATT 120 
GCGACGGCTG ATGG 134 
(2) INFORMATION FOR SEQ ID NO: 3263: 



15 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 105 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3263: 

TTTTTTTCTG TTGGTACTTG TTTTGTGGTT GGCGATTGTG GTGTGTCTGA nTTAGTAGAT 60 
TGCATTGGTT GTGGCGTGTT TGCTTGATGG AGGTGTTGTC ACTTT 105 

30 (2) INFORMATION FOR SEQ ID NO: 3264: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



40 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3264: 
GTTCCATCAT TCCCACCnAT ATCCAACATG TGGGCTACTG CAATGCTTTA GGCGTCAATG 60 
CCTCATCATC ATCACAGCGC CAGTAAATGC GTATAATTAA ATTAATT 107 
(2) INFORMATION FOR SEQ ID NO: 3265: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3265: 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3269: 

CATACCCTAT TTTAGATATT ACCTTATTAC AAAATATTTT TACATTAATG TCAGCTGCAG 60 

GTTAGTATTG TTTTCCAAAA TTTACCGGTC ATCTTTGCCA ATTGGGTGTC GCCAATCGGG 120 

ATTTATCCTA GGAAGCCGAT TAAAAGGGTA CTGCCAGGGT TTTAGCCTGC nGCTGCCTCG 180 

GGGTTTTCTT TAAATTAATG nAACCGC 207 



(2) INFORMATION FOR SEQ ID NO: 3270: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3270: 

ATATTCGCAC CACCATAAAC ATAGATGGTG TTTTGTCCTT CTGCATTCAC AGTGATAAAA 60 
GGGCTTGGnC CCGTTTTTGC TTCAGCTGTT TTGAATAATA TATGATG 107 

25 [2) INFORMATION FOR SEQ ID NO: 3271: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3271: 

35 

TTGGTTACAC TTCTGCTAGT TTTAGTAACG ATGGTCCAAG ATTGTATGAG CCTATTCATG 60 
GATCAGCACC AGATATTGCA GGTAAAAACG TTGCCAATCC ATTTGGGATG GTTCTnATGC 120 
TT 122 

40 

(2) INFORMATION FOR SEQ ID NO: 3272: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 360 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3272: 

GAAGGATGAT GATTCGGAGC AnCTTCTTGC AGAAGAnGCG GnAATAACGT GACATATTGT 60 
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15 



25 



30 



35 



TGCGAGCGCT TGACAATCTA TTCTTTTTAA AGAAAGCGGT TGTTAGACAA TGCATTAAGA 180 

GAAATTAAAG CGGmGTTTAC TTTTGTAAAT GAGCATTTGA TTTTtTGAAA ATAAAGCAGT 240 

ATGCAGGCGC TTGACTAAAA AGAAATTGTA CATTGACAAC TAGATAAGTA AAGTGAAAAT 300 

ATAGATTTTA CCCAAGCAAA ACCGAGTGAA TAAAGAGTTT TAAATAAGCT TGGATTCATA 360 
(2) INFORMATION FOR SEQ ID NO: 3273: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3273: 
20 TCAATTTTAA CTGCAAATAA TAAAGCTGCA TGATTTACTT TGTACATTAT TGTAATTTCA 60 

GTAATACGAG GCAATGTCAG TnGCAGTGTT TAATAAATTT TGTTCGCTAT TT 112 
(2) INFORMATION FOR SEQ ID NO: 3274: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 336 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO; 3274: 

TACATTTATG CAATCAACGT TACATTCAAT CGTTGGAGAA AATTGGCTTT ATTGACTTAC 60 

TAAAATCTAA AAAATCATAT GAAAGAATTG CACATATGTT AAAAACtGGT AAGCCATTAC 120 

GTAATTAAAA GATAGTCATT AAGAGAGGAT GATAACCATG CAAGAAAGCA TACATTGTAG 180 

40 CTTATGGGCG TTCAGCGCAG CGAAAGCAAA GCAAGGCGCA TTATTCCACG AAAAGACCTG 240 

nTGATGTCGC AGCCAAAGTA ATTACAAGGC GTATTTGAAA ACGTATTGAC GGGAnAAATT 300 

CCAATAAGGA TTATGGATTG nAAGATGGTC CATTTG 336 

45 

(2) INFORMATION FOR SEQ ID NO: 3275: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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CAAATGCTTT TGCCACCCCA GATGCAATGG TACCAACACC TGTTTTCGAA ACTAATTTTA 60 

CCGGCGATAT CTGGCATCTT TTATTTCGGC ATTTTTTCAA ATCATGGTTA TTCCAGTTTG 120 

5 GCGGCTTAAA AATTCnTT 13 B 

(2) INFORMATION FOR SEQ ID NO: 3276: 

(i) SEQUENCE CHARACTERISTICS : 
io (A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3276: 
CATTATACGA GnATAAGTAA AATTGATGAT GTGACTAAAA AAGATGCACA ACAATTATTG 60 
20 AAGATGCAAA AGAATTGCAT GCCAAGCTGA TACATTAGAT A 101 

(2) INFORMATION FOR SEQ ID NO: 3277: 



25 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3277: 
TGGTTATTCG TTCCTGATCG TTGTTGGTAT CTCACTATTC AAnATTTATC GTGTGGCATT 60 
ACTTTAGTTA CACCAGGTAC ATTTGAACCT GGCACTTGTT GCGAGTATTT CCGGTCTCGT 120 
CATT 124 
(2) INFORMATION FOR SEQ ID NO: 3278: 

40 U) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3278: 
GACTTTTTGA CCAGTTGTAG CACGACCACC GAGAGTAGCA TTGCATATGC AATCATTGTA 60 

50 

CCTTCGCCAA CGACTGnGCC AATATTAATT GTTGCGCCCA TCATAACGAC 110 
(2) INFORMATION FOR SEQ ID NO: 3279: 

55 
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(A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3279: 
10 TTGGTATATA GAGGGCAACC GCACCTGATA AAATGTGnCA CAGTTTTTAC AAGAGGTTAA 60 
GGAATGAGTT TGGAGGCATA CGAGCATCAA GATACCATTC GATGTTAGTA ATT 113 
(2) INFORMATION FOR SEQ ID NO: 3280: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3280: 
TTACCGTCAC CGTAATCAGT CCATACTTTA TCAGCTATAC CGGCTTTAAC AGCATAAATG 60 

25 

TTCGTTCCTG TAGGCATACC AAAGnCGATA CCATAGTGAC G 101 
(2) INFORMATION FOR SEQ ID NO: 3281: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 base pairs 
<B) TYPE: nucleic acid 

<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3281: 
ACTATGTTTG AnAAATTCGA CAGAATCAGA AGCACAGTCT GAGAACGCAA GAAAAAATTT 60 

40 

ATGACAAGTT AGATAGAAAT TTCGACGAAC TAAGGGCGTG ACCAAGAAGA AGATGA 116 

(2) INFORMATION FOR SEQ ID NO: 3282: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 148 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3282: 
ACTTGGTTAG ATAATATAGC GTCGATTGTA TCACGAGTGT CTGTTCCAGT CATTATAAAA 60 
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CGTCGTTCTG ATGCTTTTCC TGAATCAT 148 
(2) INFORMATION FOR SEQ ID NO: 3283: 

5 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 100 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3283: 
15 AAATGACGAT AGAGTCAGGT ATTAACTCAT TTTnCAATAG TATCAGGAAG ACTACCAAGC 60 
TTATGTTGAA GGGCATCTTT TGGCGTTACC GGGTTGGGCA 100 
(2) INFORMATION FOR SEQ ID NO: 3284: 

20 U) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3284: 
TTAAGAAACC GAGCAGCGCA TAAnCCTGCA GTACCTTATC GCTTCTAGAT AATCCGATTG 60 

30 

CGACACCATT GCAAGATGAC CGGTAATTTT GGAACATATA C 101 

(2) INFORMATION FOR SEQ ID NO: 3285: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3285: 

TAAAATATTT CGCATCCCTA CACGCTAAAA TAATACATTA CACTTAAAAC GGCTGTTTTA 60 

45 AAGCATCCTC CCATAAACAT CATCTAGTTG ATAATAGGGG GGGGGn 106 

(2) INFORMATION FOR SEQ ID NO: 3286: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 95 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3286: 
TTTAACAATA CCTCAGAACA TACTATGGAA ATTGCTGCAA AGTTAATTGG GCATGCATAT 60 
TGATCATAAT GCGCTTTTAA ATAAAATGGT GGAGA 95 
(2) INFORMATION FOR SEQ ID NO: 3287: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3287: 
TCGAAATAAT ATCTACGCAC ACTGATAACA TAAAAATGCC TGGTAGAATA CTAATGAAAT 60 
20 AAGTGCATAC ATGACCACAT GAATGCTAAT AACATGCnAG AACCCATTTT TTGAATATTT 120 

CACCACTCGA ATCATCAATA C 141 
(2) INFORMATION FOR SEQ ID NO: 3288: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3288: 
TAGCTGGACC AGAACACGGT TCGACGTTGC AGGAAGTCTT GAACAGTCGC TGAACGCCAA 60 
GGCGATACTT GGGTTATCCA TGGTGAAAGn AATGGATTGG TGGTGCA 107 
(2) INFORMATION FOR SEQ ID NO: 3289: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3289: 
GCTTTGCAAT GCCGATGTTA CTCGCAATAA TCATGTCGCA TCAATTACTT ATGGAAAGCA 60 

50 

GATTTACGTA TGTCTACAAG TTTAGGCGC 8 9 

(2) INFORMATION FOR SEQ ID NO: 3290: 

55 
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(A) LENGTH: 108 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3290: 
10 TGTTACGCCA ACAACAAATC CTACGTCGAC AACTATTTTT AAGCGATGAT TGCAATTAGA 60 

CAGAAATCCA ATCATTTTTG CATTCCATCC AGTGCACAGA ATnTCGAG 108 
(2) INFORMATION FOR SEQ ID NO: 3291: 



75 



20 



25 



35 



40 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3291: 
GATCAAGnCC TGAGAATTTA ATTTAATTTA TTTTTATATT GGAGATGGTT AAAATGCTAA 60 
AACTCAACAT GAGTAACCAA AATATTGCCC TTAAAAATGC TGATCATTG 109 
(2) INFORMATION FOR SEQ ID NO: 3292: 
30 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 121 base pairs 

(B) TYPE: nucleic acid 
(C> STRANDEDNESS: double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3292: 
TTGATAATTT TGATATAGAA AGTTATTTAA AATTCGAATA AAAATAATAA CTCATCGACG 60 
TTTAATGGCT AGGTTCCAAT CAACTATGnG ACATAAATTC AAATTCGATC ACGTAACGAA 120 
A 121 
(2) INFORMATION FOR SEQ ID NO: 3293: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3293: 
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GCGCGTAATA CCTGCAGTAC CTCTATCGCT TCTAGATAAT GCGGTTG 107 
(2) INFORMATION FOR SEQ ID NO: 3294: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3294: 
75 AAAATGTTAA ACCAAAAAGT TTGGTGAGTT ATAATATGGA ATATTAAATC TGTAGAAGAT 60 
AAAGCGAATA TAAAGTGATT AACTTTGGTA ATAAAGAATT AACAGCGAAA n 111 
(2) INFORMATION FOR SEQ ID NO: 3295: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3295: 
CCCCGACTAA ATCGAACGCT TTAATGTAAT GATTTGTCCG AATCCCCATC CTGCACCTGA 60 

30 

TAATAAGGCG AATAGCAAGT TGGTTCCCGT nGGGAAGCCA CTTGA 105 

(2) INFORMATION FOR SEQ ID NO: 3296: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 201 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3296: 
ATTTATTCAA AACCCGCCAC ATGGGGCAAC GGTTGCCATG GCATGATAGT CCAGATACAT 60 
45 GGAAAGGAAT ACAGTCCGGT TAACACTCCA TTAAAAACCT GCGGGTTGGT TAAACCATTT 120 
AACCTAAATG GGTTCCAAGG GTTAACGCGG TTTAAATGTT TGGAAAGGTT TnCCCAGTTT 180 
CCAAAAAGTT TTTnATTCCC C 201 

50 

(2) INFORMATION FOR SEQ ID NO: 3297: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 415 base pairs 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

5 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3297: 
TTTAGACTTT CATCAGTGTT GAATATTTCT CCTTTAACGG TTATAGGTAA TATTTCCTGA 60 

70 GAAATATTTC CATTCTTTAC ATTTTCCGCT GTCAATTGAT GACTTCGATA AGCAAATTCA 120 
TCTTGTAATT CTCTTGAAAC ATCATACATC TkGGCCACAT TTTCAGCACC TkGAATCATT 1B0 
GATGGGTCGC TCATTTCAGG TGCAAATGAT GCACGCTCAT AAAACTCAGG TAATGCTGTT 24 0 

75 TCGTACACAG AATGCGGTCG TTTGATTTTC CAAGGTGCTC GACTTGTACT TTCAACACCA 300 
CCTGCAATAT ATACCTTGCC AGCtCCGGCT TGGATCATGC GACATGCATA TTGaACACTT 360 
TCAAGTCCAG ACCCACATTG cCGATCGrTT GTGaCGCCAG TATTGAAGCT TAAGC 415 

2 ° (2) INFORMATION FOR SEQ ID NO: 3298: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 164 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3298: 

TTAATTGCAG CAGAGCGACT AGCTGATTCA GAGGTGTTAG TTTGTACGGT AATAGGATTC 60 

CCATTTAGGT GCATCGACCA ACTGCCCGAC GAAAAGCCAT TTTGAAAACC AGAAnGATGC 120 

CGATTCAAAA ATGGGTGCCA AGATTGAAAA TTTGGACCAA TGGG 164 



(2) INFORMATION FOR SEQ ID NO: 3299: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 3299: 
GTAGATGCCA TTTTCACGTT TCTTAGTTAT TGGCATTTTT TAAATGCGAT GTGTGGCTTC 60 
TACATAACGG GAAATTTTAA GTTTTATGAA TCnACATATC AATTGC 106 

50 

(2) INFORMATION FOR SEQ ID NO: 3300: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 3300: 

AAAAGGTGTT ATGAGATTAG TAAATCAnTA GACAAGCAGG TAAATTAAGT GATGTCGCGT 60 

70 CATTTAAGGA AGCGATTCAC AATCGAGAAC ACAAAGTACA AC 102 

(2) INFORMATION FOR SEQ ID NO: 3301: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 
75 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3301: 
TTAAAAGTTT GGAGATTATC GTGTCGTCTT CAAGTATGCG TTCATTAATT GATATTGGCG 60 
CACCGTATAA CCATGTCAAA GTACCATTTG nAATCAGTCA TTGGCGCATT GGCTGCCCTA 12 0 

GCGTTCA 127 
(2) INFORMATION FOR SEQ ID NO: 3302: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 137 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3302: 
CCAGCTAGAC GATTGCTAAG GTATTGGATG TTTGAAACGT CCATGGACCC AATTGATTAA 60 
40 TTGGnTGTAA CTCGGTCAAT GGGTATATCC TAAATGCACT GGCCTGCTGG TGTTCTTCTG 120 
GGCGTTGCTT CGGAAAT 137 
(2) INFORMATION FOR SEQ ID NO: 3303: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3303: 
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5 



ATATAAATTA 


ACGACGCGTT 


AATGCAGGCT 


GATGTGATTT 


TTATTGGTTT 


CCCAATTTTC 


120 


AAGCTTCCAT 


CvJL 1 CjCt ICjCT 


I IGAAAAATG 


TGTTTGATCT 


ACTTCCAGTC 


AATGCGTTTC 


180 


GTGACAAGGT 


AATAGGACTT 


GTAGCGACAG 


CAGGTTCTAG 


TAAACATTAT 


TTAATTCCTG 


240 


AAATGCATTT 


AAAACCAATA 


TTGAGTTACA 


TGAAAGCACA 


TACGATGCAA ACGTATtATT 


300 


TATTGAAGAG 


AAAGATTTTT 


CAAATCAACA 


AATTGTCAAT 


GATGATGTTG 


TATTTCGGTT 


360 


AAAAGCGTTG 


GCACAATCCA 


CAATGCGAAC 


TGCCAAAGT 






399 



(2) INFORMATION FOR SEQ ID NO: 3304: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3304: 
CACCATTATT TACAGGACCT nCGATGACGT GTGGTCCTGT GTTAAGACAT AACATAATAT 60 
25 TCTACCTTTG TAATCAGTAC GGGTTTATCT ATCACAGTAC GG 102 
(2) INFORMATION FOR SEQ ID NO: 3305: 



30 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 202 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3305: 

TCAGCGTTAT CAATGAnTGA CTCTAATGCC TTTTTACCCA TTTTTGTAAA TGGAACATGG 60 

AAGCATAGAG ATGCGrAGTC AGCTAGCGAC TTACCTTGAC GTTTTGCGTA TTCATTCCAG 120 

CTTTGTTGGr ATGAGCGGAT ATAAGCATCT TTAGATAATG CACCATCAAC TAATGGATAT 180 

TTATGTCCAG TTGGACGCCA GA 202 
<2) INFORMATION FOR SEQ ID NO: 3306: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 151 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 
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AAGATAGGGA TTTACACCTA TACCTCGTTC CGGGGAAGGC TCGGTGTTCT GAAAAGTTGG 
AACTACTCCC GnCAAATATT AAATTATGGG AGCGGGAAGG ATCAGGGATT TGACACCTAT 
GACCTCCATT CCCAGGGAAG GGAATGTGAT T 
(2) INFORMATION FOR SEQ ID NO: 3307: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3307: 
AATTTCGTTA CCTGCGCCTT CTTTTTGCGG TTTTTAAATA AGCGAAAATT TCAGGCGGTA 
AGACATAACG TCCCAGAATA GCTAGGG 
(2) INFORMATION FOR SEQ ID NO: 3308: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3308: 
ATGATGGCAA AGTCACCAAA CTGATTGTGC ACACCAATCC ATCCATCTGC GCTGTAAATA 
ATGGTTCGCA ATAATTTTAA AATACCTTCC GCTACATTTG ATTTAAAGCT GGTTGCGCAn 
TGGACTAGA 

(23 INFORMATION FOR SEQ ID NO: 3309: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 128 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3309: 
GTTCCTTTTA TCGTAGTTGG TGGGACTCCT TATCGGCATC GCGGCTGGAC TCTAGGCGGT 
GGAnACGGAC ATTCAAAAGG GATTTAGTTC ATCCCAGATG GATTTCATTT TGGGGAATTC 
CATTTGGA 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 83 base pairs 

(B) TYPE; nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3310: 

10 

GTACGATTCA GCATAAAGTA CACCACATTT GTCACTACGA CATCTGTAGC TGGTATTGAT 60 
CATGCAATCA TGAATAACGC TAA 83 
15 (2) INFORMATION FOR SEQ ID NO: 3311: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 3311: 
25 CTGAGGATAA AGCGTCTCCA AGATAAGTCT AAAGATCATC ATAATGGGCA AAAAAGGTGG 6 0 

CAGCGATTCG GTGGCTGGGA ACAAG 85 
<2) INFORMATION FOR SEQ ID NO: 3 312: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 129 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3312: 

40 ATTTTATGTC TAAATGCTGG ACCAACAGTA TTGGCTATTA TTTGGTAACG TGATTACTAC 60 
AAAAAATGGA CCGTTGAGTT CGTGGCACAT GATTGATTTT GTAAGTAAGT ATGATGCACA 120 
TGGGCTnTT 129 

45 (2) INFORMATION FOR SEQ ID NO: 3313: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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TCACCTAAAA TTAATCAAGG GACTTAACAT TGGCGAGTCA AGGTATTGAT CAAGCTAATG 60 
GCACAGTTAA ATGATGCCAA AG 82 

5 

(2) INFORMATION FOR SEQ ID NO: 3314: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: B7 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

15 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3314: 

ATGTTATGGA AGAATATTGA GTTAATTGGC AACGACATTA TACCGGCGAT TAAAAAGCCT 60 
TTATCAAAAT AGTGAGGGGC GTCATCA 87 

20 (2) INFORMATION FOR SEQ ID NO: 3315: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 136 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



30 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3315: 
TGAACCCGTC GTTGCCCATT TGCCGGTTCC CGAAAGCCGG CGCCnACGGT TCTCCCTGCC 60 
TAAATAGGGG ATGGAATATT AAACCATCTG CACCTGGTTT AACACGCTTT GCAATTTGAG 120 
TTAAGACATC ATAAGG 136 
(2) INFORMATION FOR SEQ ID NO: 3316: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3316: 

CATTGGCTGT GTCCATTTTT AATCGTTGCG AGTACGTnTA TTAGCAACTT GGAACTGCCA 60 

TTGTTAATTT CAGCTGTCTG TTACATTTCA ACCATAGTCT TTCACAAT 108 

(2) INFORMATION FOR SEQ ID NO: 3317: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 base pairs 
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10 



(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3317: 
ATCTGAAGCT GGGTTTACTA GAGAAGGTAT GTACGTGACA TGAATTACTA ATGGATTTAT 60 
TCATCGAGTT ACATCTATAG TTTATTAAAT CAGATACGCC AAAATGCnAA TTAGCTTACA 120 
AAGATGATGC ATTAAATGCA CG 142 
(2) INFORMATION FOR SEQ ID NO: 3318: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 386 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3318: 
AACATTATGT TAATCAACCT AATGAACGtC TTTATAAATT ACGCTAAACA ATATACAGAT 60 
ATGCCGTTTC TTATCATGCT GGATGAAGAT GAAAATGGAT ATAAAGCGGG TCGATTTTTA 120 
AG AG CG AG TG ACTTAGGTCA AACAACAGAG CAAGGCGAAT GGAAGCCAGT TATTCATGAT 180 
GCAATCAGCG ATAGTTTAGT AGTACCTAAT GGCACAATGG GTCAACGTTG GGAAGAAGGT 240 
AAGAAGTGGA ACTTAAAACT AGAAACAGAA GATGGTTnTA AAATTAnCCC TACATTATCA 300 
ATGACAGAAG GTGGATACGA ATTAGAAACA ATTCAATTCC CATACTTTGA TAGTGATGGA 360 
GATGGGATAT CATCGTCCAA TCCnAC 386 
(2) INFORMATION FOR SEQ ID NO: 3319: 



25 



30 



35 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3319: 
ACAATGAATG ACATGATTCG AGGTGGACGA CCCCTCCTAT TTTGCATAAA TGCTTTTTGA 60 
ATCGCCGGTC ATAATGTTCG TTGnCCAATT AACTCAATAT TCTTCATGAC ATTTTCAAAT 120 
GGC 123 
(2) INFORMATION FOR SEQ ID NO: 3320: 
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(A) LENGTH: 104 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3320: 
10 GGCGAACTGT CAATTGCCGG TATACAACGT ATTTTAAGAG CTGCAGAACA TnCGGGTGTT 60 
AAACGTGTGG TCAATGACTG CCAACTTTGG TGCAGTTGGT TTTA 104 
(2) INFORMATION FOR SEQ ID NO: 3321: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3321: 
GCGCCGGTTT TAACAGGTAA TTTAAAACCA AATACTGATA GTAATGCATT AATAGTCAGC 60 

25 

AAAATACAAG TATT 74 
(2) INFORMATION FOR SEQ ID NO: 3322: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3322: 

TCACTCAGGG GGAGATGTCA ATGGGTCAAC ATTATTTGAC AAGGTGTGGA CAGACATGTG 60 

40 TTATACGGGA AATTGGGCGA CCGCACT 87 

(2) INFORMATION FOR SEQ ID NO: 3323: 

(i) SEQUENCE CHARACTERISTICS: 
45 (a) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3323: 
TGCCAAATGT TCCCATAATT TCATTACGAn TCTTAAGTAG GTGGCTATCA TTACGATGCG 60 
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AATGCGGTCG GAAAGATAAA TAGCTTCATC AATGTCATGC GTCACTAAAA TAATAGTTGA 180 

TTGCGTTTTA TGTTTTAGTT GCACTAGTTG ATCCTGAAGT TTATAACGTG TAAATGCATC 240 

TAATGCACCT AATGGCTCAT CCATCAATAT AACGTTAGGC TTATGCACAT GCGCTCGACA 300 

TAGTGCCAAA CGTTGTTTCA TACCCCCGGA cAGTTGCTCG GGAAAATGCT TTCCCCTGTC 360 

TTCTAAATCA ACTAATTTAA GCTGTGCGTT AATCTCTTCA 400 
(2) INFORMATION FOR SEQ ID NO: 3324: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

75 (C) STRANDEDNESS : double 

<D) TOPOLOGY: linear 



20 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3324: 

GAAACCATCG ATTGTAGCAC GAACCATGTT GGATTGGTGT GTTTGnATCC TAATGTATTT 60 
ACTTAAGATA TCAGTGATAC CTGTCTAATT GCAAGTACGG TCAGGA 106 

25 (2) INFORMATION FOR SEQ ID NO: 3325: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
30 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3325: 
TCTGAAnTCG CTGTCTGAAT CTGGAATCAC TGTCTGAAAT CCGAAATCGC TAATCTGAAA 60 
TCCTGAAATC CGCTAATCTG AAACCTGGAA GTCGCTGGTC TGGAAGCCCT GAA 113 
(2) INFORMATION FOR SEQ ID NO: 3326: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3326: 
50 TGTCACGTAC TTGCTGTTCA ACAAATACGT CTTACTGGAC GTGCACCTCA TTCTTCATCA 60 
TAGCCTTCTT CATTAACC 78 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3327: 
AATTGAAAAT TATCTTACTG CGGTTTTTAG GGGTTTATGT CCCAGCCTCT TACTCnAATT 60 
ATATTCACTA TCCATTAGAC CAAATGGGCC ATTTCCAATA ATCCCGCGGT GGTTTCCGA 119 
(2) INFORMATION FOR SEQ ID NO: 3328: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3328: 
25 GTGTTAAAAC GTCACGACGT TTGTTTAAAA TGATGCGTCA TAATGTCTAC ACTTTGCTTG 60 
CGATCATTCA T 71 
(2) INFORMATION FOR SEQ ID NO: 3329: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3329: 
CTGACGAACC TTGCATCATT TAACTGTCCA TTAGCTTGAT CAATACCTTG ACTCGCAATG 60 
TTAAGTCCTT 70 
(2) INFORMATION FOR SEQ ID NO: 3330: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3330: 

55 
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CCAATCTCG 69 
(2) INFORMATION FOR SEQ ID NO: 3331: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3331: 
GGACACTAAC ATTAATATGG ACTGGTAATG TTGCTGTTAA TAAACTCATA CCAAATCCTG 60 
GGCATCTCTT 70 
(2) INFORMATION FOR SEQ ID NO: 3332: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 3332: 
CCTTGGGCAC CTTCAATTTG CATATTACGA CGTTTTGCAG CTTGGTTCAA TTGGCAATAA 60 

30 

CTACACCTAG TGCAGTTGGA TC 82 

(2) INFORMATION FOR SEQ ID NO: 3333: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 76 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3333: 
ATAAAATAAT TAGAACTCTA ACATTGGTTT AACTAATGTT TAGACTTTTT GTGGTTTGTA 60 
45 AAAACAAGTA TATTGA 76 

(2) INFORMATION FOR SEQ ID NO: 3334: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 333B: 
ATAAGTCGTT CTACCGTATA GCCGTCATTA TTAATCACAA ATAATACCGG TTTAATATGC 
TGTCTGGTCA TAGTT 

(2) INFORMATION FOR SEQ ID NO: 3339: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3339: 
TTCATCAAAG TATTCCAATG GGAGAAAAAG CACAATAACA TTATCACTGG ATGCTAAATC 
TAAAGGAACC TC 

(2) INFORMATION FOR SEQ ID NO: 3340: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3340: 
GTAAAAATAT TTTAATGAAT GTCTTCACTG GAGAACCATT GACAACCTGG TACAAGTGGG 
ATTATTGGCG TTATTTT 

(2) INFORMATION FOR SEQ ID NO: 3341: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3341: 
AACCAAGGAT GGATTGCTAT TTTAATCCTT GGTTGCTCTT TATTTTATTT AAATTGTAGA 
ACCTAGA 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3342: 

10 

CTGGCAAAAG CACGTTTTAC AAGCATCAAT CCATTAATTA ATAATTCCAT TAAATGTAGA 60 
TTCACAGGGA TATG 74 
15 12) INFORMATION FOR SEQ ID NO: 3343: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 415 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3343: 

25 





GTTTGATCAT 


TAGAGAGATA 


TAGATATGCC 


GTAGAAAATA 


ATATGTCATT 


TGCGGATATC 


60 




ATGGTTAAAG 


AAGAAATGGA 


ATTAAGCGGT 


AAATCACGTG 


ATGAAGTGCG 


AGCGaAATGA 


120 


30 


AACAAAATTT 


AGATGTCATG 


CGAGACGCAT 


AATCAAAGGG 


ACGACAGGTG 


ATGGGGTTGA 


180 




AAGTGTAcGG 


TCTACACTGG 


TCATGATGCT 


GCTAAACTAC 


GTGATTATAA 


TGAAACACAT 


240 




CATGCTTTGT 


CTGGGATATG 


AAATGATTGA 


CGCACAAGGG 


TGCCATTGCA ACAAATGAAG 


300 


35 


TCAATGCTGC 


CGATGGGTAT 


TATTTGTGCA 


CGCCAACAGC 


TGGTTCCTCG 


GGTACCATTC 


360 




CCGGTGGCAC 


TTTTAAATTA 


GAAAAAACAC 


TGGATnGAAC 


CAGAAGAGCC 


AATGn 


415 



(2) INFORMATION FOR SEQ ID NO: 3344: 

40 

Ci) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3344: 
50 TCCTATACCA CCACCGTCAA CAGCTCCTGC CATCGATCGT ACTTTCAATA AGTCCAATAA 60 
TCGCAGTGGT AATTTCTAAT ACTA 84 
(2) INFORMATION FOR SEQ ID NO: 3345: 

55 
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(A) LENGTH; 474 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3345: 

W CGGGAGGTGT TAAnTCTTCA CAAAATGCCG TACTATTCTT TGATGnAATC CATCAAATTA 60 

TCGGTTCAGG TGCCACAGGA AGTGATTCAG GTAGCnAAGG GTTATCTGAT ATTTTGAAAC 120 

CTGCATTAAG TCGTGGTGAG ATTTCTATTA TTGGTGCaAC AACACAAGAT GAATATCGAA 180 

ACAATATTCT TAAAGATGCT GCATTAACGC GCAGATTTAA TGAAGTGCTT GTTAATGAAC 240 

CAAGCGCTAA AGATACTGTT GAAATTTTAA AAGGTATTCG CGAAAAATTC GAAGAACACC 300 

ATCAAGTAAA ATTACCAGAT GACGTATTAA AAGCATGTGT TGACTTATCA ATTCAATATA 360 

TTCCACAACG ATTATTACCA GATAAAGCAA TCGATGTGTT AGATATTACA GCAGCACATT 420 

TATCnGCGCA AAGnCCAGCT GTCGATAAAG TTGAAACTGG AGAACGAATT TCTG 474 
25 (2) INFORMATION FOR SEQ ID NO: 3346: 

- (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
3° <D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3346: 
AAAATTAATA ACTCCTTGGT TATTGATATG CCTAAAGAAG AAGGTACAAT ACAACTAACA 60 
TTAG 64 
(2) INFORMATION FOR SEQ ID NO: 3347: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3347: 
AGGAATAACT TGATATTGAT GATAAAATCG TCAAACGGCA CTAATATTTA AAAAACAAAT 60 
GTTTTAAGTT GTTGATTTAA AATATTAAT 89 
(2) INFORMATION FOR SEQ ID NO: 3348: 
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(2) INFORMATION FOR SEQ ID NO: 3352: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3352: 
ATTGAACGCA AGATTTCGAT ATAGAACATC TAGCGACGTC GATTCGCAAG GTTGAACCAT 
CTACATTAGG TGAGGAA 

(2) INFORMATION FOR SEQ ID NO: 3353: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3353: 
TAATCAACAC GAGGAGATGC TATTTAATGT CATCTGACAC AAACAGTTTA GCACATACA 
(2) INFORMATION FOR SEQ ID NO: 3354: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3354: 
TTATGTAACC GACGAATGCT GCGATAGTGC TACGCCATCA CCGCCAGCTA ATCCGATTG 
(2) INFORMATION FOR SEQ ID NO: 3355: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3355: 
TAACTATACC TTTAGGGTTA CTACCACGCT TAGGTAGGTC ATAACCTTTA ACCACATCT 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3356: 
AATAACGCTA AACCTAAAAT GCTAAATAAT CCGCCGAACA ACATGCCGTT GTTTGTTGA 59 
(2) INFORMATION FOR SEQ ID NO: 3357: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3357: 

CCAGAACCAC CCACGCCCTT TGAATATGGG AACTCAAAAC GATCTACTGG CTGATGTAAT 60 

TACCCCTGTT TTGATTG 77 

(2) INFORMATION FOR SEQ ID NO: 3358: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3358: 
AAGTTAGGTC TAGGGAACAT CGATAAATTA CCAGTAGTAA ATGCAGTTGA ACAACCAGA 59 
40 (2) INFORMATION FOR SEQ ID NO: 3359: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3359: 
CATGACCTTT AAATTGCATA TCTTCTGCAT CAGGTGCATC GCTTTTAACA ATAACGTCA 59 
(2) INFORMATION FOR SEQ ID NO: 3360: 



2529 



EP0 786 519 A2 



(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3360: 
ACGCGACAAC ACCGCCCTCA ACTAAAGTAG AAGCACCGCA ACAAACAGCA AATGCGACA 
(2) INFORMATION FOR SEQ ID NO: 3361: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTO: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3361: 
GATTTGATCG AATTGAACGA ACATTTGCTT CTCAAACGAT TGCATCTATT AAAGAAGTAT 
GTCTAG 

(2) INFORMATION FOR SEQ ID NO: 33 62: 

fi) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3362: 
GGTTGCACAT CTTTTACTAC AAATTTCGCT GGTAAAGATG TTGCAAAAGT ATGTCCGT 
(2) INFORMATION FOR SEQ ID NO: 3363: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3363: 

CCTTGAAACG GCAACATTTT TGGGTCCTTC TCCATCATTT TATTTAAAAG CGCATTAT 

(2) INFORMATION FOR SEQ ID NO: 3364: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 58 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3364: 
TTGAGAATTT AGGAGGTTAA TGCGTTGATT AAAAGTGGCA AAGCACGTGC ACATACGA 58 
10 (2) INFORMATION FOR SEQ ID NO: 3365: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3365: 

20 

GTTTTTTTAT TTTGGATAAA AGGAGCAAAC AAATGGATAT TAACTGGAAA TTGAGATT 58 
(2) INFORMATION FOR SEQ ID NO: 3366: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3366: 
ATTCATCGGT AATGACATTA TTTTTACTTT GTAATTTCAG TAACAGTTGA TCATCATG SB 
(2) INFORMATION FOR SEQ ID NO: 3367: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 
40 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3367: 
TAAATTAACA GCCGGATGAA ATGAAAGGTG CTACATGCAC AATCAGTAAT ATCGGTTC 58 
(2) INFORMATION FOR SEQ ID NO: 3368: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3368: 
TACCTACTGG TGAGATTGGC GAACTTGCAA TTAAGGCTAA AAATGTCACG CCAGGATA 58 
(2) INFORMATION FOR SEQ ID NO: 3369: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3369: 

TTAAACGGAG AAGGCTTTAC TTTACATGTT GAGGAAGGTC AAGAAGTTAA ACAAGGTG 58 
(2) INFORMATION FOR SEQ ID NO: 3370: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3370: 
30 CTGCTAAACT ACGTGATTAT AATGAAACAC ATCATGTCTT TGTCTGGTAT ATGTAAATGA 60 
TTGACGGC 6 8 

(2) INFORMATION FOR SEQ ID NO: 3371: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3371: 
ATTACCAACA GCGAAAATAT TGAAAAGCTG TAAAAAAGCT GGTGCAsmCm TACTTGGATT 60 

45 

GAGAATTTAG GAGGTTAATG CGTTGATTAA AAGTGGCAAA GCACGTGCAC ATACGAATAT 120 
TGCACTTATA AAATATTGGG GTAAAAAAGA TGAAGCACTA ATCATTCCAA TGAATAATAG 180 
SO CATATCTGTT ACATTAGAAA AATTTTACAC TGAAACGAAA kCACTTTTAA CGACCAGTTA 24 0 

ACACAGGATC AATTTTGGTT GAATGGTGAA AAGGTTAGTG GCAAAGAATT AGAGAAAATT 300 
TCAAAATATA TGGATATTGT CAGAAaTAGA GCTGGCATCG ATTGGTATGC AGAAATTGAA 360 

55 



2532 



EP0 786 519 A2 




2533 



EP 0 786 519 A2 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3376: 
TTCCAAACTT CATTAGGTGA TAGCTTTAAT TTCAAGGCTG GCAATCGCCA TAACAAG 
(2) INFORMATION FOR SEQ ID NO: 3377: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3377: 
TCCTTCAAAG TCAATGGATT TGATCCTCAG AGGACTCAGT GTATCCTCCA AGTGACCTGG 
CTCGCATCCA 

(2) INFORMATION FOR SEQ ID NO: 3378: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3378: 
ATGAATCATT AAGCCTTTCG GTGCATATGC TGCAAGACTT TGACCAGCAT GACCAT 
(2) INFORMATION FOR SEQ ID NO: 3379: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3379: 
CCAACGACTG CGCCAATATT AATTGTTGCG CCCATCATAA CGACAGCACC ATCTTC 
(2) INFORMATION FOR SEQ ID NO: 3380: 
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(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3380: 
ACAAAAGCAT CAAGCTGTTG AAACAATCAA TGATAGCATT CGAGATTATT TAGTTAG 57 
(2) INFORMATION FOR SEQ ID NO: 3381: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3381: 
CATATAGTTT TGCTCACTAC CATAACCTGC ATCAGCTACA AATAACCGAA GTATTT 56 
(2) INFORMATION FOR SEQ ID NO: 3382: 

. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3382: 
35 GAACACACAG GCAACCCAAA GCAGTGACGG CGAAAnTTGG ATTGATCTTG CAGCATTGAA 60 

GAAGATCGCG ATGACTATAC AATCAATATC GAGTAGAAGA CCGAT 105 
(2) INFORMATION FOR SEQ ID NO: 3383: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3383: 
nGTATGTGAA AACTATTTGG CGATATTTTA GTGATGAGCC TCAGTGATCC TGGTTCCTGG 60 
TTATCACCTC TGCTAGTTTA GTACCGATGG TCCAAGATTG ATGAGC 106 
(2) INFORMATION FOR SEQ ID NO: 3384: 
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(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33B8: 
10 TCTTCGACAA CTTTAATAAT ATTAGCCAAC GCAGTGTCCC CGCCAACTTT TGTTGC 56 
(2) INFORMATION FOR SEQ ID NO: 3389: 



15 



20 



25 



40 



45 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3389: 
ATTTATTAAC GATTAATGAC GCTGGCATGC CAATTCCAGA TGATCATCGT CGTATC 56 
(2) INFORMATION FOR SEQ ID NO: 3390: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3390: 
35 AAATGCTATG TACCCACTTT AGATGAAATT TTAGTAACGT TATGGCCCGA AATGCCAACT 60 
ATTATATTGA 70 
(2) INFORMATION FOR SEQ ID NO: 3391: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3391: 
50 CAAACGCAAT AGCTGGTGAC TTAACTGCGG GCACTTGGCA TGTGGATGGC AATACTTCG 59 
(2) INFORMATION FOR SEQ ID NO: 3392: 



55 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 55 base pairs 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3392: 
GCATCTACTG GGAAACGATT ACAAATTGGT GATTTATTAC AAAAGCCAAC TGTAT 55 
1Q (2) INFORMATION FOR SEQ ID NO: 3393: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
is (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3393: 

20 

TTTATAAATA TCCCAGTCTG AACGCGATTC CCATAACGGA TCAATGGCAG GATTG 55 

(2) INFORMATION FOR SEQ ID NO: 3394: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3394: 
TGCTTACGCT CAGTGACATA ATCTAATGTG GCACGTAAAG CGCCACCATA CCACC 55 
3S (2) INFORMATION FOR SEQ ID NO: 3395: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3395: 

45 

AGTCACCATT TGTTGGTACA GGTTATGGAA CACGTTGCAG CACGTGATTC TGGTGCGG 58 

(2) INFORMATION FOR SEQ ID NO: 3396: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3396: 
CAAATGCATT TAAAACCAAT ATTGAGTTAC ATGAAAGCAC ATACGATGCA AACGT 55 
5 (2) INFORMATION FOR SEQ ID NO: 3397: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

w (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

is (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3397: 

TGTTGATGAG TCGTGTTTTA TCTCAAGATG TGTTACTCAA AAAGTTATAG AAGA 54 
(2) INFORMATION FOR SEQ ID NO: 3398: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 339B: 
CTTCGTCAAG ATCAATCTCT TCAAGTAAAT CTTTAATACC TTCTGCACCC ATTT 54 

30 

(2) INFORMATION FOR SEQ ID NO: 3399: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3399: 

AATGAAAAGC TAGCTGTAGT TGCAAGAAAA ACTGGCTTAG CGATGGCAGT TGGAT 55 
(2) INFORMATION FOR SEQ ID NO: 3400: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

so 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3400: 



55 
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(2) INFORMATION FOR SEQ ID NO: 34 01: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3401: 
TAAAAATCGC GCACTTAAAC CGCTTATGAC AATCATTATT ACCGCAATAT GCTTG 
(2) INFORMATION FOR SEQ ID NO: 3402: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3402: 
GGCACCTCCT TGGATTATTT TTCTTCTACT GTTACTAAGT GCTTAACTTT GTTG 
(2) INFORMATION FOR SEQ ID NO: 3403: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3403: 
GATAAGTCTA ACAAGTGGCA CCCATAATCG ATTAAACTAC CGCCACCTTG CAACGTTT 
(2) INFORMATION FOR SEQ ID NO: 3404: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3404: 
TCGTTTTCGT CCCCAAATTC TGCCAACTTA TTCATGAACT TATCTAGCGC TATTGTTCTT 
TGTCT 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3405: 
AAATTTCAGC ACCAATTGTT ATTGGACGAC ACCATTTAGA TGCTGGTTCA GTTGC 
(2) INFORMATION FOR SEQ ID NO: 3406: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3406: 
TCGATTTCAG CGGAACACAT GTAACGTTAG CACAAGCCAT GAACCAATTA GGTGGC 
(2) INFORMATION FOR SEQ ID NO: 34 07: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3407: 
AATTGCTAAT GGTCAAGTAT GGACGTGATC ATTGTTGGTA CTACTTATTG CTGAAACTGT 
TAAAGATTAG AAGG 

(2) INFORMATION FOR SEQ ID NO: 3408: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3408: 
TGATTTCACA CTTGATAACG GATACTTCGA AGAGATACAT CAGCAGCGTT CAGCTCAGAT 
AGTGCTCA 
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(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3413: 
ACTACCATTG CTTGTTCCGG TTTCACAACT GGTTCAGTAT CATTTACAAC TGC 53 
(2) INFORMATION FOR SEQ ID NO: 3414: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 62 base pairs 
is (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3414: 
ATGCTGTTGT AAACGGTAAT ACAACATACC TGCCCAACCC GGTAACGCCA AAAAATGTCC 60 
TT 62 
(2) INFORMATION FOR SEQ ID NO: 3415: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3415: 

ACTTAGATCA ATCACATGAT GCCTCACGGA ATCCATTATT TGAAGGTCAT GTTAG 55 
(2) INFORMATION FOR SEQ ID NO: 3416: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3416: 
TTAGTTCCAG CAATACCTGC TACAGTTGCT GCAGATGCTT CTTTCACCCA TGG 53 
(2) INFORMATION FOR SEQ ID NO: 3417: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 59 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3417: 
TGATTTAGGT GCAAAAATTG TAGGTATCGC TGAGGCTTAC GGTGCATTAC ACGATCCAA 59 
70 (2) INFORMATION FOR SEQ ID NO: 3418: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
15 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3418: 

20 

CGTGGTCACC ATCACCAATT GCTCGATCTA ATTCAGTAAT TCAGATTCAT GTT 53 

(2) INFORMATION FOR SEQ ID NO: 3419: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3419: 
TGGACCTACT GCAATAACTG AACGTCCTGA ATAGTCAACA CGTTTACCAG TAAGT 55 
35 (2) INFORMATION FOR SEQ ID NO: 3420: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3420: 

45 

TGTCTCCGGT ACCGTTTGCA CCAGGAATAA AGATGAGCAC GGGTCCTTGT CCG 53 

(2) INFORMATION FOR SEQ ID NO: 3421: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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70 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3430: 
ATAATTCTTC CAAATATATG AAAATGGATT TGTTCTTTTT TTATAAAAAT CTTATGCTTT 60 
TTAACTAATT GTAAGA 76 
75 (2) INFORMATION FOR SEQ ID NO: 3431: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
20 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3431: 

25 

CTGCGGGGGA TAACTGTATC TCTCCATCTA CTGGTAAGTC GTATTAGAAC TAAAGCGGCT 60 

(2) INFORMATION FOR SEQ ID NO: 3432: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3432: 
GGCTTCAGGC TCATTGATAG GTAAAAGTTG CAAAGCCTGC AAAGCGATTG GG 52 
40 (2) INFORMATION FOR SEQ ID NO: 3433: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3433: 
TCGCACGATA CGCCTCCGAA TGAAGAAGGT TTATTGTGCG ATTCTTTTAT TGTTAAATTT 60 
TAAATTTTT 6 9 
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<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
(DJ TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3434: 
GATCGCTATC CATTAGCTAA ATTTAAACGT TCAAACTCAG GTACATGTTA C 
(2) INFORMATION FOR SEQ ID NO: 3435: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3435: 
TATAGCTACT GCTGCAGCTG CGGCCATTGC AGATGCTGAA CCAACTTCAG C 
(2) INFORMATION FOR SEQ ID NO: 3436: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3436: 
ATTAAAGCCA ACATTAATTT ATCCACTATT AACAATAACG GCTACAGGCT TATTAATGAT 
TTATACCTTT 

(2) INFORMATION FOR SEQ ID NO: 3437: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3437: 
TTTGTTTGTT GATTCTTCTC CACCTGTTTC AGGTAGTTCA GATTTCTTAG A 
(2) INFORMATION FOR SEQ ID NO: 3438: 
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(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3438: 

GTGAATTCCG TAATTACATT TTAGGCTTGA TTTTCTATCG CTTCTTATCT G 

(2) INFORMATION FOR SEQ ID NO: 3439: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
(BJ TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3439: 
TTAAGACAGG TTCCTTATGG GACTCTAACA ACGTATGGTG CTATTGCCAA A 
(2) INFORMATION FOR SEQ ID NO: 3440: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3440: 
CACTAGAAGA AACGGATTCA TCAGCTATTG GTATCGATTA CCATACTGCT GTGGA 
(2) INFORMATION FOR SEQ ID NO: 3441: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3441: 
CTTCTGGCAA TAGACCGCGA GTTACTGGGG GCAAAACCAG TGTGTAAAAC CGGAACTACT 
ATGAGGGGCA TGAAAGT 

(2) INFORMATION FOR SEQ ID NO: 3442: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 55 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION : SEQ ID NO: 3442: 
GTTCGGTTGT GACAGTCAGT GGACGCGTTA CCAAATGGGC GGGAATTAAA GCAAA 55 
w (2) INFORMATION FOR SEQ ID NO: 3443: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
75 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3443: 

20 

ATGAACTTTG GGATAAAGGT GATGCCCAAA CTTTCCGTAA CTCATGATGA T 51 

(2) INFORMATION FOR SEQ ID NO: 3444: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3444: 
CAACGCAGCA AAGCGGAGTG GCCCTTTACC TTCACAGAAT AATGGTCTAA T 51 
35 (2) INFORMATION FOR SEQ ID NO: 3445: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

40 (D> TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3445: 

45 

ACCGAGCAGC GCACTAAACC TGCAGTACCT TTATCGCTTC TAGATAATCC 50 

(2) INFORMATION FOR SEQ ID NO: 3446: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



2550 



EP0 786 519 A2 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3446: 
CCAATGCAAC GATCCAGTTA TTGTGTTGGC GCAATTGATT AATAGTATTC 
(2) INFORMATION FOR SEQ ID NO: 3447: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3447: 

GCGCATCATA TCCCATTGCA CCGATAAGAT CCTTCTTACC TTCTACAAGT 

(2) INFORMATION FOR SEQ ID NO: 3448: 

(i) SEQUENCE CHARACTERISTICS: 
{A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3448: 
GTTCTTACTT CTTTATCGTG GCTCCAACGT GCTCTGTACA TTTTTTCCCA TCTCTCTACT 
(2) INFORMATION FOR SEQ ID NO: 344 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3449: 
CAACACCACC GACACCAGAA GTACCAAGCG AGCCGGAAAC ACCAACACCG 
(2) INFORMATION FOR SEQ ID NO: 3450: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 88 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3450: 
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TTATCACGGT ATATGAGGGG ATTTGAGG 88 
(2) INFORMATION FOR SEQ ID NO: 3451: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3451: 
TGCAAAACGT TATGAAGTAC AAGTTGATGG AAGCAACAAA GTAAGTGCGn 50 
(2) INFORMATION FOR SEQ ID NO: 3452: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 64 base pairs 
20 (B) TYPE: nucleic acid 

<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3452: 
CAGTTAAGTC ACCAGCTATT GCGTTTGGTG ATCTTAAGCA GGCGTGGATT ATCAAGTTTG 60 
GGTA 64 
(2) INFORMATION FOR SEQ ID NO: 3453: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

<D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3453: 

TCGTAAACAA TATACTATCT CAACATTTAT TCATCCAATG GAGATAACGT ATTGCGCGGT 60 
TTAACAGGTA ATTTAAACCA AATACGGTAG TAATnATTAA TAGATAGCAA ATCAAGTATA 120 

45 AAGAATAAGT A 131 

(2) INFORMATION FOR SEQ ID NO: 3454: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3454: 
TTAAAAATGC AGTTATGGCC TCTAAAATCG TATTAAGCAT ATTAGCGCCC 
(2) INFORMATION FOR SEQ ID NO: 3455: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3455: 
TGCTACATGG CGTTACGGTC AAGATCGTCA ACGATTGATG GGTACAATTG A 
(2) INFORMATION FOR SEQ ID NO: 3456: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 56: 
ACAAACTGCC AACGATTGGT CGTGTGAATC ATCCAGTGGA AGAAGCGCAn 
(2) INFORMATION FOR SEQ ID NO: 3457: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3457: 
AATCACGTGA GAAGGATACA GCTATTAGTA TCGGTATCAT CGCATTGATT 
(2) INFORMATION FOR SEQ ID NO: 3458: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3458: 
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(2) INFORMATION FOR SEQ ID NO: 3459: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3459: 
GGGCCAACAA ATCGGAAACT GCCAATTGGA CGGTTGCCGT CATCAAACCC 50 
1S (2) INFORMATION FOR SEQ ID NO: 3460: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

20 (d) TOPOLOGY: linear 



25 
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35 
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50 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3460: 
TGCTTCCGCT AGAGGATCCG GTATTGCTAG TCAATTACTA CACCATTTAA ATTGTGGAAG 60 
CAAAAGCT 68 
(2) INFORMATION FOR SEQ ID NO: 3461: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3461: 
40 TGGTCTTCGC AATCCACGGA TATACCTTAG TACCAGGTAA TTGACCACCT T 51 
(2) INFORMATION FOR SEQ ID NO: 3462: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3462: 
AAGCTATTAA TGTAATTTAT CAATTGATTG TGCAACGGAC ATCATCTACA AGACCG 56 
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(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 67: 

10 TACCGATGAT TTCCGAGACA TAGACCGGCC TGTCTGGGGG TCAACTGGAA CTTGGTC 57 

(2) INFORMATION FOR SEQ ID NO: 3468: 

(i) SEQUENCE CHARACTERISTICS: 
ts (A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3468: 
TGTTCCTAAT ATTTATGTTG TAAAAATGTA CAATCTAATT AAAGCAATAG TCTTGGGCA 59 
25 (2) INFORMATION FOR SEQ ID NO: 3469: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3469: 

35 

TCCATGATCG TTCAACATTT AAATACACAA CTTAATAAGT ATCGTGTACA AGTTATG 57 
(2) INFORMATION FOR SEQ ID NO: 3470: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

45 



50 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3470: 
CCCTGTTCAG GCTATCCTCT AAAGTGACGA TATAGAATAG CGATTAATAT CGCGATAGT 59 
(2) INFORMATION FOR SEQ ID NO: 3471: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
55 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3471: 
TACGCCATCA nCGCCAGCTA ATCCGATTGC GACACCTAAT GCGAAATCAT 
(2) INFORMATION FOR SEQ ID NO: 3472: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3472: 
AACGTCATCA AATGGAAGTA CGTGACGTTC ACTACTCTCA CTATGGCCGT ATGT 
(2) INFORMATION FOR SEQ ID NO: 3473: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3473: 
TAATAGGCAT TCCCATTAGG TGCGTCGACA ACTGCAACGC AAGCATTTGA AACAGA 
(2) INFORMATION FOR SEQ ID NO: 3474: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3474: 
TTTTAAGAAT GTCGCGTTAT CTGCGCCCAT TGGATTGACA TACTTCATAC GTATA 
(2) INFORMATION FOR SEQ ID NO: 3475: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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GCCTTTAGGT AAAATGGGCA GAAATGCTAA TCATTTTGGC GGCGAAATGA AAAA 54 
(2) INFORMATION FOR SEQ ID NO: 3476: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3476: 
AAAnCATTCG CAATCGACCA TAATTTTTTA TGTAATTCAG CTTGTTGCTG 50 
(2) INFORMATION FOR SEQ ID NO: 3477: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3477: 
GGAnGACCAT TAATCGATAT CGGTACACAC GCTTTAGATT TAACGTTATG 50 
(2) INFORMATION FOR SEQ ID NO: 347B: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
3 5 (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3478: 

40 TGCCTCCTTA CGCCATGATG CTTATTCAAA GTAAATTGCT TTGCCGGACT TTGCAGACTG 60 

(2) INFORMATION FOR SEQ ID NO: 3479: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3479: 
GGTCTTTCAG CTGCTAACGA GTTCCTGTTA CTGTTCATGT CTATCACTTT GCGTTCCCTC 60 
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(2) INFORMATION FOR SEQ ID NO: 3480: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3480: 
CAAGTATCAT ATGGACGGCT CGCCCAACAC AAAACAAGnC CAAGCAAAAC 50 
is (2) INFORMATION FOR SEQ ID NO: 3481: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
20 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3481: 
ATTAAACAAC ATAGCTCGGC TAATCCTTTA AAGCTTTTGA GTTTTTCTGT TGTAGAACAA 60 
GA 62 



(2) INFORMATION FOR SEQ ID NO: 3482: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

« (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3482: 

40 TGTGGCTAGC TGTTTCTTTT TTAGGTGCTG TGTAGGAGAT GAACTGATCG T 51 

(2) INFORMATION FOR SEQ ID NO: 3483: 

(i) SEQUENCE CHARACTERISTICS: 
4s (A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

50 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3483: 
GCAGTTTATA AGTAGAGAGA CAGCTGATCA TGAGATAAAA ATGGGTAAAT ATTT 54 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3484: 

10 

TTATCTATCA CAGTACGAAT CCCCCAGAGT ACCGATTGTG ACAGCAACTT CTGCG 55 
(2) INFORMATION FOR SEQ ID NO: 34 85: 

75 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

20 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3485: 
ATCTCTGGTT CGATTCCCGT CGAGACCGGC ATCATTACAT GTTTATTATG GG 52 

25 

(2) INFORMATION FOR SEQ ID NO: 34 86: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3486: 

TGTGT CACGA TAATAGGCGT AATATCACTC TTTGGCATGA TTGCCGGATG 50 
(2) INFORMATION FOR SEQ ID NO: 34 87: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3487: 
TATTTTTGAT CACACTCAAC GCACAAACGA ATGGCCTTTA CCTTCACAGA ATAATGGTCT 60 

50 

AATGTAA 67 
(2) INFORMATION FOR SEQ ID NO: 3488: 

55 
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(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3488: 

10 TAGGTGGTCA ATTACCTGGT ACTAGGTATA TCCGTGGATT GCGAGGACAA 50 

(2) INFORMATION FOR SEQ ID NO: 34 89: 

(i) SEQUENCE CHARACTERISTICS: 
75 (A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3489: 
CAATTGTACT TCATAACGTT TTGCATTTCG CCACCTTCAC CACTATATTT TCCCATGGTC 60 
25 (2) INFORMATION FOR SEQ ID NO: 3490: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 50 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3490: 

35 

CTAAACTGAT TGTTTTACGT AACGTTTCAT CGGCTTCTTT CGCTTCTATC 50 
(2) INFORMATION FOR SEQ ID NO: 3491: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3491: 
TCGATTTACC TTTCATCATT GAAGAAGATC GCCATGACTA TACAATCAAT AT 52 
(2) INFORMATION FOR SEQ ID NO: 3492: 



SO 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3496: 
GGCACCGGCT TCTCTATTGC TTCTTTAGCA TATCTGCAGC TCTCTCAAGG GACATG 56 

5 

(2) INFORMATION FOR SEQ ID NO: 3497: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3497: 

CACCTTTAGG ATACGCGTCT AACCACTGTG TCGCGTCTCT ATATATCGCT AAACACGTA 59 
(2) INFORMATION FOR SEQ ID NO: 3498: 



20 



25 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 98: 

AAGTAATATC TGAATGCGTA TATTGTCTAA TTTCAAATTC TACAGACATC GACGT 55 

(2) INFORMATION FOR SEQ ID NO: 3499: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3499: 
AnTGTACACG TCCATCTTCA CATGACAACA ACGATATTTT GACCATCACA 50 
(2) INFORMATION FOR SEQ ID NO: 3500: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3500: 
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(2) INFORMATION FOR SEQ ID NO: 3501: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3501: 
TGTGTGCCTT TAAGTTGTTG ATGACACGCA TTCACGACAA CAGACATGAC AC 52 
75 (2) INFORMATION FOR SEQ ID NO: 3502: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 
20 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 502: 

25 

CTGGCTTCAA TGGCAACTTC TGTACCTGGT ACCAATGGGC GATGACCGAT 50 
(2) INFORMATION FOR SEQ ID NO: 3503: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3503: 
TGTCCGACTT GGCGGnATCG TAATTTAGCG CnTGTAATTC TAAAGGGACC 50 

40 

(2) INFORMATION FOR SEQ ID NO: 3504: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3504: 

AACCTTCATA TTGCTTCTAA TAAGAAACCG AGCAGCGCAC CAAACCTGGC AGTACCTTTA €0 
TCGC 64 

55 
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(A) LENGTH: 50 base pairs 
(B> TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



10 



20 



25 



so 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3509: 
CAGATGCAAA TTGACATGGT CATCAACATC nGTnCATTAA AAGATGGACG 50 
(2) INFORMATION FOR SEQ ID NO: 3510: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 94 base pairs 
is (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3510: 
ACAAGAGGGT CACCCAGCTC GGTCGATTCC CACCGCCACA TCATGATATT TATTCATAGA 60 
GTTTACGCAC TGTACATGAT TGAATGCGAT AAAG 94 
(2) INFORMATION FOR SEQ ID NO: 3511: 



. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 
30 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3511: 

ACTCAACAAT GGATATTCTT ACACTGAAAA ATGGGTAATG GTGCAAACAT AGTA 54 
(2) INFORMATION FOR SEQ ID NO: 3512: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3512: 
CCGGATGCAC ATTTGATGAC TGAAGTCCGC GATAAAGGGA CAAnAGTCAn 50 
(2) INFORMATION FOR SEQ ID NO: 3513: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 58 base pairs 



55 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3513: 
GCATTAAATT GAAACAATCG GATTTACAAT TTTCTCTTAA TGCTGTCGTC TACACAGC 58 
10 (2) INFORMATION FOR SEQ ID NO: 3514: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

75 (D) TOPOLOGY: linear 



20 



25 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3514: 
GTGTTCGTGT TCATGCAAGG TGAATGCGAG TGATCTGTTG GTATGGGCTT TATGCATGGC 60 
AATCTG 66 
(2) INFORMATION FOR SEQ ID NO: 3515: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3515: 

35 ATGCCACTGA TAATGCnnCT GAACTTATTG ATGACTTCTC ATTAGACTAT 50 

(2) INFORMATION FOR SEQ ID NO: 3516: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3516: 
CGGCGACAAA GAGTAAACAC AGCGGAGGGA CAAAGCCCGC GACTAGCAAC 50 
SO (2) INFORMATION FOR SEQ ID NO: 3517: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

ss 
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{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3517: 
ATGCCTATGT AGCACCGAGT ACCGATACCG AACACTTAGC TACGCCAGTT C 51 
(2) INFORMATION FOR SEQ ID NO: 3518: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3518: 
GAGCATxiAAG GTGATTTnGA TCGCTATCCG TTAGCTAAAT TTAAACGTTC 50 
(2) INFORMATION FOR SEQ ID NO: 3519: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3519: 
GATTGGTATT TAGCTTTAAA TTTATGGTTG GAATAGTAGG TGGCATATAT CGCTGTTAGT 60 
ATCG 64 
(2) INFORMATION FOR SEQ ID NO: 3520: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3520: 
45 TCTTCAATCT CAGGGGCATC TACTAACATA TCATCCAGTC AATATTGCGT CACATTGTTA 60 
ATCGGTTCCG ATC 73 
(2) INFORMATION FOR SEQ ID NO: 3521: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3521: 
TCAAATTGGC AATTGGTACG AATGTCGACT GTACTAACAT CATTAGCTCA TGATTGCCAG 60 
GTGATTTCAT GGATG 75 
(2) INFORMATION FOR SEQ ID NO: 3522: 

70 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3522: 
TTCCAATGGG CTTCTGACTT TGGCGGTTTT AGTGCTTGGG TTGCCGGCGG TTTTGGA 57 
(2) INFORMATION FOR SEQ ID NO: 3523: 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

£D) TOPOLOGY: linear 



30 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3523: 

TGGTGGAGGT TTTGTTTTTT CCGTGTCGGT TTTTGTTTTC GTCTTGGTTT CTTTTGTTTT 60 
TGTGTTCTCT TT 72 

35 (2) INFORMATION FOR SEQ ID NO: 3524: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



45 



50 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3524: 
ATATCACAAT ATACCGGTTT ATATGCTGTC TAATCATAGT TGAATAGTGA C 51 
(2) INFORMATION FOR SEQ ID NO: 3525: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3525: 
TAGACCGTCG TGGATAGTTT TGGGTACGGT AACCAATTTA TTTTGAAGAG ACCATCCTC 59 
(2) INFORMATION FOR SEQ ID NO: 3526: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



« (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3526: 

TAATAACGTT GCCCTCCCAT GTATATCCTA CCAACATGAC ATCTTGTACA 50 
(2) INFORMATION FOR SEQ ID NO: 3527: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3527: 
30 TTCCCAACGA GCAGTCGCAT GCGGTACTGC CACGGCATTT TGATGCAGGC CT 52 
(2) INFORMATION FOR SEQ ID NO: 3528: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3528: 
AAAGAAAnGA TnGnnnGnnn GnAnAAAnnn nnCCATnnnn nTAAAAAAAA 50 
45 (2) INFORMATION FOR SEQ ID NO: 3529: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
50 (D) TOPOLOGY: linear 



55 
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CATTAGCCTC ATCCCCTTCG TTTAGACTCG CTATAGATGC ACTAAATGGC GATATATTTT 60 
TC 62 

5 

(2) INFORMATION FOR SEQ ID NO: 3530: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

10 <C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

75 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3530: 

CACTACCACA AAAATTATAG GTGTTGACCT TCAGGnGCAA GTAGTATGAT 50 
(2) INFORMATION FOR SEQ ID NO: 3531: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

25 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3531: 
GAATGCAAAA TCCATTTGTA AGGAnATCGA ATGGTTTAGT AnCTCGTGCA 50 
(2} INFORMATION FOR SEQ ID NO: 3532: 



30 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 50 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 



45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3532: 
GGTAGAnCnC TGTTTAGTAC TAGGGGCCCC TCTCGGGTTA CCAATTCAGA 50 
(2) INFORMATION FOR SEQ ID NO: 3533: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3533: 



55 
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(2) INFORMATION FOR SEQ ID NO: 3534: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3534: 
CGTCAACGAT GTAAAGTAAA GCCTTGTCCA GTTTAATTTA CGAGTGGCGT AA 52 
15 (2) INFORMATION FOR SEQ ID NO: 3535: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
20 (O STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3535: 

TTAATCCAGA AGTACCGGTG GATTTAGTTA TTGACCACTC AGTTCAAGTG GATAGCTATG 60 

CAAATCCAGA AGCTCTTGAA CGTAATATGA AATTAGAATT TGAACGTAAC TATGAACGTT 120 

30 ATCAGTTTTT AAATTGGGCA ACGAAAGCAT TTGATAATTA CAATGCAGTT CCTCCTGCAA 180 

CTGGAATAGT TCACCAAGTT AACTTAGAAT ATTTAGCAAG TGTTGTACAT GTTCGTGATG 240 

TAGATGGTGA AAAAACTGCA TTTCCAGATA CATTAGTTGG TACTGATTCA CATACAACAA 300 

TGATAAATGG TATTGGCGTA CTAGGATGGG GTGTTGGTGG TATTGAAGCT GAAGCTGGAA 360 

TGCTTGGACA ACCTTCTTAT TTCCCAATTC CAGAGGTTAT 400 
(2) INFORMATION FOR SEQ ID NO: 3536: 



35 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1118 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3536: 
50 CGTATAGAGT GTCCTACAAC CCCAACAAGC AAGCTTGTTG GTTTGGGCTC TTCCCGTTTC 60 
GCTCGCCGCT ACTAAGGGAA TCGAATTTTC TTTCTCTTCC TCCGGGTACT AAGATGTTTC 120 
AGTTCTCCGG GTGTGCCTTC TGATATGCTA TGTATTCACA TATCGATAAC ATGACATAAC 180 
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10 



20 



25 



GCATATCGTC GTTAGTAACG TCCTTCATCG GCTTCTAGTG CCAAGGCATC CACCGTGCGC 300 

CCTTAATAAC TTAATCTATG TTTCCACCAT TTTTATAAGT CAAACGCTCA CATACGGCTT 360 

CGTTTTCATT ATTTTAAATG CTCATTTACA TAAGTAAACT CTGCTTTAAA ATAATTTAAC 420 

TCATTGTCTG CTAAACGTTT TCTTTTATAA AAAGATTTAA ACGCGTTATT AATCTTGTGA 4 80 

GTGTTCTTTC GAACACTAGC GATTATTTCT TATGAATTCA AGCTTATTTA AAACTCTTTA 540 

TTCACTCGGT TTTGCTTGGT AAAATCTATA TTTTACTTAC TTATCTAGTT TTCAATGTAC 600 

AATTTCTTTT TAGTCAAGCG CTCGCATACT GCTTTATTTT CAAAAAATCA AATGCTCATT 660 

75 TACAAAAGTA AACTCCGCTT TAATTTTTCT TAATGCATTG TCTAACAACC GC T TTCTT T A 720 

AAAAGAATAG ATTGTCAAGC GCTCGCATAA GCAATATCAC TTTAACCAAA AAATATTTGA 780 

ATGTTAAATA AACATTCAAA ACTGAATACA ATATGTCACG TTATTCCGCA TCTTCTGAAG 840 

AAGATGTTCC GAATATATCC TTAGAAAGGA GGTGATCCAG CCGCACCTTC CGATACGGCT 900 

ACCTTGTTAC GACTTCACCC CAATCATTTG TCCCACCTTC GACGGCTAGC TCCTAAAAGG 960 

TTACTCCACC GGCTTCGGGT GTTACAAACT CTCGTGGTGT GACGGGcGGT GTGTACAAGA 1020 

CCCGGGaACG TATTCACCGT AGCATGCTGA TCTACGaTTA CTAGCGCTCC AGCTTCATGT 1080 

AGTCGAGTGC AGACTACCAT CCGGACTGnG GACCAACT 1118 
(2) INFORMATION FOR SEQ ID NO: 3537: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 424 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
3S (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3537: 

GGGGATCCCC AGCCAGAAGA TTTATTCAGT GCGATGATTC GTGAAATTGA AACGCAAGAT 60 

TTCGATATCG AACACCTGGC GACGGCAATT CGTAAmGTTG AAACATCAAC ATTAGGTGAA 120 

GAAAGTGAAA ATGACTTTAT CGGTCTGTTC AGCGATATGG ATTTGAGTTC AACGCGACTA 180 

GGTAACAATG TCAAAGAACG TACTGCTTTA ATCTCTAAAG TCATGGTTAA TCTTGACGAC 240 

TTACCATTCG TTCACAGTGA CATGGAAATT GATATGTTAG GTGATGCATA TGAATTCCTA 300 

SO ATTGGGCGCT TTGnGCGACA CGGGTAAAAA AAGCAGGCGA GTTCTATACA CCACAACAAG 360 

TATCTAAGAT ACTGGCGAnG ATTGTCACAG ACGGTAAAGA TAAATTACGT CACGTGTATG 420 

ACCC 424 

55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

S (C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 



w (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3538: 

ATCTCATATG TTAAAAGGTA AACAAGGTCG TTTCCGTCAA AACTTACTTG GTAAACGTGT 60 
TGACTATTCA GGACGTTCAG TTATTGCAGT AGGTCCAAGC TTGAAAATGT ACCAATGTGG 120 

15 TTTACCAAAA GAAATGGCAC TTGAACTATT TAAACCATTC GTAATGAAAG AATTAGTTCA 180 
ACGTGAAATT GCAACTAACA TTAAAAATGC GAAGAGTAAA ATCGAACGTA TGGATGATGA 240 
AGTTTGGGAC GTATTGGAAG AAGTAATTAG AGAACATCCT GTATTACTTA ACCGTGCACC 300 

20 

AACACTTCAT AGACTTGGTA TTCAAGCATT TGAACCAACT TTAGTTGAAA GGTCGTGCGA 360 
TTCGTCTACA TCCACTTGTA ACAACAGCTT ATAACGCTGA 400 
(2) INFORMATION FOR SEQ ID NO: 3539: 

25 

ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1171 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY : linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3539: 



35 



45 



AATAAGTAAG 


TTATTTTGTC 


TGGTGACTAT 


AGCAAGGAGG 


TCACACCTGT 


TCCCATGCCG 


60 


AACACAGAAG 


TTAAGCTCCT 


TAGCGTCGAT 


GGTAGTCGAA 


CTTACGTTCC 


GCTAGAGTAG 


120 


AACGTTGCCA 


GGCAAATGAC 


AAATCGGAGA 


ATTAGCTCAG 


CTGGGAGAGC 


ATCTGCCTTA 


180 


CAAGCAGAGG 


GTCGGCGGTT 


CGAACCCGTC 


ATTCTCCACC 


ATTTATTCTT 


AGATATAGCC 


240 


GGCCTAGCTC 


AATTGGTAGA 


GCAACTGACT 


TGTAATCAGT 


AGGTTGGGGG 


TTCAAGTCCT 


300 


CTGGCCGGCA 


CCATCTTTTG 


AGCCATTAGC 


TCAGCTGGTA 


GAGCATCTGA 


CTTTTAATCA 


360 


GAGGGTCAGA 


GGTTCGAATC 


CTCTATGGCT 


CATTACGATT 


TAATTTTTAT ATTTAGCAAA 


420 


ATAATGCAGA 


AGTAGTTCAG 


CGGTAGAATA 


CAACCTTGCC 


AAGGTTGGGG 


TCGCGGGTTC 


480 


GAATCCCGTC 


TTCTGCTCCA 


TTATTTTGCC 


GGGGTGGCGG 


AACTGGCAGA 


CGCACAGGAC 


540 


TTAAAATCCT 


GCGGTGAGAG 


ATCACcGTAc 


CGGTTCGATT 


CCGGTCCTCG 


GCACCATTTT 


600 


AGCGCCCGTA 


GCTCAATTGG 


ATAGAGCGTT 


TGACTACGGA 


TCAAGAGGTT 


ATGGGTTCGA 


660 
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GAGCACTTGG TTTGGGACCA AGGGGTCGCA GGTTCGAATC CTGTCTTCCC GATTACTTCT 780 

TAAATTCCAT TTTATGGGGG CTTAGCTCAG CTGGGAGAGC GCCTGCTTTG CACGCAGGAG 840 

5 

GTCAGCGGTT CGATCCCGCT AGTCTCCACC ATTTATTTTT TACACGATGA ACATTGAAAA 900 

CTGAATGACA ATATGTCAAC GTTAATTCCA AAAAACGTAA CTATAAGTTA CAAACATTAT 960 

TTAGTATTTA TGAGCTAATC AAACATCATA ATTTTTATGG AGAGTTTGAT CCTGGCTCAG 1020 

10 

GATGAACGCT GGCGGCGTGC CTAATACATG CAAGTCGAGC GAACGGACGA GAAGCTTGCT 1080 

TCTCTGaTGT TAGCGGCGGA CGGGTGAGTA ACACGTGGgA TAACCTACCT ATAAGACTGG 1140 

,5 GaTAACTTCG GGaAACCGGA GCTAATACCG G 1171 

(2) INFORMATION FOR SEQ ID NO: 3540: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 601 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3540: 



30 



35 



40 



CTCGGCAGTG 


TGAAATCAAC 


GACTCGAAGA CACAATGTCT 


TCTCCCCATC 


ACAGCTCAGC 


60 


CTTAACGAGT 


ACCGGATTTG 


CCTAATACTC AGCCTTACTG 


CTTAGACGTG 


CAATCCAATC 


120 


GCACGCTTCG 


CCTATCCTAC 


TGCGTCCCCC CATCGATTAA AACGATTATA 


GGTGGTACAG 


180 


GAATATCAAC 


CTGTTATCCA 


TCGCCTACGC CTGTCGGCCT 


CAGCTTAGGA 


CCCGACTAAC 


240 


CCAGAGCGGA 


CGAGCCTTCC 


TCTGGAAACC TTAGTCAATC 


GGTGGACGGG ATTCTCACCC 


300 


GTCTTTCGCT 


ACTCACACCG 


GCATTCTCAC tTCTAAGCGC 


TCCACATGTC 


CTTACGATCA 


360 


TGCTTCAACG 


CCCTTAGAAC 


GCTCTCCTAC CATTGTCCAA 


AGGCATwCrC 


ACAGCTTCGG 


420 


TaATATGTTT 


AGCCCCGGTA 


CATTTTCGGC GCAgTGTCAC TCGACTAGTG AGCTATTACG 


480 


CACTCTTTAA 


ATGATGGCTG 


CTTCTnAGCC AACATCCTAG 


GTTGGTCTGG 


GGCACGCnAC 


540 


ATCCTTTTCC 


ACTTAACATA 


TATTTTGGGG ACCTTGGCTG 


GTGGGTCTGG 


GGCTGnTTCC 


600 


C 










601 



(2) INFORMATION FOR SEQ ID NO: 3541: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1311 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3541: 

GCnAGGACCT TnCCAAATTT GAAATCCTTT GACCACnTTT GGGGTAGAGC CCTTTCCCnC 60 

GGGGACAAAG TGACCAGGTG GTGCATGGTT GTCGTCAGCT CGTGTCGTGA GATGTTGGGT 120 

TAAGTCCCCG CAACGAGCGC AACCCTTAAG CTTAGTTGCC ATCATTAAGT TGGGCACTCT 180 

AAGTTGACTG CCGGTGACAA ACCGGAGGAA GGTGGGGATG ACGTCAAATC ATCATGCCCC 240 

TTATGATTTG GGCTACACAC GTGCTACAAT GGACAATACA AAGGGCAGCG AAACCGTGAG 300 

nTCAAGCAAA TCCCATAAAG TTGTTCTCAG TTCGGATTGT AGTCTGCAAC TCGACTACAT 360 

15 GAAGCTGGAA TCGCTAGTAA TCGTAGATCA GCATGCTACG GTGAATACGT TCCCGGGTCT 420 

TGTACACACC GCCCGTCACA CCACGAGAGT TTGTAACACC CGAAGCCGGT GGAGTAACCT 480 

TTTAGGAGCT AGCCGTCGAA GGTGGGACAA ATGATTGGGG TGAAGTCGTA ACAAGGTAGC 54 0 

CGTATCGGAA GGTGCGGCTG GATCACCTCC TTTCTAAGGA TATATTCGGA ACATCTTCTT 600 

CAGAAGATGC GGAATAACGT GACATATTGT ATTCAGTTTT GAATGTTTGT TCATTCAAAT 660 

TAATGGGCCT ATAGCTCAGC TGGTTAGAGC GCACGCCTGA TAAGCGTGAG GTCGGTGGTT 720 

CGAGTCCACT TAGGCCCACC ATTAATTTAA TACCTATTTG GGGGCTTAGC TCAGCTGGGA 780 

GAGCGCCTGC TTTGCACGCA GGAGGTCAGC GGTTCGATCC CGCTAGTCTC CACCATTATT 840 

30 TGTACATTGA AAACTAGATA AGTAAGTAAA ATATAGATTT TACCAAGCAA AACCGAGTGA 900 

ATAAAGAGTT TTAAATAAGC TTGAATTCAT AAGAAATAAT CGCTAGTGTT CGAAAGAACA 960 

CTCACAAGAT TAATAACGCG TTTAAATCTT TTTATAAAAG AACGTAACTT CATGTTAACG 1020 

35 TTTGACTTAT AAAAATGGTG GAAACATAGA TTAAGTTATT AAGGGCGCAC GGTGGATGCC 1080 

TTGGCACTAG AAGCCGATGA AGGACGTTAC TAACGACGAT ATGCTTTGGG GAGCTGTAAG 1140 

TAAGCTTTGA TCCAGAGATT TCCGAATGGG GAAACCCAGC ATGAGTTATG TCATGTTATC 1200 

40 

GATATGTGAA TACATAGCAT ATCAGAAGGC ACACCCGGAG AACTGAAACA TCTTAGTACC 1260 

CGGAGGAAGA GAAAGAAAAT TCGATTCCCT TAGTAGCGGC GAGCGAAATG G 1311 
(2) INFORMATION FOR SEQ ID NO: 3542: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
so (D) TOPOLOGY: linear 



20 



25 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3542: 
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CGCTAGAGTA GAACGTTGCC AGGCAAATGA CAAATCGGAG AATTAGCTCA GCTGGGAGAG 120 

CATCTGCCTT ACAAGCAGAG GGTCGGCGGT TCGAACCCGT CATTCTCCAC CATTTATTCT 180 

5 TAGATATAGC CGGCCTAGCT CAATTGGTAG AGCAACTGAC TTGTAATCAG TAGGTTGGGG 240 

GTTCAAGTCC TCTGGCCGGC ACCATCTTTT GAGCCATTAG CTCAGCTGGT AGAGCATCTG 300 

ACTTTTAATC AGAGGGTCAG AGGTTCGAAT CCTCTATGGC TCATTACGAT TTAATTTTTA 360 

10 

TATTTAGCAA AATAATGCAG AAGTAGTTCA GCGGTAGAAT 400 
(2) INFORMATION FOR SEQ ID NO: 3543: 

J5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 804 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3543: 
GTGAGAGTGA CGTTATGTTA TGTAAATAAC AGTTAATTAT ACCGGTGGTC GGGGTCGAAC 60 

25 

CGCACTCCAC AAGTGGAAGA GaTTTTGAGT CCCGCGCGTC TGCCAATTCC GCCACACCGG 120 
CTTAATGGTA AACAAAAAAC TTCCCTTTGG AAGCAATTAT GGAGCGGAAG ATAGGATTTA 180 
CACCTATACC TCGTTCCGGG aAGGAAC t Gg TTcTAAAAGT TGAACTACTC CCGCAAATAT 240 

30 

TAAATTATGG AGCGGAAGAT AGGATTTACA CCTATACCTC ATTCCAGGAA GGAATGTATT 300 
CTAAGAGTTG AAATACTCCC GCATTATTAT TAAATTATGG AGCGGAAGAT AGGATTTGCA 360 

35 CCTATACCTC GTTCCGGGAA GGAckTGTTt CTAAAAGTTG AACTACTCCC GCATAAACCT 420 

GGAGGCGGCA ACCGGATTTG AACCGGTGAT AAAGGTTTTG CAGACCTCTG CCTTACCACT 480 
TGGCTATGCg CcAATAACTG GGCTAGCTGG ATTCGAACCA ACGAGTGACG GATmAAAGTC 540 

40 CGTTGCCTTA CCGCTTGGCT ATAGCCCATT AATAATAAGG GCGGCTGAAG GGGATCGAAC 600 

CCTCGAATGT CGGAACCACA ATCCGATGTG TTAACCACTT cACCACAGCC GCCATGGCAG 660 
GGGCAGTAGG AATCGAACCC ACACCAAAGT TTTGGaGACC TCTATTCTAC CGTTGAACTA 720 

45 

TGCCCCTATT aAAAATaaTA ATkGGAGGGG GGCAGATTCG AAnTGCCGAA CCCGAAGGAG 780 
CGGGATTTAC ATTCCGCCGG GTTT 804 
(2) INFORMATION FOR SEQ ID NO: 3544: 

50 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

55 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3544: 

ATGATGTCGT TGCACAATCA ATTGATAAAT TACATTATAG CTTTAATCGT TTGAAGTATA 60 

GTTTGAAACC AGTAGTCACA GCTGTTCAAG GTCGTGCCTT AGGCGGTGGC TGTGAGCTTG 120 

TACTTTACTC ACCTATTGTT GTCGCTGCAA GTGAAACATA TATCGGTCTT GTTGAAGCAG 180 

GTGTTGGCTT ATTACCGAGT GGCGGTGGCC TTGCAGAAAT GGCTGATCGC ATATTACGCA 240 

CATCGCATAA GTTTGATkAC AAACAAGCTT CCATGACAAA AGTACTGACG AATATCGCAT 300 

TTGCGAAAGT CTCTACAAAT GCCTTTGAGG CACGTCGTTA TGGTTATTTA CGTGGATACA 360 

GATACGATTA TTTTCAATAC AGCACAACGT GTCCGAAGTT 400 
(2) INFORMATION FOR SEQ ID NO: 3545: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 474 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3545: 

CCGGCATTCT CACTTCTAAG CGCTCCACAT GTCCTTACGA TCATGCTTCA ACGCCCTTAG 60 

AACGCTCTCC TACCATTGTC CAAAGGnATC nCACAGCTTC GGTAATATGT TTAGCCCCGG 120 

TACATTTTCG GCGCAGTGTC ACTCGACTAG TGAGCTATTA CGCACTCTTT AAATGATGGC 180 

TGCTTCTAAG CCAACATCCT AGTTGTCTGG GCAACGCaCA TCCTTTTCCA CTTAACATAT 240 

35 ATTTTGGGAC CTTAGCTGGT GGTCTGGGCT GTTTCCCTTT CGAACACGGA CCTTATCACC 300 

CATGTTCTGA CTCCCAAGTT AAATTAATTG GcATTCGGAG TTTGTCTGAA TTCGGTAACC 360 

CGAGAGGGGC CCCTCGTCCA AAcAGTGGCT CTACCTCCAA TAATCATCAn TTGAGGCTAG 420 

40 CCCTAAAGCT AATTCGGAGA GAACCAGTAT CTCCAGTTCG ATTGGAATTC TnCG 474 
(2) INFORMATION FOR SEQ ID NO: 3546: 
(i) SEQUENCE CHARACTERISTICS: 

45 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3546: 
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GCAATTCGTA AAGTTGAAAC ATCAACATTA GGTGAAGAAA GTGAAAATGA CTTTATCGGT 120 

CTGTTCAGCG ATATGGATTT GAGTTCAACG CGACTAGGTA ACAATGTCAA AGAACGTACT 180 

5 

GCTTTAATCT CTAAAGTCAT GGTTAATCTT GACGACTTAC CATTCGTTCA CAGTGACATG 240 

GAAATTGATA TGTTAGGTGA TGCATATGAA TTCCTAATTG GGCGCTTTGn GCGACACGGG 300 

TAAAAAAAGC AGGCGAGTTC TATACACCAC AACAAGTATC TAAGATACTG GCGAGATTGT 360 

10 

CACAGACGGT AAAGATAAnT ACGTCACGTG TATGACCCAA 400 
(2) INFORMATION FOR SEQ ID NO: 3547: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNBSS : double 

(D) TOPOLOGY: linear 

20 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3547: 
AACGTTTTCA CTTCGCCAAG CCATTTTTCT TTGTGTTTAC TTTTTATTTT GACGTTTTAG 60 

25 

ACATAAAAAA AAGAGACCTT GCGGTCTCAA TGCGGCTCAT CGCATCCATT TTTTGCCTGG 120 
CAACGTTCTA CTCTAGCGGA ACGTAAGTTG GCTACCATCG ACGCTAAGAA CCTTTCTTGA 180 
CTTGTGACAA TCGCTTGCTT CTTTCCTCTT CTTCGGCTCT CGCTTACTCA TTTAGCTCTA 24 0 

30 

CTAAACTCGT TGCGCTCTTT TCTCGTTTCG TCAGATTCAA ACGTTTTCAC TTCGCCAAGC 300 

CATTTTTCTT TGTGTTTGCT TTTTATTTTG ACGTTTTAGA CATAAAAAAA AGAGACCTTG 360 

35 CGGTCTCAAT GCGGCTCATC GCATCCAnTT TTTGCCTGGC 400 

(2) INFORMATION FOR SEQ ID NO: 3548: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3548: 
ATGATGTCGT TGCACAATCA ATTGATAAAT TACATTATAG CTTTAATCGT TTGAAGTATA 60 
GTTTGAAACC AGTAGTCACA GCTGTTCAAG GTCGTGCCTT AGGCGGTGGC TGTGAGCTTG 120 

SO 

TACTTTACTC ACCTATTGTT GTCGCTGCAA GTGAAACATA TATCGGTCTT GTTGAAGCAG 180 
GTGTTGGCTT ATTACCGAGT GGCGGTGGCC TTGCAGAAAT GGCTGATCGC ATATTACGCA 24 0 
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TTGCAAAGTC TCTACAAATG CCTTTGAGGC ACGTCGTTAT GGTTATTTAC GTGATACAGA 360 
TACGATTATT TTCAATACAG CACAACGTGT CCGAAGTTGG 400 

5 

{2) INFORMATION FOR SEQ ID NO: 3549: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

io (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3549: 

AGGTTACTCC ACCGGCTTCG GGTGTTACAA ACTCTCGTGG TGTGACGGGC GGTGTGTACA 60 

AGACCCGGGA ACGTATTCAC CGTAGCATGC TGATCTACGA TTACTAGCGA TTCCAGCTTC 120 

20 ATGTAGTCGA GTTGCAGACT ACAATCCGAA CTGAGAACAA CTTTATGGGA TTTGCTTGAC 180 

CTCGCGGTTT CGCTGCCCTT TGTATTGTCC ATTGTAGCAC GTGTGTAGCC CAAATCATAA 240 

GGGGCATGAT GATTTGACGT CATCCCCACC TTCCTCCGGT TTGTCACCGG CAGTCAACTT 300 

25 

AGAGTGCCCA ACTTAATGAT GGCAACTAAG CTTAAGGGTT GCGCTCGTTG CGGGACTTAA 360 

CCCAACATCT CACGACACGA GCTGACGACA ACCATGCACC 400 



(2) INFORMATION FOR SEQ ID NO: 3550: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3550: 

40 CGAACGGACG AGAAGCTTGC TTCTCTGATG TTAGCGGCGG ACGGGTGAGT AACACGTGGA 60 

TAACCTACCT ATAAGACTGG GATAACTTCG GGAAACCGGA GCTAATACCG GATAATATTT 120 

TGAACCGCAT GGTTCAAAAG TGAAAGACGG TCTTGCTGTC ACTTATAGAT GGATCCGCGC 180 

TGCATTAGCT AGTTGGTAAG GTAACGGCTT ACCAAGGCAA CGATGCATAG CCGACCTGAG 240 

AGGGTGATCG GCCACACTGG AACTGAGACA CGGTCCAGAC TCCTACGGGA GGCAGCAGTA 300 

GGGAATCTTC CGCAATGGGC GAAACCTGAC GGAGCAACGC CGCGTGAGTG ATGAAGGTCT 360 

SO 

TCGGATCGTA AAACTCTGTT ATTAGGGAAG AACATATGTG 400 
(2) INFORMATION FOR SEQ ID NO: 3551: 
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(A) LENGTH: 506 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3551: 

10 ACAAGGTAGC CGTATCGGAA GGTGCGGCTG GATCACCTCC TTTCTAAGGA TATATTCGGA 60 

ACATCTTCTT CAGAAGATGC GGAATAACGT GACATATTGT ATTCAGTTTT GAATGTTTAT 120 

TTAACATTCA AATATTTTTT GGTTAAAGTG ATATTGCTTA TGCGAGCGCT TGACAATCTA 180 

TTCTTTTTAA AGAAAGCGGT TGTTAGACAA TGCATTAAGA AAAATTAAAG CGGAGTTTAC 24 0 

TTTTGTAAAT GAGCATTTGA TTTTTTGAAA ATAAAGCAGT ATGCGAGCGC TTGACTAAAA 300 

AGAAATTGTA CATTGAAAAC TAGATAAGTA AGTaAAATAT AGATTTTACC AAGCAAAACC 360 

GAGTGAATAA AGAGTTTTAA ATAAGCTTGA ATTCATAAGA aTAATCGCTA GTGTTCGAAA 420 

GAACACTCAC AAGATTAATA ACGCGTTTAA ATCTTTTTAT AAAAGAnAAC GTTTAGCAGA 480 

CAATGAGTTA AATTATTTTA AAGCAG 506 
(2) INFORMATION FOR SEQ ID NO: 3552: 



75 



20 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2209 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 



35 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3552: 

AAGCTGAGGC CGACAGTGGn GCGATGGATA ACAGGTTGAT ATTCCTGTAC CACCTATAAT 60 

CGTTTTAATC GATGGGGGGA CGCATAGGAT AGGCGACGTG TCGATTGGAT TGCACGTCTA 120 

AGCAGTAAGG CTGAGTATTA GGCAAATCCG GTACTCGTTA AGGCTGAGCT GTGATGGGGA 180 

GAAGACATTG TGTCTTCgAG GTCGTTGATT TCACACTGCC GAGAAAAGCC TCTAGATAGA 24 0 

AAATAGGTGC CCGTACCGCA AACCGACACA GGTAGTCAAG ATGAGAATTC TAAGGTGAGC 300 

GAGCGAACTC TCGTTAAGGA ACTCGGCAAA ATGACCCCGT AACTTCGGGA GAAGGGGTGC 360 

TCTTTAGGGT TAACGCCCAG AAGAGCCGCA GTGAATAGGC CCAAGCGACT GTTTATCAAA 420 

50 AACACAGGTC TCTGCTAAAC CGTAAGtGAn TGTATAGGGG CTGACGCCTG CCCGGTGCTG 480 

GAAGGTTAAG AGGAGTGGTT AGCTTCTGCG AAcTAcGaAT CGAAGCCCCA GTAAACGGCG 54 0 

GCCGTAACTA TAACGGTCCT AAGGTAGCGA AATTCCTTGT CGGGTAAGTT CCGACCCGCA 600 

55 



40 



45 
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GTGAAGATGC AGGTTACCCG CGACAGGACG GAAAGACCCC GTGGAGCTTT ACTGTAGCCT 720 

GATATTGAAA TTCGGCACAG CTTGTACAGG ATAGGTAGGA GCCTTTGAAA CGTGAGCGCT 780 

5 

AcTTaCgTGG aGGCGCTGGT GGGATACTAC CCTAGCTGTG TTGGCTTTCT AACCCGCACC 840 

ACTTATCGTG GTGGGAGACA GTGTCAGGCG GGCAGTTTGA CTGGGGCGGT CGCCTCCTAA 900 

w AAGGTAACGG AGGCGCTCAA AGGTTCCCTC AGAATGGTTG GAAATCATTC ATAGAGTGTA 960 

AAGGCATAAG GGAGCTTGAC TGCGAGACCT ACAAGTCGAG CAGGGTCGAA AGACGGACTT 1020 

AGTGATCCGG TGGTTCCGCA TGGAAGGGCC ATCGCTCAAC GGATAAAAGC TACCCCGGGG 1080 

75 ATAACAGGCT TATCTCCCCC AAGAGTTCAC ATCGACGGGG AGGTTTGGCA CCTCGATGTC 1140 

GGCTCATCGC ATCCTGGGGC TGTAGTCGGT CCCAAGGGTT GGGCTGTTCG CCCATTAAAG 1200 

CGGTACrtnGg CTGGGTTCAG AACGTCGTGA GaCAGTTCGG TCCCTATCCG TCGTGGGCGT 1260 

20 

AGGAAATTTG AGAGGAGCTG TCCTTAGTAC GAGAGGACCG GGATGGACAT ACCTCTGGTG 1320 

TACCAGTTGT CGTGCCAACG cATnAGCTGG GTAGCTATGT GTGGACGGGA TAAGTGCTGA 1380 

AAcATnCTnA AGCATGAAGC CCCCCTCAAG ATGAGATTTC CCAACTTCGG TTATAAGATC 1440 

CCTCAAAGAT GATGAGGTTA ATAGGTTCGA GGTGGAAGCA TGGTGACATG TgGGAGCTGA 1500 

CGAATACTAA TCGATCGAAG ACTTAATCAA AATAAATGTT TTGCGACAAA tnCaCTTTTA 1560 

CTTACTATCT AGTTTTGAAT GTATAAATTA CATTCATATG TCTGGTGACT ATAGCAAGGA 1620 

30 

GGTCACACCT GTTCCCATGC CGAACACAGA AGTTAAGCTC CTTAGCGTCG ATGGTAGTCG 1680 

AACTTACGTT CCGCTAGAGT AGAACGTTGC CAGGCAGTTT TTTAATCAAA TTTTGGTTAA 1740 

35 AAAATAAAAT GGACAAGATA AAAAAAGTTA TTGACTTAAA TGTTAATAAA ATGTATAATT 1800 

AATTCTTGTC GGTAAGAAAA ATGAACATTG AAAACTGAAT GACAATATGT CAACGTTAAT 1860 

TCCAAAAAAC GTAACTATAA GTTACAAACA TTATTTAGTA TTTATGAGCT AATCAAACAT 1920 

40 CATAATTTTT ATGGAGAGTT TGATCCTGGC TCAGGATGAA CGCTGGCGGC GTGCCTAATA 1980 

CATGCAAGTC GAGCGAACGG ACGAGAAGCT TGCTTCTCTG ATGTTAGCGG CGGACGGGTG 2040 

AGTAACACGT GGATAACCTA CCTATAAGAC TGGGATAACT TCGGGAAACC GGAGCTAATA 2100 

45 

CCGGATAATA TTTTGAACCG CATGGTTCAA AAGTGAAAGA CGGTCTTGCT GTCACTTATA 2160 

GATGGATCCg CGCTGCATTA GCTAGTTGGt AAGGtAACGG CTTTACCCA 2209 
(2) INFORMATION FOR SEQ ID NO: 3553: 

SO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 518 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

55 



2582 



EP 0 786 519 A2 



10 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3553: 

CTAGATAAGT AAGTAAAATA TAGATTTTAC CAAGCAAAAC CGAGTGAATA AAGAGTTTTA 60 

AATAAGCTTG AATT CAT AAG AAATAATCGC TAgTGTTCGA AAGAACACTC ACAAGATTAA 120 

TAACGCGTTT CCTGTAGGAT GGAAACATAG ATTAAGTTAT TAAGGGCGCA CGGTGGATGC 180 

CTTGGCACTA GAAGCCGATG AAGGACGTTA CTAACGACGA TATGCTTTGG GGAGCTGTAA 240 

GTAAGCTTTG ATCCAGAGAT TTCCGAATGG GGAAACCCAG CATGAGTTAT GTCATGTTAT 300 

CGATATGTGA ATACATAGCA TATCAGAAGG CACACCCGGA GAACTGAAAC ATCTTAGTAC 360 

CCGGAGGAAG AGAAAGAAAA TTCGATTCCC TTAGTAGCGG CGAGCGAAAC GGGAAGAGCC 420 

CAAACCAACA AGCTTGCTTG TTGGGGTTGT AGGaCACTCT ATACGGAGTT ACaAAGGmCG 480 

20 ACATTrGACG AaTCATCTGG gAAAGwTGaT CCAAGGAA 518 

(2) INFORMATION FOR SEQ ID NO: 3554: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 587 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3554: 
AGAATGACGG GTTCGAACCG CCGACCCTCT GCTTGTAAGG CAGATGCTCT CCCAGCTGAG 60 
CTAATTCTCC GATTTAAAAC TGCCTGGCAA CGTTCTACTC TAGCGGAACG TAAGTTsGAC 120 
TACCATCGAC GCTAAGGAGC TTAACTTCTG TGTTCGGCAT GGGAACAGGT GTGACCTCCT 180 
TGCTATAGTC ACCAGACATA TGAATGTAAT TTATACATTC AAAACTAGAT AGTAAGTAAA 240 
AGTGATTTTG CTTCGCAAAA CATTTATTTT GATTAAGTCT TCGATCGATT AGTATTCGTC 300 
AGCTCCACAT GTCACCATGC TTCCACCTCG AACCTATTAA CCTCATCATC TTTGAGGGAT 360 
CTTATAACCG AAGTTGGGAA ATCTCATCTT GAGGGGGGCT TCATGCTTAG ATGCTTTCAG 420 
45 CACTTAtCCC GTCCACACAT AGCTACCCAG CTATGCCGTT GGCACGACAA CTGGTACACC 480 
AGAGGTATGT CCATCCCGGT CCTCTCGTAC TAAGGACAGC TCCTCTCAAA TTTCCTACGC 540 
CCACGACGGa TAGGGaCCGA ACTGtCTCAC GACGTTCTGA ACCCAGA 587 

50 

(2) INFORMATION FOR SEQ ID NO: 3555: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 399 base pairs 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



5 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3555: 
GAATCTGAAT CGCTATCTGA ATCCGAGTCA CTGTCGGAAT CTGAGTCACT GTCGGAATCT 60 
10 GAATCGCTAT CTGAATCTGA ATCGCTGTCT GAATCTGAAT CGCTGTCTGA ATCTGAGTCG 120 

CTATCTGAGT CGGAATCGCT ATCTGAGTCG GAATCACTGT CGGAATCTGA ATCGCTGTCT 180 
GAGTCGGAAT CACTGTCGGA GTCAGAATCG CTGTCTGAGT CGGAATCACT GTCGGAATCT 240 
GAATCGCTAT CTGAATCTGA ATCGCTATCT GAATCCGAGT CACTGTCTGa GTCAGAATCG 300 
CTATCTGGAA TCTGGAGTCA CTGTCGGaAT CTGAGTCACT GGTCTGGAGT CAGAATCGCT 360 
ATCTGGAATC CGAnGTCATG GTCTGAGTCG GGaATCGCT 399 

20 

(2) INFORMATION FOR SEQ ID NO: 3556: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3556: 

ATTCATCTTT CCAGATGATT CGTCTAATGT CGTCCTTTGT AACTCCGTAT AGAGTGTCCT 60 
ACAACCCCAA CAAGCAAGCT TGTTGGTTTG GGCTCTTCCC GTTTCGCTCG CCGCTACTAA 120 

35 

GGGAATCGAA TTTTCTTTCT CTTCCTCCGG GTACTAAGAT GTTTCAGTTC TCCGGGTGTG 180 
CCTTCTGATA TGCTATGTAT TCACATATCG ATAACATGAC ATAACTCATG CTGGGTTTCC 240 
CCATTCGGAA ATCTCTGGAT CAAAGCTTAC TTACAGCTCC CCAAAGCATA TCGTCGTTAG 300 

40 

TAACGTCCTT CATCGGCTTC TAGTGCCAAG GCATCCACCG TGCGCCCTTA ATAACTTAAT 360 
CTATGTTTCC ATCCTACAGG AAACGCGTTA TTAATCTTGT 4 00 

45 (2) INFORMATION FOR SEQ ID NO: 3557: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 657 base pairs 

(B) TYPE: nucleic acid 
so (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3557: 
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ACAACTGGTA CACCAGAGGT 
CAAATTTCCT ACGCCCACGA 

5 

CTCGCGTACC GCTTTAATGG 

GCGATGAGCC GACATCGAGG 
10 AGCCTGTTAT CCCCGGGGTA 

CCGGATCACT AAGTCCGTCT 

CTTATGCCTT TACACTCTAT 
15 CGTTACCTTT TAGGAGGCGA 

ACGATAAGTG GTGCGGGTTm 

CCCACTAATA GCGCTCACGT 

20 

(2) INFORMATION FOR SEQ ID NO: 3558: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
25 {C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



30 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3558: 

GAGTCCATGG GTGAAAGAAG CATCTGCAGC AACTGTAGCA GGTATTGCTG GAACTAATAA 60 
TGGTATTACT GTTGCAGCAG GTACTTTCAA CCCTGCTGAT ACAATTCAAG TTGTTGCAAC 120 

35 GCAAGGACAG CGGAGAGACA GTGAGTGATG AGCAACGTAT nnTnGATTTC ACAGTTGTCG 180 
CACCACAACC GAACCAAGCG ACTACTAAGA TTTGGCAAAA TGGTCATATT GATATCACGC 240 
CTAATAATCC ATCAGGACAT TTAATTAATC CAACTCAAGC AATGGATATT GCTTACACTG 300 

40 

AAAAAGTGGG TAATGGTGCA GAACATAGTA AGACAATTAA TGTTGTTCGT GGTCAAAATA 360 
ATCAATGGAC AATTGCGAAT AAGCCTGACT ATGTAACGTT 4 00 

(2) INFORMATION FOR SEQ ID NO: 3559: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
CO STRANDEDNESS: double 

so (D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3559: 

55 



ATGTCCATCC CGGTCCTCTC GTACTAAGGA CAGCTCCTCT 120 

CGGATAGGGA CCGAACTGTC TCACGACGTT CTGAACCCAG 180 

GCGAACAGCA AnCCCTTGGG ACCGACTACA GCCCCAGGAT 240 

TGCCAAACCT CCCCGTCGAT GTGAACTCTT GGGGGAGATA 300 

GCTTTTATCC GTTGAGCGAT GGCCCTTCCA TGCGGAACCA 360 

TTCGAcCCTG CTCGACTTGT AGGTCTCGCA GTCAAGCTCC 420 

GAATGATTTC CAACCATTCT GAGGGAACtT TGAGCGCCTC 480 

CCGCCCCAGT CAAACTGCCc GCcTGACACT GTCTACcmCC 540 

GmAAGCCAAC ACAGCTAGGG TAGTATCCCA CCAGCGCCTn 600 

TTCAAAGGCT CCTACCTATC CTGTACAAGC TGTGCCG 657 
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ATGTCATCGC GCAAGGTGCA TTACCCGTTG GATTATTACC GAATATCATT GTGGACGATA 



240 



AGGCATATGT TGTACCTATG ATGGTGGAAG AGCCTTCAGT TGTCGCTGCA GCTAGTTATG 



300 



GTGCAAAGCT AGTGAATCAG ACTGGCGGAT TTAAAACGGT ATCTTCTGAA CGTATTATGA 



360 



TAGGTCAAAT CGTCTTTGAT GGCGTTGACG ATACTGAAAA ATTATCAGCA GACATTAAAG 



420 



CTTTAGAAAA GCAAATTCAT AAAATTGCGG ATGAGGCATA TCC 



463 
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20 
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(2) INFORMATION FOR SEQ ID NO: 3562: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 643 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3562: 

AATTTAAACC CAATTGTCTG GCAAAACGTT TTCCTTTATA AAAAGATTTA AACGCGTTAA 60 

TTAATCTTGG TGCnGGTCTT TCGAACACTA GCGATTATTT CTTATGAATT CAAGCTTATT 120 

TAAAACTCTT TATTCACTCG GTTTTGCTTG GTAAAATCTA TATTTTACTT ACTTATCTAG 180 

TTTTCAATGT ACAATTTCTT TTTAGTCAAG CGCTCGCATA CTGCTTTATT TTCAAAAAAT 240 

CAAATGCTCA TTTACAAAAG TAAACTCCGC TTTAATTTTT CTTAATGCAT TGTCTAACAA 300 

CCGCTTTCTT TAAAAAGAAT AGATTGTCAA GCGCTCGCAT AAGCAATATC ACTTTAACCA 360 

AAAAATATTT GAATGTTAAA TAAACATTCA AAACTGAATA CAATATGTCA CGTTATTCCg 420 

CATCTTCTGA AGAAGATGTT CCGAATATAT CCTTAGAAAG GAGGTGATCC AGCCGCACCT 480 

TCCGATACGG CTACCTTGtT ACGACTTCAC CCCAATCATT TGTCCCACCT TCGACGGCTA 540 

GCTCCTAAAA GGTTACTCCA CCGGCTTCGG GTGTTACAAA CTCTCGTGGT GTGACGGGCG 600 

GTGTGTACAA GACCCGGGAA CGTATTCACC GTAGCATGCC TCG 643 
(2) INFORMATION FOR SEQ ID NO: 3563: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3563: 
GATAAATCCA AATAGTGCAC TATAAAAAAT AATATCTACT AAAGTATCTT TATGTAATCC 60 
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TTCCATACCA TCGTACACTC AGTGGTCCTA AGTTAAATGC CACAGGATCT ATATAGTTAA 



180 



ATACAATACC CATTCAACCT ACTCCTCACT CTTATGACTG TTCTTGATAA TTTCTTCATT 



240 



TAATCTTTCA CTAAATTCTT CGGCCGTGTT AATGCCCATG ATATTTAATC GATAGTTCAT 



300 



TGCAGCGACC TCAATAATTA CCGCAACATT TCTACCAGGT CTTACAGGTA TTGGTTTTTT 



360 



TTAGTGGnTT TCAGTATCTA AAATACTTAG CGTCTCTTCA 



400 
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(2) INFORMATION FOR SEQ ID NO: 3564: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3564: 

TCGTCAGCnC nTGTCGTGAG ACGTTGGGTT AAGTCCCGCA ACGAGCGCAA CCCTTAAGCT 60 

TAGTTGCCAT CATTAAGTTG GGCACTCTAA GTTGACTGCC GGTGACAAAC CGGAGGAAGG 120 

TGGGGATGAC GTCAAATCAT CATGCCCCTT ATGATTTGGG CTACACACGT GCTACAATGG 180 

ACAATACAAA GGGCAGCGAA ACCGCGAnGT CAAGCAAATC CCATAAAGTT GTTCTCAGTT 240 

CGGATTGTAG TCTGCAACTC GACTACATGA AGCTGGAATC GCTAGTAATC GTAGATCAGC 300 

ATGCTACGGT GAATACGTTC CCGGGTCTTG TACACACCGC CCGTCACACC ACGAGAGTTT 360 

GTAACACCCG AAGCCGGTGG AGTAACTTTT AGGAGCTAGC 400 
(2) INFORMATION FOR SEQ ID NO: 3565: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3565: 

CAAACCATTT GTAGCTATTT GTAACTCTTA TATTGATATT GTTCCTGGAC ATGTTCACTT 60 

GAGAGAGCTT GCAGATATAG CTAAAGAAGC AATTAGAGAA GCCGGTGCCA TTCCATTTGA 120 

ATTCAATACA ATTGGTGTTG ATGATGGAAT AGCTATGGGA CATATCGGAA TGCGATATTC 180 

TCTACCATCA CGTGAAATTA TTGCAGATGC AGCTGAAACT GTAATTAACG CTCATTGGTT 240 

TGACGGCGTA TTTTACATTC CTAATTGTGA CAAGATTACA CCCGGTATGA TTTTAGCAGC 300 
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TGCACATGGA AAAGCATTAA CACTTTCATC AATGTTTGAA 400 
(2) INFORMATION FOR SEQ ID NO: 3566: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 420 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3566: 

75 AAATTACGTA CAtATTTAAA GCTGACGGCA CTATGACTGC AGGAACATCT GCCCCACTTT 60 

CTGATGGTGC AGGATTTGTA GTTTTAATGT CTGGAGATAA AGTGAAAGAA CTCGGcGTGA 120 

CACCTATTGC ACGATTCGTT GGTTTTAAGG CAGTAGGCGT TGACCCGAAA ATTATGGGTA 180 

20 TTGGGCCTGC ATATGCGATT CCTGAAGTAT TGTCACTCAG CAATCTATCT GTTGAAGACA 24 0 

TTGATTTGAT CGAATTGAAC GAAGCATTTG CTTCTCAAAC GATTGCATCT ATTAAAGAAG 300 

TAGGTCTAGA TATATCACGT ACGAATGTGA ATGGTGGCGC TATTGCTTkA GGTCATCCAT 360 

25 

TAGGTGCTAC AGGCGCaATG TTAACCGCGC GTTTACtTAA TGAAATGGGT AGACGTCCCG 420 

(2) INFORMATION FOR SEQ ID NO: 3567: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3567: 
TACGGGAAGT AGCTCAGCTT GGGTAGAGCA CTTGGTTTGG GACCAAGGGG TCGCAGGTTC 60 
40 GAATCCTGTC TTCCCGATAT ACTGTAATTA TTATGGGGGC TTAGCTCAGC TGGGAGAGCG 120 

CCTGCTTTGC ACGCAGGAGG TCAGCGGTTC GATCCCGCTA GTCTCCACCA TATTATTTAC 180 
AAACTATATA AGGCGGTGTA GCTCAGCTGG CTAGAGCGTA CGGTTCATAC CCGTGAGGTC 240 

45 

GGGGGTTCGA TCCCCTCCAC CGCCACTATT TATTAGTTGT AAAATTATAT TTAGGACCTT 300 
TAGCTCAGTT GGTTAGAGCT AACGGCTCAT AACCGTTCGG TCGCAGGTTC GAGTCCTGCA 360 
GGTCCCATAT AATTTTGGAG GAATACCCAG TCCGGCTGAA 400 

50 

(2) INFORMATION FOR SEQ ID NO: 3568: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

55 
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75 



20 



(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3568: 

TTAGCCAATC CCCATTCTGG ACGTACCTCA CTCCAATCAC TCGCAAACCG CTGCGCTTCT 60 

10 TCCACTGGAT GATTCACACG ACCAATCGTT GGCAGTTTGT CCAAACGTTC GCGATTCGGT 120 

GTTTCAGAAA TCATCGGCAT CGCGTCATTC AATGATTCAT ATGCATCTAA AGCAATAGAA 180 

GATAATGTGT CTGGCACATA TACCCATGCC AACGTATCAG TAGACGTATG ATGTTCTGCT 24 0 

ACCGCAAAAA CAGTTGTCTC TGGAnTATAC ACACCTGATT GTTTTAATCC TTGTCTGACA 300 

TTTGGACGAT TACATATCAT CGCTAATAAC TTAGCATTnA AAACCGCTTG ATGCGCCACC 360 

ACAAGCCCCA CATTTCAAGT GATGGCATGG nTGTGGGTTn 400 

(2) INFORMATION FOR SEQ ID NO: 3569: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 400 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3569: 

CCCCGACCTC ACGGGTATGA ACCGTACGCT CTAGCCAGCT GAGCTACACC GCCTTATATA 60 

GTTTGTAAAT AATATGGTGG AGACTAGCGG GATCGAACCG CTGACCTCCT GCGTGCAAAG 120 

CAGGCGCTCT CCCAGCTGAG CTAAGCCCCC ATAATAATTA CAGTATATCG GGAAGACAGG 180 

ATTCGAACCT GCGACCCCTT GGTCCCAAAC CAAGTGCTCT ACCAAGCTGA GCTACTTCCC 240 

GTATAATTAA CGCGCCCGAT AGGAGTCGAA CCCATAACCT CTTGATCCGT AGTCAAACGC 300 

TCTATCCAAT TGAGCTACGG GCGCATATGT TTTTATTGAA AATGGTGCCG AGGACCGGAA 360 

TCGAACCGGT ACGTGATCAC TCACCGCAGA TTTTAAGTCC 400 
4S (2) INFORMATION FOR SEQ ID NO: 3570: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 542 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
so (D) TOPOLOGY: linear 



35 



40 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3570: 
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10 



GTTTTTATCC GTTGAGCGAT GGCCnTCCCA TGGGGACCTA CCGGATCACT AAGTCCGTCT 120 

TTTCGACCCT GCTTCGACTT GTAGGTCTCG CAGTCAAGCT CCCTTATGCC TTTACACTCT 180 

ATGAATGATT TCCAACCATT CTGAGGGAAC CTTTGAGCGC CTCCGTTACC TTTTAGGAGG 240 

CGACCGCCCC AGTCAAACTG CCCGCCTGAC ACTGTCTCCC ACCACGATAA GTGGTGCGGG 300 

TTAGAAAGCC AACACAGCTA GGGTAGTATC CCACCAGCGC CTCCACGTaA GyTAGCGCTC 360 

ACGTTTCAAA GGCTCCTACC TATCCTGTAC AAGCTGTGCC GAATTTCAAT ATCAGGCTAC 420 

AGTAAAGCTC CACGGGGTCT TTCCGTCCTG TCGCGGGTAA CCTGCATCTT CACAGGTACT 480 

75 ATGATTTCAC CGAGTCTCTC GTTGAGACAG TGCCCAAATC GTTACGCCTT TCGTGCGGGT 54 0 

CG 542 
(2) INFORMATION FOR SEQ ID NO: 3571: 



20 



25 



35 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 619 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3571: 

30 ATGCCCGACC ACATGGAGCT TCCAATCCCA TTGCTCTAAC CAATGAGCTA CTGAACCATa 60 

aTaAAAATGT AAtGATGGCG GTCTCGACGG GAATCGAACC CGCGATCtCn GCGTGACAGG 120 

CAGGCGTGTT AACCCCTACA CTACGAGACC TATAAAATAT TGCGGGAGGC GGATTTGAAC 180 

CACCGGACTT CGGGTTATGA GCCCGACGAG CTACCGAACT GCTCCATCCC GCGATAATAA 240 

AAAATAATGG CGGAGGAAGA GGGATTCGAA CCCCCGCGGC CCGTTAAGGC CCTGTCGGTT 300 

TTCAAGACCG ATCCCTTCAG CCGGACTTGG GTATTCCTCC ATTATTATAG GTAAATCGCT 360 

ATTAATTATA AAATTAAATG GCGGTCTCGA CGGGAATCGA ACCCGCGATC TCCTGCGTGA 420 

CAGGCAGGCG TGTTAACCGC TACACTACGA GACCATTAGT AAAACGGAGG AAGAGGGATT 4 80 

CGAACCCCCG CGAGCCGTTA AGCCCCTGTC GGTTTTCAAG ACCGATCCCT TCAGCCGGAC 540 

TTGGGTATTC CTCCAAAATT ATATGGACCT TGCAGGACTC GAACCTkCGA CCGAACGGTT 600 

ATGAGCCGTT AGCTCTAAC 619 
50 (2) INFORMATION FOR SEQ ID NO: 3572: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
ss (C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3572: 

GGTGAAGACA TCACGTATCA AGAAGCATGG GCAGATGAAG AATATCGTGA AGACTTAAAA 60 

GCAGAATTAA TTGATCAAGC GGTTACTTCA TTGAGCCACA AGATTTATTC AGTGCGATGA 120 

TTCGTGAAAT TGAAACGCAA GATTTCGATA TAGAACATCT AGCGACGGCG ATTCGCAAAG 180 

TTGAAACATC TACATTAGGT GAAGAAAGTG AAAATGACTT TATCGGGCTG TTCAGCGATA 240 

TGGATTTGAG TTCAACGCGA CTAGGTAACA ATGTCAAAGA ACGTACTGCT TTAATCTCTA 300 

AAGTCATGGT TAATCTTGAC GACTTACCAT TCGTTCACAG TGACATGGAA ATTGATATGT 360 

75 TAGGTGATGC ATATGAATTC CTAATCGGGC GCTTTGCGGC 400 
(2) INFORMATION FOR SEQ ID NO: 3S73: 



10 



20 



25 



30 



40 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3573: 

CAAATCGTAA CTCGCCGGTT CATTCTACAA AAGGCACGCC ATCACCCATT AACGGGCTCT 60 

GACTACTTGT AAGCACACGG TTTCAGGTTC TATTTCACTC CCCTTCCGGG GTGCTTTTCA 120 

CCTTTCCCTC ACGGTACTGG TTCACTATCG GTCACTAGAG AGTATTTAGC CTTAGGAGAT 180 

GGTCCTCCCA GATTCCGACG GAATTTCACG TGCTCCGTCG TACTCAGGAT CCACTCAAGA 240 

55 GAGACAACAT TTTCGACTAC AGGATTATTA CCTTCTTTGA TTCATCTTTC CAGATGATTC 300 

GTCTAATGTC GTCCTTTGTA ACTCCGTATA GAGTGTCCTA CAACCCCAAC AAGCAAGCTT 360 

GTTGGTTTGG GGCTCTTCCC ATTTCGCTCG CGG CTACTAA 400 
(2) INFORMATION FOR SEQ ID NO: 3574: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1051 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



SO (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3574: 

TCCCTCAAAG ATGGATGAGG TTAATAGGTT CGAGGTGGAA GCATGGTGAC ATGTGGCAGC 60 



55 
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TTTACTTACT 


ATCTAGTTTT 


GAATGTATAA 


ATTACATTCA 


TATGTCTGGT 


GACTATAGCA 


180 




AGGAGGTCAC 


ACCTGTTCCC 


ATGCCGAACA 


CAGAAGTTAA GCTCCTTAGC 


GTCGATGGTA 


240 


5 


GTCGAACTTA 


CGTTCCGCTA 


GAGTAGAACG 


TTGCCAGGCA 


TAATATTAAT 


CCACAGTAGC 


300 




TCAGTGGTAG 


AGCTATCGGC 


TGTTAACCGA 


TCGGTCGTAG 


GTTCGAGTCC 


TACCTGTGGA 


360 


10 


GCCATGGCTC 


CTtGGTCAAG 


CGGTTAAGAC 


ACCGCCCTTT 


CACGGCGGTA 


ACACGGGTTC 


420 




GAGTCCCGTA 


GnAGTCATTA 


TTTTGGAGAA 


TTAGCTCAGC 


TGGGAGAGCA TCTGCCTTAC 


480 




AAGCAGAGGG 


TCGGCGGTTC 


GAACCCGTCA 


TTCTCCACCA 


TTTTGATTAT 


TAAATTATAT 


540 


15 


GAATAAGCTG 


GAGGGGTAGC 


GAAgTGGCTA 


AACGCGGCGG 


ACTGTAAATC 


CGCTcCTTCG 


600 




GGTTCGGCAG 


TTCGAATCTG 


CCCCCCTCCA 


CCATCTATAT 


ATTGGGCTAT AGCCAAGCGG 


660 




TAAGGCAACG 


GACTTTGACT 


CCGTCACTCG 


TTGGTTCGAA 


TCCAGCTAGC 


CCAGCCATTA 


720 


20 


GAGCCATTAG 


CTCAGTTGGT 


AGAGCATCTG 


ACTTTTAATC 


AGAGGGTCAG 


AGGTTCGAAT 


780 




CCTCTATGGC 


TCACTACTTG 


CACTTTCCAT 


TTTTGGGAAG 


TGCTTTTTTT 


TAGGTTCTCC 


840 


25 


ACCAAATGTG 


GTGGGtATAT 


AATTTAAAGA 


ACTATTTTTA 


AAATACAACT 


TTTAGAGCTT 


900 


TTATTATTAG 


GCGGCCAGTC 


CATTATTGGG 


CTTGGTTGTC 


TTCTTTTTTT 


CTCCTTTGtA 


960 




CAAGCTGAAA 


ATCATCATTA 


TACGTGCtTA 


AAGTGTGAAA 


TTTCTGTAAC 


CAAAAGAATn 


1020 


30 


CACTTGATTA 


ATTnnATCTA 


TATAATGCCT 


C 






1051 



(2) INFORMATION FOR SEQ ID NO: 3575: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 476 base pairs 
55 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3575: 
GTGGAGCGCT TAGAAGTGAG AATGCAAGTG TGAgTAGCGA AAGACGGGTG AGAATCCCGT 60 
CCACCGATTG ACTAAGGTTT CCAGAGGAAG GCTCGTCCGC TCTGGGTTAG TCGGGTCCTA 120 

45 

AGCTGAGGCC GACACGTATG GCGATGGATA ACAGGTTGAT ATTCCTGTAC CACCTATAAT 180 
CGTTTTAATC GATGGGGGGA CGCATAGGAT AGGCGAcGTG s CGATTGG AT TGCACGTCTA 240 
50 AGCAGTAAGG CTGAGTATTA GGCAAATCCG GTACTCGTTA AGGCTGAGCT GTgATGGGGA 300 
GAAGACATTG TGTCTTCGAG TCGTTgATTT CACACTGCCG AGAAAAGCCT CTAGATAGAA 360 
AATAgGTGCC CGTaCCGCAA AaCCGACACA GGTAGTCCAA GATGnGAATT CTAAnGTGAA 420 

55 
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(2) INFORMATION FOR SEQ ID NO: 3576: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3576: 





TTTGTTCCTT 


TTTTAATTTA 


TATATTTAAA 


ATACACATAT 


TCAAGAGCTC 


GAGATATAAG 


60 


75 


TCAATGTACT 


AGGCACACAA 


TTTAATATTG 


ACAGTAATTA 


ACCGAACGAA AATGCGCCCC 


120 




GGGGCCCCAA 


CATAGAGAAT 


TTCGAAAAGA 


AATTCTACAG 


ACAATGCAAG 


TTGGCGGGGC 


180 




CCCAACATAG 


AAGCTGGCCA 


ATAGTTAGCT 


TTCAATAATG 


TGCAAGTTGG 


GGTAAGGGCC 


240 


20 


CCAACACAGA 


AGCTGGCCAA 


TAGTCAGCTT 


TCAATAATGT 


GCAAGTTGGG 


GTAAGGGCCC 


300 




CAACACAGAG 


AATTTCGAAA 


AGAAATTCTA 


CAGACAATGC 


AAGTTGGCGG 


GGCCCCAACA 


360 




CAGAAGCTGG 


GCCAATAGTC 


AGCTTTTCCA 


ATAATGTGGC 






400 



(2) INFORMATION FOR SEQ ID NO: 3577: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3577: 



40 



TGCATCTTCA 


CAGGTACTAT 


GATTTCACCG 


AGTCTCTCGT 


TGAGACAGTG 


CCCAAATCGT 


60 


TACGCCTTTC 


GTGCGGGTCG 


GAACTTACCC 


GACAAGGAAT 


TTCGCTACCT 


TAGGACCGTT 


120 


ATAGTTACGG 


CCGCCGTTTA 


CTGGGGCTTC 


GATTCGTAGC 


TTCGCAGAAC 


TAACCACTCC 


180 


TCTTAACCTT 


CCAGCACCGG 


GCAGGCGTCA 


GCCCTATACA 


TCACCTTACG 


GTTTAGCAGA 


240 


GACCTGTGTT 


TTTGATAAAC 


AGTCGCTTGG 


GCCTATTCAC 


TGCGGCTCTT 


CTGGGCGTTA 


300 


ACCCTAAAGA 


GCACCCCTTC 


TCCCGAAGTT 


ACGGGGTCAT 


TTTGCCGAGT 


TCCTTAACGA 


360 


GAGTTCGCTC 


GCTCACCTTA 


GAATTCTCAT 


CTTGACTAAC 






400 



(2) INFORMATION FOR SEQ ID NO: 3578: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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TATGCGATCA GCCATTTCTG CAAGGCCACC GCCACTCGGT AATAAGCCAA CACCTGCTTC 



IBO 



AACAAGACCG ATATATGTTT CACTTGCAGC GACAACAATA GGTGAGTAAA GTACAAGCTC 



240 



ACAGCCACCG CCTAAGGCAC GACCTTGAAC AGCTGTGACT ACTGGTTTCA AACTATACTT 



300 



CAAACGATTA AAGCTATAAT GTAATTTATC AATTGATTGT GCACGACATC ATCTACAAGA 



360 



CCGTCTTCCA TGCGCCTTTT TCCATTAAGA AAGGGTTAGC 



400 



w 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3581: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 3581: 

ATGTCATTGT TGGTACGGCT TTTCCAGAAG GATTACAAGG CCAAAACATT GCACGAACGA 60 

TTGCATTGCG TGCGGATTAT CTGACACGGT ACOGGGTCAA ACAGTGAATC GCTACTGCTC 120 

ATCAGGATTA CAAACCATGC GATTGCAGCC AATCAAATTA TGGCTGGTCA AGGAGATATA 180 

CTTGTAGCTG GTGCGTTGAA TTGATGAGTG CCGTACCAAT GGGTGGCAAC GAGCCCACAA 24 0 

ACAATCCAAC CTTACAATAT GATGATATAG GTGCGTCATA TCCTATGGGT TTAACTGCTG 300 

AAAATGTAGC ATCCCAATTT GACGTATCAC GCGAAGATCA AGATGCTTAT GCTGTCAGAA 360 

GTCATCAACG TGCCTATGAC GCACAACGTG ATGGGTCCGG 400 
(2) INFORMATION FOR SEQ ID NO: 3582: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3582: 



AACTCGTTGC 


GCTCTTTTCT 


CGTTTCGTCA 


GATTCAAACG TTTTCACTTC GCCAAGCCAT 


60 


TTTTCTTTGT 


GTTTACTTTT 


TATTTTGACG 


TTTTAGACAT AAAAAAAAGA GACCTTGCGG 


120 


TCTCAATGCG 


GCTCATCGCA 


TCCATTTTTT 


GCCTGGCAAC GTTCTACTCT AGCGGAACGT 


180 


AAGTTGGCTA 


CCATCGACGC 


TAAGAACCTT 


TCTTGACTTG TGACAATCGC TTGCTTCTTT 


240 


CCTCTTCTTC 


GGCTCTCGCT 


TACTCATTTA 


GCTCTACTAA ACTCGTTGCG CTCTTTTCTC 


300 
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ATTTTGACGT TTTAGACATA AAAAAAAGAG ACCTTGCGGT 4 00 

(2) INFORMATION FOR SEQ ID NO: 3583: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3583: 

15 AAGCAGGCGC TCTCCCAGCT GAGCTAAGCC CCCAAATAGG TATTAAATTA ATGGTGGGCC 60 

TAAGTGGACT CGAACCACCG ACCTCACGCT TATCAGGCGT GCGCTCTAAC CAGCTGAGCT 120 

ATAGGCCCAT TAATTTGAAT GAACAAACAT TCAAAACTGA ATACAATATG TCACGTTATT 180 

20 CCGCATCTTC TGAAGAAGAT GTTCCGAATA TATCCTTAGA AAGGAGGTGA TCCAGCCGCA 240 

CCTTCCGATA CGGCTACCTT GTTACGACTT CACCCCAATC ATTTGTCCCA CCTTCGACGG 300 

CTAGCTCCTA AAAAGGTTAC TCCACCGGCT TCGGGTGTTA CAAACTCTCG TGGTGTGACG 360 

GGCGGTGTGT ACAAGACCCG GGAACGTATT TCACCGTAGC 4 00 



(2) INFORMATION FOR SEQ ID NO: 35B4: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3584: 
ACTTATTTGG CGATATTTTA AGTGATGAAG CTTCAGTGAT TCCTGGTTCA CTTGGTTTAT 60 
40 CACCTTCTGC TAGTTTTAGT AACGATGGTC CAAGATTGTA TGAGCCTATT CATGGATCAG 120 
CACCAGATAT TGCAGGTAAA AACGTTGCCA ATCCATTTGG AATGATTCTA TCTTTAGCGA 180 
TGTGTTTACG TGAAAGCTTA AATCAACCAG ATGCTGCAGA TGAATTAGAA CAACATATTT 240 
ATAGCATGAT TGAACATGGG CAAACGACAG CAGATTTAGG CGGCAAATTG AATACTACTG 300 
ATATTTTCGA AATTCTATCT CAAAAATTGA ATCACTAAGG GGGGAGATGT AAATGGGGTC 360 
AAACATTATT TGACAAnGTG TGGGACAGAC ATGTGTTATA 400 

SO 

(2) INFORMATION FOR SEQ ID NO: 3585: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

55 
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70 



<C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3585: 

ACTGATGACA ATTTTATCTG CAAATGCTTT TGCCACCCCA GATGCAATGG TACCAACACC 60 

TGTTTTCGAA ACTAATTTTA CCGCGATATC TGCATCTTTA TTCGCATTTT TCAAATCATG 120 

TATCAGTTGC GCTAAATCTT CTATTGAATA AATATCATGA TGTGGCGGTG GTGAAATCAG 180 

ACCGATACCT GGCGTTGACC CTCTTGTCTT CGCAATCCAC GGATATACCT TAGTACCAGG 240 

15 TAATTGACCA CCTTCACCAG GCTTTGCACC TTGCGCAACT TTAATTTGAA TTTCTTTGGG 300 

CATGTTGTAA ATAATCACTA GTTACACCAA AACGCCCAGA AGCAACTTGT TTAATCGCAC 360 

TTACTTTGGT GGCTTCCATC AACTTGTACT TCATAACGGT 400 
(2) INFORMATION FOR SEQ ID NO: 3586: 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3586: 

TACAAGTATT ACCATTATCT CnAGAGGATT CTAGATAAGG GGCATGGATC ATTTGTCTTC 60 

TTATGAATTT GAGCCAGATA AAGAATCTAT CTTAAGTGTA ATCTTGACCT CAATATGTTG 120 

35 AGAGTTTGAT TTACGGAACA ATATTAGACG CAAAAGCAAG TGAGCATGCA ACACGTATGA 180 

CTGCGATGAA AAATGCCACT GATAATGCAA CTGAACTTAT TGATGACTTA TCATTAGAAT 240 

ATAACAGAGC GAGACAAGCA GAAATTACGC AACAAATTAC TGAAATTGTT GGTGGTTCCG 300 

CAGCGCTTGA ATAATATTTA AnGGAGGAAA ATAGCATGGG AATTGGCCGT GTACTCAAGT 360 

TATGGGTCCT GTAATTGATG TTCGATTTGA ACATAACGAG 400 
(2) INFORMATION FOR SEQ ID NO: 3587: 



40 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3587: 
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AGGATTCGAA CCTGCGACCC CTTGGTCCCA AACCAAGTGC TCTACCAAGC TGAGCTACTT 120 

CCCGTATAAT TAACGCGCCC GATAGGAGTC GAACCCATAA CCTCTTGATC CGTAGTCAAA 180 

5 

CGCTCTATCC AATTGAGCTA CGGGCGCATA TGTTTTTATT GAAAATGGTG CCGAGGACCG 240 

GAATCGAACC GGTACGTGAT CACTCACCGC AGGATTTTAA GTCCTGTGCG TCTGCCAGTT 300 

CCGCCACCCC GGCACTATAA AAATGGAGCA GAAGACGGGA TTCGAACCCG CGACCCCAAC 360 

10 

CTTGGCAAGG TTGTATTCTA CCGCTGAACT ACTTCTGCAT 4 00 
(2) INFORMATION FOR SEQ ID NO: 3588: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3588: 
TACTATTGAC ATGTGTGAAC CCTATGTCCG ATTATTTCGC GACCTATTTC CTAATGCAGC 6 0 

25 TATTATTTTT GACAGATTCC ATATCGTTCA ACATTTAAAT AGAGAACTTA ATAAGTATCG 120 

TGTACAAGTT ATGAATGAAT ACCGTAATAA AAAAGGACCT GATTATACAA TTTTTAAGAA 180 
TAACTGGAAA GTCCTATTGA TGGATACTAG TAAAACCATA TTTAGTAAAT ACAGATGGAA 24 0 

30 

TAAATCTTTT AAGGGCTTAT AAACGCTCAT CTGACATTGT AGAATTCATG CTTTCAAAAG 300 
ACGATATACT ACGACACTCC TACGAACTTG TCCAGGGATT ACGAAAAGAC CTAAGGGTAT 360 
GTAATTGGGC CTAAATTTAT TAATCGTTTA AATTCCGTTA 400 

35 

(2) INFORMATION FOR SEQ ID NO: 3589: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 
40 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



4* (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3589: 

AGAGCGAACG GACGAGAAGC TTGCTTCTCT GATGTTAGCn GCGGACGGGT GAGTAACACG 60 

TGGATAACCT ACCTATAAGA CTGGGATAAC TTCGGGAAAC CGGAGCTAAT ACCGGATAAT 120 

SO 

ATTTTGAACC GCATGGTTCA AAAGTGAAAG ACGGTCTTGC TGTCACTTAT AGATGGATCC 180 

GCGCTGCATT AGCTAGTTGG TAAGGTAACG GCTTACCAAG GCAACGATGC ATAGCCGACC 240 



55 
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AGTAGGGAAT CTTCCGCAAT GGGCGAAAGC TGACGGAGCA ACGnCGCGTG AGTGATGAAG 360 
GTCTTCGGAT CGTAAAACTC TGTTATTAGG GAAGAACATA 400 
(2) INFORMATION FOR SEQ ID NO: 3590: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 509 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3590: 

GTTAgGAGAG CGTTCTAAGG GCGTTGAAGC ATGATCGTAA GGACATGTGG AGCGCTTAGA 60 

AGTGAGAATG CCGGTGTGAG TAGCGAAAGA CGGGTGAGAA TCCCtCCACC GATTGACTAA 120 

20 GGTTTCCAGA GGAAGGCTCG TCCGCTCTGG GTTAGTCGGG TCCTAAGCTG AGGCCGACAg 180 

gTAaGGCGAT GGATAACAGG TTGATATTCC TGTACCACCT ATAATCGTTT TaATCGATGG 240 

GGGGACGCAT AGGATAGGCG AAcGTGcGAT TGGATTGCAC GTCTAAGCAG TAAGGCTGAG 300 

TATTAGGCAA ATCCGGTACT CGTTaAGGCT GAGCTGTGAT GGGGAGAAGA CATTGwGTCT 360 

TCGAGTCGTT GATTTCACAC TGCCGAGAAA AgCCTCTAGA TAGAAAATAG GTGCCCGTAC 420 

CGCAAACCGA CACAGGTAAT CCAAGATGAG AATTCTAAGG TGAGCGAGCG AACTCTCGTT 480 

AAGGAACTCG GCAAAATGAC CCCGTAACT 509 
(2) INFORMATION FOR SEQ ID NO: 3591: 



25 



30 



35 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3591: 

ATTTCTTATG AATTCAAGCT TATTTAAAAC TCTTTATTCA CTCGGTTTTG CTTGGTAAAA 60 

45 TCTATATTTT ACTTACTTAT CTAGTTTTCA ATGTACAAAT AATGGTGGAG ACTAGCGGGA 120 

TCGAACCGCT GACCTCCTGC GTGCAAAGCA GGCGCTCTCC CAGCTGAGCT AAGCCCCCAA 180 

ATAGGTATTA AATTAATGGT GGGCCTAAGT GGACTCGAAC CACCGACCTC ACGCTTATCA 24 0 

SO 

GGCGTGCGCT CTAACCAGCT GAGCTATAGG CCCATTAATT TGAATGAACA AACATTCAAA 300 

ACTGAATACA ATATGTCACG TTATTCCGCA TCTTCTGAAG AAGATGTTCC GAATATATCC 360 

55 
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10 



15 



20 



25 



40 



45 



55 



(2) INFORMATION FOR SEQ ID NO: 3592: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 440 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3592: 

TGGGnAACGC AACATCCTTT TCCAACTTAA CATATATTTT GGGACCTTaG CTGGTGGTCT 60 

GGGCTGTTTC CCTTTCGAAC ACGGACCTTA TCACCCATGT TCTGACTCCC aAGTTAAATT 120 

AATTGGCATT CGGAGTTTGT CTGAATTCGG TAACCCGAGA GGGGCCCCTC GTCCAAACAG 180 

TGCTCTACCT CCAATAATCA TCACTTGAGG CTAGCCCTAA AGCTATTTCG GAGAGAACCA 240 

GCTATCTCCA GGTTCGATTG GAATTTCTCC GCTACCCTCA GTTCATCCGC TCACTTTTCA 300 

ACGTAAgTCG GTTCGGTCCt CCATTcAGTG TTACCTGAAC TTCAACCTGa CCAAGGGTAG 360 

ATCACCTGGT TTCcGsGTsT ACGACCAAAT AsTAAACGCC CTATTCAGAC TCGCTTTCGC 420 

TAnGGCTCCA CATTACTGGn 440 
(2) INFORMATION FOR SEQ ID NO: 3593: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3593: 

TAAACGAACC AATTTTATTT GGTGCACCAC TAGTATTGAA TCCTGTGTTC TTTATTCCAT 60 

TTGTATTAGC ACCAATTGTT AACGTATGGA TTTTCAAACT TTTCGTTGAA GTGTTAGGAA 120 

TGAATAGTTT TAGTGTGAAT TTACCTTGGA CAACACCAGG TCCATTGGGC ATTATCATGG 180 

GTACAGGTTT TGGTTTATGG TCATTCGTAC TAGCTATTAC TTTGATTGTT GTAGATATTA 240 

TTATnTACTA CCCATTCCTA AAAGTTTATG ATAGTGAAAT TCTTGATGAA GAAGAAGGAC 300 

GTAAAGAAAG TAATTCAGAT TTAAAAGAAA AAGTTGCAGC AAACCTTTGA TACGAAAAAA 360 

GCTGATTCAA TTTTAGCGGC AAGTGGTGTA TCAGACGATG 400 
50 (2) INFORMATION FOR SEQ ID NO: 3594: 



(i> SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 409 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3594: 

AAGGGAATCG AATTTTCTTT CTCTTCCTCC GGGTACTAAG ATGTTTCAGT TCTCCGGGTG 60 

70 TGCCTTCTGa TATGCTATGT ATTCACATAT CGATAACATG ACATAACTCA TGCTGGGTTT 120 

CCCCATTCGG AAATCTCTGG ATCAAAGCTT aCTaCAGCTC CCCAAAGCAT ATCGTCGTTA 180 

GTAACGTCCT TCATCGGCTT CTAGTGCCAA GGCATCCACC GTGCGCCCTT AATAACTTAA 240 

15 TCTATGTTTC CACCATTTTT ATAAGTCAAA CGCTCACATA CGGCTTCGTT TTCATTATTT 300 

TAAATGCTCA TTTACATAAG TAAACTCTGC TTTAAAATAA TTTAACTCAT TGTCTGCTAA 360 

ACGTTTTCTT TTATAAAAAG ATTTAAAcGC GTTAtTAATC CTCTCGCTC 409 
(2) INFORMATION FOR SEQ ID NO: 3595: 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3595: 

AATATAAGCC CTGGATCATA CATGACCTGT ATTTGGGCAA TCCCTTCTGC TACATCTTCT 60 

GCCCACTCAT TCAATATTTG TTTTGCAATA TCATCACCTT CTTCAGCTGC TTCAAACAAT 120 

35 ACTGGCACAT GTGTGCTTCT CGTAAATCCT CCGGCAATCA TGCGCTTTTT CAATGCACTC 180 

GTTGCAGCAC GTTGCTCAAA CGTTGTATTT TCAGTTGGAC GATACAATAA ATACCCAACT 240 

TCATTTGCCT TATGAAGCTC ACCATTATCA ATATGACCTT GGATTATTCT TGTACGCACC 300 

40 CCCAATGGCC TGGTACCAAG CGTCCATACA AAAGATCCGT TCTGGCTTGG ATATTGGATG 360 

GTAATTTCCA ATTCGGCCTA GTTAATGGCA GCGGTTTTAA 400 
(2) INFORMATION FOR SEQ ID NO: 3596: 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 596 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3596: 



2602 



EP0 786 519 A2 



w 



15 



CTGCCGAACC CGAAGAGCGG ATTTACAGTC CGCCGCGTTT AGCCACTTCG CTACCCTCCA 120 

GCTTATTCAT ATAATTTAAT AATCAAAATG GTGGAGAATG ACGGGTTCGA CCGCCGACCC 180 

TCTGCTTGTA AGGCAGATGC TCTCCCAGCT GaGCTAATTC TCCAAAATAA TGACTCCTAC 240 

GGGACTCGAA CCCGTGTTAC CGCCGTGAAA GGGCGtGTCT TAACCGCTTG ACCAAGGAGC 300 

CATGGCTCCA CaGGTAGGAC TCGAACCTAC GACCGATCGG TTAACAGCCG ATAGCTCTAC 360 

CACTGAGCTA CTGTGGaTTA ATATTATGCC TGGcAACGTT CTACTCTAGC GGAACGTAAG 420 

TTCGACTACC ATCGACGCTA AGGAGCTTAA CTTCTGTGTT CGGCATGGGA ACAGGTGTGA 480 

CCTCCTTGCT ATAGTCACCA GACATATGAA TGTAATTTAT ACATTCAAAA CTAGATAGTA 540 

AGTAAAAGTG ATTTTGCTTC GCAAAACATT TATTTTGATT AAGTCTTCGA TCGATT 596 
(2) INFORMATION FOR SEQ ID NO: 3597: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3597: 

TCATCTTGAG GGGGGCTTCA TGCTTAGATG CTTTCAGCAC TTATCCCGTC CACACATAGC 60 

TACCCAGCTA TGCCGTTGGC ACGACAACTG GTACACCAGA GGTATGTCCA TCCCGGTCCT 120 

CTCGTACTAA GGACAGCTCC TCTCAAATTT CCTACGCCCA CGACGGATAG GGACCGAACT 180 

GTCTCACGAC GTTCTGAACC CAGCTCGCGT ACCGCTTTAA TGGGCGAACA GCCCAACCCT 240 

TGGGACCGAC TACAGCCCCA GGATGCGATG AGCCGACATC GAGGTGCCAA ACCTCCCCGT 300 

CGATGTGAAC TCTTGGGGGA GATAAGCCTG TTATCCCCGG GGTAGCTTTT ATCCGTTGAG 360 

CGATGGCCCT TCCATGCGGA ACCACCGGAT CAATAAAGTC 4 00 
(2) INFORMATION FOR SEQ ID NO: 3598: 



30 



35 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 97 base pairs 
45 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3598: 

AACCAACGGC AGCAACTACA TGACCTAATT CTTGTGCTGA CTCTACATTT AGTAGCTCTA 60 



55 
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CACTTCAATT GTACCAATCA ATCGTTGACG ATCTTGATCG TAACGCCATG TAGCAATACC 180 

ACGATACTGT CCGTCACGAC TCGCGTATGC ATGCGCACTT GCTTCTGCAC CACGCGTATC 240 

ATTTCCTGTT GCTAAAACAA CAGCATGTAT GCCATTCATA ACACCTTTAT TATGTGTTGC 300 

TGCACGATGA ATATCTACTT GGGCCAATAC AGAAGCACGT TCCATcGTTT GcaACCTCTT 360 

CTCCAGTTCT CTCGCCCCTT GGCTAAATCT TTAACAT 397 



w 

(2) INFORMATION FOR SEQ ID NO: 3599: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
75 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3599: 

AACCCTTGGG ACCGACTACA GCCCCAGGAT GCGATGAGCC GACATCGAGG TGCCAAACCT 60 
CCCCGTCGAT GTGAACTCTT GGGGGAGATA AGCCTGTTAT CCCCGGGGTA GCTTTTATCC 120 

25 

GTTGAGCGAT GGCCCTTCCA TGCGGAACCA CCGGATCACT AAGTCCGTCT TTCGACCCTG 180 
CTCGACTTGT AGGTCTCGCA GTCAAGCTCC CTTATGCCTT TACACTCTAT GAATGATTTC 240 
CAACCATTCT GAGGGAACCT TTGAGCGCCT CCGTTACCTT TTAGGAGGCG ACCGCCCCAG 300 

30 

TCAAACTGCC CGCCTGACAC TGTCTCCCAC CACGATAAGT GTGCGGGTTA GAAAGCCAAC 360 
ACAGCTAGGG TAGTATCCCA CCAGCGCCTC CAACGTAAGC 400 
35 (2) INFORMATION FOR SEQ ID NO: 3600: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
40 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3600: 

45 



50 



ATCTGAATCT 


GAGTCGTTGT 


CTGAGTCCGA ATCGCTATCT 


GAATCTGAGT 


CGCTATCTGA 


60 


GTCTGAGTCG 


CTATCTGAAT 


CTGAGTCGCT GTCTGAATCT 


GAATCACTGT 


CTGAGTCTGA 


120 


GTCGCTGTCT 


GAGTCTGAAT 


CGCTGTCAGA ATCTGAGTCG 


CTATCTGAGT 


CTGAATCTGA 


180 


ATCACTGTCT 


GAGTCCGAAT 


CGCTATCTGA ATCTGAATCG 


CTATCTGAGT 


CTGAGTCGCT 


240 


ATCCGAATCT 


GAGTCGCTAT 


CTGAGTCTGA GTCGCTATCC 


GAGTCTGAAT 


CGCTGTCTGA 


300 
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20 



25 



40 



45 



GGTCTGGAAT CTGAnTCGCT AACTGAAATC TGAGTCGCTA 400 
(2) INFORMATION FOR SEQ ID NO: 3601: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3601: 

IS ATTTAATACC TATTTGGGGG CTTAGCTCAG CTGGGAGAGC GCCTGCTTTG CACGCAGGAG 60 

GTCAGCGGTT CGATCCCGCT AGTCTCCACC ATTATTTGTA CATTGAAAAC TAGATAAGTA 120 

AGTAAAATAT AGATTTTACC AAGCAAAACC GAGTGAATAA AGAGTTTTAA ATAAGCTTGA 180 

ATTCATAAGA AATAATCGCT AGTGTTCGAA AGAACATCCA CAAGATTAAT AACGCGTTTA 240 

AATCTTTTTA TAAAAGAACG TAACTTCATG TTAACGTTTG ACTTATAAAA ATGGTGGAAA 300 

CATAGGTTAA GTTATTAAGG GCGCACGGTG GGATGCCTTG GCACTAGAAG CCGATGAAGG 360 

GnCGTTACTA ACGACGATAT GCTTTGGGGA GCTGTAAGTA 400 
(2) INFORMATION FOR SEQ ID NO: 3602: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 396 base pairs * 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3602: 
GCTGTCTGAG TCGGAATCAC TGTnGGAGTC AGAATCGCTG TCTGAGTCGG AATCACTGTC 60 
GGAATCTGAA TCGCTATCTG AATCTGAATC GCTATCTGAA TCCGAGTCAC TGTCTGAGTC 120 
AGAATCGnTA TCTGAATCTG AGTCACTGTC GGAATCTGAG TCACTGTCTG AGTCAGAATC 160 
GCTATCTGAA TCCGAGTCAT TGTCTGAGTC GGAATCGCTC GCTGAGTCGG AATCGCTTGC 240 
TGAATCTGAA TCACTCGCTG AGTCTGAATC ACTTGCTGAA TCTGAATCAC TCGCTGAATC 300 
TGAACCACTA TCTGATGTAG GAATCACTAC CCGAATCTGA AnCGCTATCT GAATAAGAAT 360 
50 CGCTGCCAGA TCTGAACCTG GGGTCAGAAT CTGAAT 396 

(2) INFORMATION FOR SEQ ID NO: 3603: 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 529 base pairs 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

5 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3603: 
TTTCTTATCT GTAATTTTAT CGTAAGATTT TTTCGCAATG AGATTTGGAT CGTnTTTGTC 60 

, 0 CACTACAATA TCTAATAGTT TTACTTTAAG TCCAGCATTC ACAAAAAGTG CTGCCAGTTG 120 

AGCGCCCATT GTGCCTGCGC CAAGAACGGT TACTTTATTA ATTGTCATAG TGATTCCTCC 180 
AATTTAGTTG AGGATAAGAT AACCATTAAG ATAATTGGAA TAACGTTGCT ATTTTATAAA 240 

15 ATTAATTAAG TATCTTTGAC AGTCATCTTA GCCTCTTATT TAAGGaAAAA GCTTTATGCT 300 

TAAAATAAGT CTTTTTTAGT GAAATTAATG CATCTCATAT AATTATTTGC TATTTATACG 360 
AAAGCmGaAT CTCCAGTCaA AGCGCGTCCA ATTACTAAGG CATTAATTTC ATGTGTACCT 420 

20 

TCGTACGTGT AAATCGCTTC TGCATCAGAG AAGAAACGTG CAATATCATA ATCGTCAGCT 480 
AGTATGCCAT TACCACCTGT AATACCGCGG CCCATAGCTA CTnTCTCAC 529 
(2) INFORMATION FOR SEQ ID NO: 3604: 

25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 99 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3604: 

35 CACAAGATAA GCATTGTAGA TGTGGATGCT TTAACTGGGC AAGCGATTGG TCGTCCTAAA 60 

ACAGGTACAT ATGCGCTATC TGACCTAGTC GGTTTAGATA TTGCAGTGTC TGTAATTAAA 120 

GGCATGCAAC AAGTACCTGA AGAAACACCT TATTTTCATG ATGTCAAAAT TGTAAATACG 180 

TTGTTTGACA ATGGCGCACT CGGACGTAAA ACGAAACAAG GATTTTACAA AAAGGATAAA 240 

GAAACTAAAG CTCGACTTGT TTACGATGTT GAAAAACAAG ATTATGTACC TGTATCGCAA 300 

CCACAATTAC CAATTTTAAA TGAATTTAAT AAAGACTTAG TGCaTAACCT TGATACCATA 360 

TTCCAATGCG CAAGACGAGC GGGGACTATT TTTATGGGG 3 99 
(2) INFORMATION FOR SEQ ID NO: 3605: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 



40 



45 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3605: 

ATCACTTGAG GCTAGCCCTA AAGCTATTTC GGAGAGAACC AGCTATCTCC AGGTTCGATT 60 

GGAATTTCTC CGCTACCCTC AGTTCATCCG CTCACTTTTC AACGTAATCG GTTCGGTCCT 120 

CCATTCAGTG TTACCTGAAC TTCAACCTGA CCAAGGGTAG ATCACCTGGT TTCGGGTCTA 180 

CGACCAAATA CTAAACGCCC TATTCAGACT CGCTTTCGCT ACGGCTCCAC ATTTACTGCT 240 

TAACCTTGCA TCAAATCGTA ACTCGCCGGT TCATTCTACA AAAGGCACGC CATCACCCAT 300 

TAACGGGCTC TGGACTACTT GTAAGCACAC GGTTTCAGGT TCTATTTCAC TCCCCTTCCG 360 

15 GGGTGGCTTT TCACCTTTCC CTCACGGTAA TGGGTTCACT 400 
(2) INFORMATION FOR SEQ ID NO: 3606: 



10 



20 



25 



30 



35 



50 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
iD) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3606: 

AAATCCTGCG GTGAGTGATC ACTAACCCGG TTCGATTCCG GTCCTCGGCA CCATTTTCAA 60 

TAAAAACATA TGCGCCCGTA GCTCAATTGG ATAGAGCGTT TGACTACGGA TCAAGAGGTT 120 

ATGGGTTCGA CTCCTATCGG GCGCGTTAAT TATACGGGAA GTAGCTCAGC TTGGTAGAGC 180 

ACTTGGTTTG GGACCAAGGG GTCGCAGGTT CGAATCCTGT CTTCCCGATA TACTGTAATT 24 0 

ATTATGGGGG CTTAGCTCAG CTGGGGAGAG CGCCTGCTTT GCACGCAGGA GGTCAGCGGT 300 

TCGATCCCGC TAGTCTCCAC CATATTATTT ACAAACTATA TAAGGCGGTG TAGCTCAGCT 360 

GGCTAGAGCG TACGGTTCAT ACCCGTGAGG TCGGGGGTTC 4 00 
^0 (2) INFORMATION FOR SEQ ID NO: 3607: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) topology: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3607: 
GGGTGTGCTT CTGATATGCT ATGTATTCAC ATATCGATAA CATGACATAA CTCATGCTGG 60 
GTTTCCCATT CGGAAATCTC TGGATCAAAG CTTACTTACA GCTCCCCAAA GCATATCGTC 120 
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TTAATCTATG TTTCCACCAT TTTTATAAGT CAAACGTTAA CATGAAGTTA CGTTCTTTTA 



240 



TAAAAAGATT TAAACGCGTT ATTAATCTTG TGAGTGTTCT TTCGAACACT AGCGATTATT 



300 



TCTTATGAAT TCAAGCTTAT TTAAAACTCT TTATTCACTC GGTTTTGCTT GGTAAAATCT 



360 



ATATTTTACT TACTTATCTA GTTTnCAATG TACAAATAAT 



400 



10 



15 



20 



25 



30 



35 
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(2) INFORMATION FOR SEQ ID NO: 3608: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3608: 

TAGTTTTCAA TGTACAAATA ATGGTGGAGA CTAGCGGGAT CGAACCGCTG ACCTCCTGCG 60 

TGCAAAnAGC CGCTCTCCCA GCTGAGCTAA GCCCCCAAAT AGGTATTAAA TTAATGGTGG 120 

GCCTAAGTGG ACTCGAACCA CCGACCTCAC GCTTATCAGG CGTGCGCTCT AACCAGCTGA 180 

GCTATAGGCC CATTAATTTG AATGAACAAA CATTCAAAAC TGAATACAAT ATGTCACGTT 240 

ATTCCGCATC TTCTGAAGAA GATGTTCCGA ATATATCCTT AGAAAGGAGG TGATCCAGCC 300 

GCACCTTCCG ATACGGCTAC CTTGTTACGA CTTCACCCCA ATCATTTGTC CCACCTTCGA 360 

CGGCTAGCTC CTAAAAGGTT ACTCCACCGG CTTCGGGTGT 400 
(2) INFORMATION FOR SEQ ID NO: 3609: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3609: 



AGGGCACTCT TACTGGGCGT GTTAAATTAC 


TAAnTTCAAT 


CAGCAGAAGA ACTAGGACAT 


60 


GGCGCTTTTA AAATTATTGA AACACATGCA 


TTAAAAGATG 


TACAAGCAGT ATTGGGTTTT 


120 


CATAATGACC CATCGCGTTC GGTAGGTACA 


TTTGCAATCA 


AAACAGGGGC AATTACATCA 


180 


GCAGTAGATC GTTTTGAGTT TCATATTAAA 


GGCGTGGGTG 


GTCATGCTGC AAACCAGAAC 


240 


AATGCAACGA TCCAGTTATT GTGTTGGCGC 


AATTGATTAA 


TAGTATTCAA TCCATAGTTA 


300 


GTAGAAATCT ATCTGCGTTT GATGAAGCGG 


TAGTAACAAT 


TGGACAAATA TCATGTGGTA 


360 
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(2) INFORMATION FOR SEQ ID NO: 3610: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3610: 



15 



20 



AGGGAATCGA 


ATTTTCTTTC 


TCTTCCTCCG 


GGTACTAAGA 


TGTTTCAGTT 


CTCCGGGTGT 


60 


GCCTTCTGAT 


ATGCTATGTA 


TTCACATATC 


GATAACATGA 


CATAACTCAT GCTGGGTTTC 


120 


CCCATTCGGA 


AATCTCTGGA 


TCAAAGCTTA 


CTTACAGCTC 


CCCAAAGCAT 


ATCGTCGTTA 


180 


GTAACGTCCT 


TCATCGGCTT 


CTAGTGCCAA 


GGCATCCACC 


GTGCGCCCTT 


AATAACTTAA 


240 


TCTATGTTTC 


CACCATTTTT 


ATAAGTCAAA 


CGCTCACATA 


CGGCTTCGTT 


TTCATTATTT 


300 


TAAATGCTCA 


TTTACATAAG 


TAAACTCTGC 


TTTAAAATGA 


ATTTAACTCA 


TTGTCTGCTA 


360 


AACGTTTTGC 


TTTTATAAAA 


AGATTTAAAC 


GCGTTGATTT 






400 



(2) INFORMATION FOR SEQ ID NO: 3611: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 



40 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3611: 

GAGCTAGGCC GGCAATATGT AAGAATAAAT GGTGGAGAAT GACGGGTTCG AACCGCCGAC 60 

CCTCTGCTTG TAAGGCAGAT GCTCTCCCAG CTGAGCTAAT TCTCCGATTT AAAACTGCCT 120 

GGCAACGTTC TACTCTAGCG GAAnTAAGTT GnACTACCAT CGACGCTAAG GAGCTTAACT 180 

TCTGTGTTCG GCATGGGAAC AGGTGTGACC TCCTTGCTAT AGTCACCAGA CATATGAATG 240 

TAATTTATAC ATTCAAAACT AGATAGTAAG TAAAAGTGAT TTTGCTTCGC AAAACATTTA 300 

45 TTTTGATTAA GTCTTCGATC GATTAGTATT CGTCAGCTCC ACATGTCACC ATGCTTCCAC 360 

CTCGAACCTA TTAACCTCAT CATCTTTGAG GGATCTTAAT 400 
(2) INFORMATION FOR SEQ ID NO: 3612: 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3612: 

ACCCAGCTCG CGTACCGCTT TAATGGGCGA ACAGCAATCC CTTGGGACCG ACTACAGCCC 60 

CAGGATGCGA TGAGCCGACA TCGAGGTGCC AAACCTCCCC GTCGATGTGA ACTCTTGGGG 120 

GAGATAAGCC TGTTATCCCC GGGGTAGCTT TTATCCGTTG AGCGATGGCC CTTCCATGCG 180 

GAACCACCGG ATCACTAAGT CCGTCTTTCG ACCCTGCTCG ACTTGTAGGT CTCGCAGTCA 240 

AGCTCCCTTA TGCCTTTACA CTCTATGAAT GATTTCCAAC CATTCTGAGG GAACCTTTGA 300 

GnGCCTCCGT TACCTTTTAG GAGGCGACCG CCCCAGTCAA ACTGCCCGCC TGACACTGTC 360 

TCCCACCACG ATAAGTGTnC GGGGGTTAGA AAGCCAACAC 400 
(2) INFORMATION FOR SEQ ID NO: 3613: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 487 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

25 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3613: 
ACTTACAGCT CCCCAAAGCA TATCGTCGTT AGTAACGTCC TTCATCGGCT TCTAGTGCaA 60 
GGCATCCACC GTGCGCCCTT AATAACTTAA TCTATGTTTC CACCATTTTT ATAAGTCAAA 120 
CGCTCACATA CGGCTTCGTT TTCATTATTT TAAATGCTCA TTTACATAAG TAAACTCTGC 180 
TTTAAAATAA TTTAACTCAT TGTCTGCTAA ACGTTTTCTT TTATAAAAAG ATTTAAACGC 240 
GTTATTAATC TTGTGAGTGT TCTTTCGAAC ACTAGCGATT ATTTCTTATG AATTCAAGCT 300 
TATTTAAAAC TCTTTATTCA CTCGGTTTTG CTTGGTAAAA TCTATATTTT ACTTACTTAT 360 
40 CTAGTTTTCA ATGTACAAAT AATGGTGGGC CTAAGTGGAC TCGAACCACC GACCTCACGC 420 

TTATCAGGCG TGCGCTCTAA CCAGCTGAGC TATAGGcCCA TTTTTTTGaA TGTTAAATAA 480 
ACATTCA 487 
45 (2) INFORMATION FOR SEQ ID NO: 3614: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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ACCGTACGCT CTAGCCAGCT GAGCTACACC GCCTTATATA GTTTGTAAAT AATATGGTGG 60 

AGACTAGCGG GATCGAACCG CTGACCTCCT GCGTGCAAAG CAGGCGCTCT CCCAGCTGAG 120 

CTAAGCCCCC ATAATAATTA CAGTATATCG GGAAGACAGG ATTCGAACCT GCGACCCCTT 180 

GGTCCCAAAC CAAGTGnTCT ACCAAGCTGA GCTACTTCCC GTATAATTAA CGCGCCCGAT 240 

AGGAGTCGAA CCCATAACCT CTTGATCCGT AGTCAAACGC TCTATnCAAT TGAGCTACGG 300 

GCGCATATGT TTTTATTGAA AATGGTGCCG AGGACCGGAA TCGAACCGGT ACGGTGATCA 360 

CTCACCGCAG ATTTTAAGTC CTGTGCGTCT GCnAGTTCCG 400 
75 (2) INFORMATION FOR SEQ ID NO: 3615: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



10 



25 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3615: 
TCGGCTCTCG CTTACTCATT TAGCTCTACT AAACTCGTTG CGCTCTTTTC TCGTTTCGTC 60 
AGATTCAAAC GTTTTCACTT CGCCAAGCCA TTTTTCTTTG TGTTTACTTT TTATTTTGAC 120 
30 GTTTTAGACA TAAAAAAAGA GACCTCACGG TCTCAACTTG CCTGGCAACG TTCTACTCTA 180 
GCGGAACGTA AGTTGGCTAC CATCGTCGCT AAAGACCTTT CTTGACTTGT GACAATCGCT 240 
TGCTTCTTTC CTCTCCTTCG GCTCTCGCTT ACTCATTTAG CTCTACTAAA CTCGTTGCGC 300 
35 TCTTTTCTCG TTTCGTCAGA TTCAAACGTT TTCACTTCGC CAAGCCATTT TTCTTTGTGT 360 
TTACTTTTTA TTTTGACGTT TAGGCATAAA AAAAAGAGAC 400 
(2) INFORMATION FOR SEQ ID NO: 3616: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 420 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



so 



55 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3616: 

TnGTGTCTTT CGAACACTAG CGATTATTTC TTATGAATTC AAGCTTATTT AAAACTCTTT 60 

ATTCACTCGG TTTTGCTTGG kAAAATCTAT ATTTTACTTA CTTATCTAGT TTTCAATGTA 120 

CAATTTCTTT TTAGTCAAGC GCTCGCATAA GCAATATCAC TTTAACCAAA AAATATTTGA 180 
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20 



25 



AAGATGTTCC GAATATATCC TTAGAAAGGA GGnGATCCAG CCGCACCTTC CGATACGGCT 300 
ACCTTGTTAC GACTTCACCC CAATCATTTG TCCCACCTTC GACGGCTAGC TCCTAAAAGG 360 

5 

TTACTCCACC GGCTTCGGGT GTTACAAACT CTCGTnGGTG TGACGGGCGG TGTGTACAAG 420 
(2) INFORMATION FOR SEQ ID NO: 3617: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3617: 

CACTAGCGAT TATTTCTTAT GAATTCAAGC TTATTTAAAA CTCTTTATTC ACTCGGTTTT 60 

GCTTGGTAAA ATCTATATTT TACTTACTTA TCTAGTTTTC AATGTACAAT TTCTTTTTAG 120 

TCAAGCGCTC GCATAAGCAA TATCACTTTA ACCAAAAAAT ATTTGAATGT TAAATAAACA 180 

TTCAAAACTG AATACAATAT GTCACATTAT TCCGCATCTT CTGAAGAAGA TGTTCCGAAT 240 

ATATCCTTAG AAAGGAGGTG ATCCAGCCGC ACCTTCCGAT ACGGCTACCT TGTTACGACT 300 

TCAnCCCAAT CATTTGTCCC ACCTTCGACG GCTAGCTCCT AAAAGGTTAC TCCACCGGCT 360 

30 TCGGGTGTTA CAAACTCTCG TGGTGTGACG GGCGGTGTGT 400 

(2) INFORMATION FOR SEQ ID NO: 3618: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3618: 
GATATACGCT ATGGCTGGAG CAGTGTGGCC AAATGGCGGA AGACAAACGT TTAATGCGAT 60 
45 ATACTTAGCG CAAAATATTG GTGTGGCTGT CGGTGCTGCA ATGGGCGGCT TTGTCGCAGA 120 
ATTTAGCTTT AACTATATCT TTTTAGCCAA TCTTATTATG TATGTTGTGT TTGCGCTTGT 180 
CCGGTTAACn AATTTAATAT TGAAATTAAT GCGAAAGTTA AATATCCAAC TCATTTAGAT 240 

50 

ATTACTGGTA AAAAGAATAA AGCAAGATTT ATTTCATTAG TACTAATTTG TGCAATGTTT 3 00 

GCAATTTGTT GGGTTGCATA TATTCAATGG GGAGTCTACA ATCGCTTCAT TTTACACAAT 360 
55 CTATTAATAT TTCAATGGGC ACAATATAGT GTTTTATGGG 4 00 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3619: 

10 



20 



TCGCACGCCT 


TCGCCTATCC 


TACTGCGTCC 


CCCCATCGAT 


TAAAACGATT ATAGGTGGTA 


60 


CAGGnAATAT 


CAACCTGTTA 


TCCATCGCCT 


ACGCCTGTCG 


GCCTCAGCTT AGGACCCGAC 


120 


TAACCCAGAG 


CGGACGAGCC 


TTCCTCTGGA 


AACCTTAGTC 


AATCGGTGGA CGGGATTCTC 


180 


ACCCGTCTTT 


CGCTACTCAC 


ACCGGCATTC 


TCACTTCTAA 


GCGCTCCACA TGTCCTTACG 


240 


ATCATGCTTC 


AACGCCCTTA 


GAACGCTCTC 


CTACCATTGT 


CCAAAGGAAA TCCACAGCTT 


300 


CGGTAATATG 


TTTAGCCCCG 


GTACATTTTC 


GGCGCAGTGT 


CACTCGACTA GTGAGCTATT 


360 


ACGCACTCTT 


TAAATGATGG 


CTGCTTCTAA 


GCCAACATCC 




400 



(2) INFORMATION FOR SEQ ID NO: 3620: 

25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

30 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3620: 



45 



TTAAGTCTTC 


GATCGATTAG 


TATTCGTCAG 


CTCCACATGT 


CACCATGCTT 


CCACCTCGAA 


60 


CCTATTAACC 


TCATCATCTT 


TGAGGGATCT 


TATAACCGAA 


GTTGGGAAAT 


CTCATCTTGA 


120 


GGGGGGCTTC 


ATGCTTAGAT 


GCTTTCAGCA 


CTTATCCCGT 


CCACACATAG 


CTACCCAGCT 


180 


ATGCCGTTGG 


CACGACAACT 


GGTACACCAG 


AGGTATGTCC 


ATCCCGGTCC 


TCTCGTACTA 


240 


AGGACAGCTC 


CTCTCAAATT 


TCCTACGCCC 


ACGACGGATA 


GGGACCGAAC 


TGTCTCACGA 


300 


CGTTCTGAAC 


CCAGCTCGCG 


TACCGCTTTA 


ATGGGCGAAC 


AGCCCAACCC 


TTGGGACCGA 


360 


CTACAGnCCC 


AAGGATGCGA 


TGAGCCGACA 


TCGAGGTGCC 






400 



(2) INFORMATION FOR SEQ ID NO: 3621: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 475 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3621: 

CCACACCCGC AAATGGTGag CCATAGcAGG ATTCGgaACC TCTGcACCCT CTGATTAAAA 6 0 

GTCAGcATGC TCTACCAACT GaGCTAATGG CTCTTCCATG GTGCCGGCCA GAGGACTTGA 120 

ACCCCCAACC TACTGATTAC AAGTCAGTTG CTCTACCAAT TGAGCTAGGC CGGCAATATG 180 

TAAGAATAAA TGGTGGAGAA TGACGGGTTC GAACCGCCGA CCCTCTGCTT GTAAGGCAGA 240 

TGCTCTCCCA GCTGAGCTAA TTCTCCGATT TAAAACTGCC TGGCAACGTT CTACTCTAGC 300 

GGAACGTAAG TTCGACTACC ATCGACGCTA AGGAGCTTAA CTTCTGTGTT CGGCATGGGA 360 

75 ACAGGTGTGA CCTCCTTGCT ATAGTCACCA GACATATGGA ATGTAATTTA TACATTCAAA 420 

ACTAGATAGT AAGTAAAAGT GATTTTGCTT CGCAAAACAT TTATTTTGAT TAAGT 475 
(2) INFORMATION FOR SEQ ID NO: 3622: 



10 



20 



25 



35 



40 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3622: 

30 TGGACGAAAC TTTATATCGA TCAATTTCTA TCGAGTTGGA CAATGCCGAA GCGTGACAAA 60 

AGTTTTTACC ATGCATGGTT GCATTTAGCG CAACATGACC ATAGTTTTAC TAAAGCACAG 120 

CGCnCAAGTG ATTAAAGGCT TACCCAATGA TCCTGAAATG ACGATAGAGT CAGTATTAAC 180 

TCATTTTTCA ATAGATCAGG AAGACTACCA AGCTTATGTT GAAGGACATC TTTTGGCGTT 240 

ACCGGGTTGG GCAGGTATGT TGTATTACCG TTCACAACAG CATCACTTTG AACAACATTT 300 

GTTAACGGAT TATTTGGCAA TTCGGTTAGT TGTCGAACAA TTGCTAGTTG GTGGATGAGT 360 

TTTAAGTCAG TCGCTAAAGA TTGTGGAAAG TAAGATCCGG 400 
(2) INFORMATION FOR SEQ ID NO: 3623: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

so 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3623: 
5s TAGATGCTTT CAsACTTATC CCGTCCACAC ATAGCTACCC AGCTATGCCG TTGGACGACA 60 
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ATTTCCTACG CCCACGACGG ATAGGGACCG AACTGTCTCA CGACGTTCTG AACCCAGCTC 



IBO 



GCGTACCGCT TTAATGGGCG AACAGCCAAC CCTTGGGACC GACTACAGCC CCAGGATGCG 



240 



ATGACCGACA TCGAGGTGCC AAACCTCCCC GTCGATGTGA ACTCTTGGGG GAGATAAGCC 



300 



TGTTATCCCC GGGGTAGCTT TTATCCGTTG AGCGATGGCC TTCCATGCGG GAACACCGGA 



360 



TCACTAAGTC CGTCTTTCGA CCCTGCTCGA CTTTGTAGGn 



400 



10 



15 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3624: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3624: 

GAGCTAGGCC GGCAATATGT AAGAATAAAT GGTGGAGAAT GACGGGTTCG AACCGCCGAC 60 

CCTCTGCTTG TAAGGCAGAT GCTCTCCCAG CTGAGCTAAT TCTCCGATTT AAAACTGCCT 120 

GGCAACGTTC TACTCTAGCG GAAnTAAGTn GnACTACCAT CGACGCTAAG GAGCTTAACT IBO 

TCTGTGTTCG GCATGGGAAC AGGTGTGACC TCCTTGCTAT AGTCACCAGA CATATGAATG 240 

TAATTTATAC ATTCAAAACT AGATAGTAAG TAAAAGTGAT TTTGCTTCGC AAACATTTAT 3 00 

TTTGATTAAG TCTTCGATCG ATTAGTATTC GTCAGCTCCA CATGTCACCA TGCTTCCACC 360 

TCGAACCTAT TAACCTCATC ATCTTTGAGG GGATCTTATA 4 00 
(2) INFORMATION FOR SEQ ID NO: 3 625: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3625: 

TTAAAGAACG CTAATAACTG ATCGTAACCA CTATATATAT TGTTGTGACC TCTAACAGCA 60 

TAATGTCTAA ATGTTTGTGG GATATATTGA AGCAATCCTT TTGCTGGATT GCCCTGTAAA 120 

ACGTTGATGT CTCTAAGCGA ACTAGATTGA GTTATACCTG CATTTCCTCC TGATTCGTGT 180 

TGAATCAAGC TAATGATATT TCCTACGTCA GCCGAAGTAA CATTAACACC CATTCGTTTT 240 

GCTGCACGAC GTATATCGCC TGCCCAAGCA GATGCAGCCT TATTAACACC TGAACCACTT 300 
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CCTGGATGCG ACCCTTGCAT CAnTTGGGAA ATGTAnGTGT 400 
(2) INFORMATION FOR SEQ ID NO: 3626: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 461 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3626: 

15 GATTGTGGTT CCGACATTCG AGGGTTCGAT CCCCTTCAGC CGCCCTTATT ATTAATGGGC 60 

TATAGCCAAG CGGTAAGGCA ACGGACTTTG ACTCCGTCAC TCGTTGGTTC GAATCCAGCT 120 

AGCCCAGTTA TTGGCGGCAT AGCAAGTGGT AAGGCAGAGG TCTGCAAAAC CTTTATCACC 180 

GGTTCAAATC CGGTTGCCGC CTCCAGGTTT ATGCGGGAGT AGTTCAACTT TTAGAACACG 240 

TTCCTTCCCG GAAGAGGTAT AGGTGCAAAT CCTATCTTCC GCTCCATAAT TTAATAATAA 300 

TGCGGGAGTA TTTCAACTCT TAGAATACAT TCCTTCCTGG AATgAGGTAT AGGTGTAAAT 360 

CCTATCTTCC GCTCCATAAT TTAATATTTG CGGGAGTAGT TCAACTTTTA GAAACAGCTC 420 

CTTCCCGGAA CCGAGGTATA GGTGTAAATC CTATCTTCCG C 461 
30 (2) INFORMATION FOR SEQ ID NO: 3627: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3627: 
TGCGGTCTCA ATGCGGCTCA TCGCATCCAT TT TTT GCCTG GCAACGTTCT ACTCTAGCGG 60 
AACGTAAGTT GGCTnAnATC GACGCTAAGA ACCTTTCTTG ACTTGTGACA ATCGCTTGCT 120 
45 TCTTTCCTCT TCTTCGGCTC TCGCTTACTC ATTTAGCTCT ACTAAACTCG TTGCGCTCTT 180 
TTCTCGTTTC GTCAGATTCA AACGTTTTCA CTTCGCCAAG CCATTTTTCT TTGTGTTTGC 240 
TTTTTATTTT GACGTTTTAG ACATAAAAAA AAGAGACCTT GCGGTCTCAA TGCGGCTCAT 300 

50 

CGCATCCATT TTTTGCCTGG CAACGTTCTA CTCTAGCGGA ACGTAAGTTC GACTACCATC 360 
GACGCTAAGG GAGCTTAACT TCTGTGTnCG GGCATGGGGG 400 
(2) INFORMATION FOR SEQ ID NO: 3628: 

55 
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10 



15 



20 



(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3628: 

ATGCTTTCAG CACTTATCCC GTCCACACAT AGCTACCCAC CTATGCCGTT GGCACGACAA 60 

CTGGGTACAC CAGAGGTATG TCCATCCCGG TCCTCTCGTA CTAAGGACAG CTCCTCTCAA 120 

ATTTCCTACG ACCCACGACG GATAGGGACC GAACTGTCTC ACGACGTTCT GAACCCAGCT 180 

CGCGTACCGC TTTAATGGGC GAACAGCCCA ACCCTTGGGA CCGACTACAG CCCCAGGATG 240 

CGATGAGCCG ACATCGAGGT GCCAAACCTC CCCGTCGATG TGAACTCTTG GGGGAGATAA 300 

GCCTGTTATC CCCGGGGTAG CTTTTATCCG nTGAGCGATG GGCCTTCCAT GCGGnACCAC 360 

CGGnTTACTA AGTCCGTCTT TCGAnCCTGC TCGACTTGTA 400 
(2) INFORMATION FOR SEQ ID NO: 3629: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3629: 
TTTATAAATA TCCCAGTCTG AACGCGATTC CCATAACGGA TCAATGGCAG GATTGAAAGG 60 

35 

ATGTACATAT GGATGCATAT CCGTTGATGA TAAATCATGT TTTTCATACC AAGTCGCTGC 120 

CGGCAAAACA ATGTCAGAAT ATAACGGTGT TGCCGTCATT CTGAAGTCTA AAGAGACCAC 180 

TAAATCTAAC TTACCTGTTG TTTCTTCACG CCACGTAATT TCTTCTGGCT TTTCATCTTC 240 

ATTTGGTGTA GCTAATAACC CTGATTTTGT GCCAAGTAAA TGCTTCATAA AGTATTCTTG 3 00 

ACCTTTTGCA GAACTTGAAA TTAAGTTTGA ACGCCATATA AATAATGATT TTGGATGATT 360 

CTnTTTCAAA TCAGGATCTT CTATTGCAAA TGGGGTTTGT 400 

(2) INFORMATION FOR SEQ ID NO: 3630: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH : 589 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

55 



40 



45 
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TTTAAGTTGT nGATTTAAAA TATTAATAAA GTGTAAATTT GACTATTGAn ATTCxrACAa 60 

ATACATATTA AAATAATATT TGTTGAATTA ATTGAGTTAG GAAATTTATT TTTTAGAAAT 120 

5 

AAAATAATTA AAAATAATTC TTGACTTACA AAAACTTACG AGTTATAATT AAATCTTGTA 180 

AGTGACAAAC GAACATTGAA AACTGAATGA CAATATGTCA ACGTTAATTC CAAAAACGTA 240 

ACTATAAGTT ACAAACATTA TTTAGTATTT ATGAGCTAAT CAAACATCAT AATTTTTATG 300 

10 

GAGAGTTTGA TCCTGGCTCA GGATGAACGC TGGCGGCGTG CCTAATACAT GCAAGTCGAG 360 

CGAACGGACG AGAAGCTTGC TTCTCTGATG TTAGCGGCGG ACGGGTGAGT AACACGTGGA 420 

15 TAACCTACCT ATAAGACTGG GATAACTTCG GGAAACCGGA GCTAATACCG GATrATATTT 480 

TGAACCGCAT GGTTCAAAAG TGAAAGACGG TCTTGCTGTC ACTTATAGAT GGATCCGCGC 540 

TGCATTAGCT AGTTGGTAAG GTAACGGCTT ACCAAGGCAA CGATGCATA 589 

20 

(2) INFORMATION FOR SEQ ID NO: 3631: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
25 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



30 {xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3631: 

CCAACTGAGC TAATGGCTCT TCCATGGTGC CGGCCAGAGG ACTTGAACCC CCAACCTACT 60 

GATTACAAGT CAGTTGCTCT ACCAATTGAG CTAGGCCGGC AATATGTAAG AATAAATGGT 120 

GGAGAATGAC GGGTTCGAAC CGCCGACCCT CTGCTTGTAA GGCAGATGCT CTCCCAGCTG 180 

AGCTAATTCT CCGATTTAAA ACTGCCTGGC AACGTTCTAC TCTAGCGGAA CGTAAGTTCG 240 

ACTACCATCG ACGCTAAGGA GCTTAACTTC TGTGTTCGGC ATGGGAACAG GTGTGACCTC 300 

40 

CTTGCTATAG TCACCAGACA TATGAATGTA ATTTATACAT TCAAAACTAG ATAGTAAGTA 360 

AAAGTGATTT GCTTCGCAAA ACATTTATTT TGATTAAGTC 4 00 
45 (2) INFORMATION FOR SEQ ID NO: 3632: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3632: 

55 
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70 



TTCCACCATT TTTATAAGTC AAACGTTAAC ATGAAGTTAC GTTCTTTTAT AAAAAGATTT 120 

AAACGCGTTA TTAATCTTGT GAGTGTTCTT TCGAACACTA GCGATTATTT CTTATGAATT 180 

CAAGCTTATT TAAAACTCTT TATTCACTCG GTTTTGCTTG GTAAAATCTA TATnTTACTT 24 0 

ACTTATCTAG TTTTCAATGT ACAAATAATG GTGGAGACTA GCGGGATCGA ACCGCTGACC 300 

TCCTGGCGTG CAAAGCAGGC GCTCTCCCAG CTGAGCTAAn GCCCCCAnAT AGGTATTAAA 360 

TTAATGGGGG GGCCTAAGTG GACTCGAACC ACCGACCTCA 400 
(2) INFORMATION FOR SEQ ID NO: 3633: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3633: 
ATATGTCAAC GTTAATTCCA AAAAACGTAA CTATAAGTTA CAAACATTAT TTAGTATTTA 60 

25 

TGAGCTAATC AAACATCATA ATTTTTATGG AGAGTTTGAT CCTGGCTCAG GATGAACGCT 120 
GGCGGCGTGC CTAATACATG CAAGTCGAGC GAACGGACGA GAAGCTTGCT TCTCTGATGT 180 

30 TAGCGGCGGA CGGGTGAGTA ACACGTGGAT AACCTACCTA TAAGACTGGG ATAACTTCGG 240 
GAAACCGGAG CTAATACCGG ATAATATTTT GAACCGCATG GTTCAAAAGT GAAAGACGGT 300 
CTTGCTGTCA CTTATAGATG GATCCGCGCT GCATTAGCTA GTTGGTAAGG TAACGGCTTA 360 

35 CCAAGGCnAC GATGCATAGC CGACCTGAGA nGGTGATCGG 4 00 

(2) INFORMATION FOR SEQ ID NO: 3634: 

(i) SEQUENCE CHARACTERISTICS: 
40 (a) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3634: 
TGAGCTAGGC CGGCAATATG TAAGAATAAA TGGTGGAGAA TGACGGGTTC GAACCGCCGA 60 
50 CCCTCTGCTT GTAAGGCAGA TGCTCTCCCA GCTGAGCTAA TTCTCCGATT TAAAACTGCC 120 
TGGCAACGTT CTACTCTAGC GGAACGTAAG TTCGACTACC ATCGACGCTA AGGAGCTTAA 180 
CTTCTGTGTT CGGCATGGGA ACAGGTGTGA CCTCCTTGCT ATAGTCACCA GACATATGAA 24 0 

55 
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TATTTTGATT AAGTCTTCGA TCGATTAGTA TTCGTCAGCT CCACATGTCA CCATGCTTCC 360 
ACCTCGAACC TATTAACCTC ATCATCTTTG AGGGATCTTA 400 

5 

(2) INFORMATION FOR SEQ ID NO: 3635: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

10 (C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



is (xi> SEQUENCE DESCRIPTION: SEQ ID NO: 3635: 

TTGTGACAAT CGCTTGCTTC TTTCCTCTCC TTCGGCTCTC GCTTACTCAT TTAGCTCTAC 60 

TAAACTCGTT GCGCTCTTTT CTCGTTTCGT CAGATTCAAA CGTTTTCACT TCGCCAAGCC 120 

ATTTTTCTTT GTGTTTACTT TTTATTTTGA CGTTTTAGAC ATAAAAAAAA GAGACCTTGC 180 

GGTCTCAAAT GCGGCTCATC GCATCCATTT TTTGCCTGGC AACGTTCTAC TCTAGCGGAA 240 

CGTAAGTTGG GCTACCATCG ACGCTAAGAA CCTTTCTTGA CTTGTGACAA TCGCTTGCTT 300 

CTTTCCTCTT CTTCGGCTCT CGCTTACTCA TTTAGCTCTA CTAAACTCGT TGCGCTCTTT 360 

TCTCGTTTCG TCAGATTCAA ACGTTTTCAC TTCGCCAAGC 400 
30 (2) INFORMATION FOR SEQ ID NO: 3636: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
35 (D) TOPOLOGY: linear 



20 



25 



40 



45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3636: 

TACTTATCTA GTTTTCAATG TACAATTTCT TTnTAGTCAA GCGCTCGCAT ACTGATTTTC 60 

AAAAAATCAA ATGCTCATTT ACAAAAGTAA ACTCCGCTTT ATTTTTCTTA ATGCATTGTC 120 

TAACAACCGC TTTCTTTAAA AAGAATAGAT TGTCAAGCGC TCGCATAAGC AATATCACTT 180 

TAACCAAAAA ATATTTGAAT GTTAAATAAA CATTCAAAAC TGAATACAAT ATGTCACGTT 24 0 

ATTCCGCATC TTCTGAAGAA GATGTTCCGA ATATATCCTT AGAAAGGAGG TGATCCAGCC 300 

50 GCACCTTnCG ATACGGCTAC CTTGTTACGA CTTCACCCCA nTCATTTGTn CCACCTTCGA 360 

CGGCTAGCTC CTAAAAGGTT ACTCCACCGG CTTCGGGTGT 400 
(2) INFORMATION FOR SEQ ID NO: 3637: 

55 
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(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3637: 



10 



20 



AGCGCTCGCA 


TAAGCAATAT 


CACTTTAACC 


AAAAAATATT 


TGGAATGTTA AATAAACATT 


60 


CAAAACTGnA 


ATACAATATG 


TCACATTATT 


CCGCATCTTC 


TGAAGAAGAT 


GTTCCGAATA 


120 


TATCCTTAGA 


AAGGAGGTGA 


TCCAGCCGCA 


CCTTCCGATA 


CGGCTACCTT 


GTTACGACTT 


180 


CACCCCAATC 


ATTTGTCCCA 


CCTTCGACGG 


CTAGCTCCTA 


AAAGGTTACT 


CCACCGGCTT 


240 


CGGGTGTTAC 


AAACTCTCGT 


GGTGTGACGG 


GCGGTGTGTA 


CAAGACCCGG 


GAACGTATTC 


300 


ACCGTAGCAT 


GCTGATCTAC 


GATTACTAGC 


GATTCCAGCT 


TCATGTAGTC 


GAGTTGCAGA 


360 


CTACAATCCG 


AACTGAGAAC 


CACTTATGGG 


ATTGCCTnAC 






400 



(2) INFORMATION FOR SEQ ID NO: 3638: 

25 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3638: 



35 


TTCTCCGATT 


TAAAACTGCC 


TGGCAACGTT 


CTACTCTAGC 


GGAAGTAAGT 


CGAnCTACCA 


60 


TCGACGCTAA 


GGAGCTTAAC 


TTCTGTGTTC 


GGCATGGGAA 


CAGGTGTGAC 


CTCCTTGCTA 


120 




TAGTCACCAG 


ACATATGAAT 


GTAATTTATA 


CATTCAAAAC 


TAGATAGTAA 


GTAAAAGTGA 


180 


40 


TTTTGCTTCG 


CAAAACATTT 


ATTTTGATTA 


AGTCTTCGAT 


CGATTAGTAT 


TCGTCAGCTC 


240 




CACATGTCAC 


CATGCTTCCA 


CCTCGAACCT 


ATTAACCTCA 


TCATCTTTGA GGGATCTTAT 


300 




AACCGAAGTT 


GGGGAAATCT 


CATCTTGAGG 


GGGGCTTCAT 


GCTTAGATGC 


TTTCAGCACT 


350 


45 


TATCCCGTCC 


ACACATAGCT 


ACCCAGCTAT 


GCCGTTGGCA 






400 



(2) INFORMATION FOR SEQ ID NO: 3639: 

(i) SEQUENCE CHARACTERISTICS : 
50 (A) LENGTH: 551 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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ATGTCTCTAA CGCCTTTAAT AGTATTGAAC ACAATTGGGA AAAAAGCAGC GATAAAAATA 60 

ATCGCAATCG CTGGCAAACT ACCAATACCA AACCATAGAA CAACAAATGG TGCCCATGCT 120 

ATCGGAGATA TCGGCCTAAT CAATTGAAAT AGCGGTTCGA TAGCGTTGTA TAGCCAACGA 180 

TTCCTTCCAA GCAAGAAGCC CAATGGAATA GCAACCAACA ATGCGACAAC AAAGCCCGCT 240 

ACAAATCTCC ATAAACTAAT TGCTAAATGT TGGAAAATTT CTCCAGTAAC AATGAAAGAC 300 

CATATACTTT TTCCTACAAG AGCAGGACCC GGTAACAATA CAGGTTGGTA ATGCCCAATA 360 

ATAaTGACCA TTTCCCAAaT GCCTAAGAAA aTAATAAATG TGATAATAGG TAATATAAAT 420 

TTGTTATTTG TGGGACGTGT CATGAACGCG ATGCCTCCTT ATACAATGAC GGTTCAACAA 4 80 

AGTCATCCAT ATGCAGGTGG ATTAAACAAA TGATGTTGTT TTACCAnGTC GTAATTTCCT 540 

GATAGCCGGA T 551 
20 (2) INFORMATION FOR SEQ ID NO: 3640: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
25 (D) TOPOLOGY: linear 



10 



15 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3640: 
CACTAAACTA AATTAATGAA GTGCCTTATG TATAAAAATT ATAACTTGAT CCAACTTACA 60 

CTACCAATAG AAACTTCTGT TAGAATTCCT CAAATTGATA TTTCGCGATA TGTTAATGAA 120 

ATTGTTGAAA CGATACCTGA TAGCGAATTC GATAAATTCA GACATCATCG TGGCGCAACA 180 

TCCTATCATC CAAAAATGAT GTTAAAAATC ACCTTATATG CATATACTCA ATCTGTATTT 240 

TCTGGTCGTA GAATAGAGAA ATTACTTCAT GACAGTATTC GAATGATGTG GTTAGCTCAA 300 

40 AATCAAACAC CTTCTTATAA AACTATTAAT CGTATTAGAG TGAATCCTAA TACTGATGCG 360 

TTAATTGAAT CTTTATTTAT CCAGTTTCAT AGTCAATGTT 4 00 
(2) INFORMATION FOR SEQ ID NO: 3641: 



45 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 98 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3641: 
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GATTGTCCTT TGGcAATGGT AGGAGAGCGT TCTAAGGGCG TTGAAGCATG ATCGTAAGGA 120 

CATGTGGAGC GCTTAGAAGT GAGAATGCCG GTGTGAGTAG CGAAAGACGG GTGAGAATCC 180 

5 CGTCCACCGA TTGACTAAGG TTTCCAGAGG AAGGCTCGTC CGCTCTGGGT TAGTCGGGTC 240 

CTAAGCTGAG GCCGACAGnG TAgGCGATGG ATAACAGGTT GATATTCCTG TACCACCTAT 3 00 

AATCGTTTTA ATCGATGGGG GGrCGCATAG GATAGGCGAA CGTTGCGATT GGATTGCACG 360 

10 

TCTAAGCAGT AAGGCTGGAG TATTAGGCAA ATCCGGTA 398 

(2) INFORMATION FOR SEQ ID NO: 3642: 

(i) SEQUENCE CHARACTERISTICS: 
75 (A) LENGTH: 439 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

20 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3642: 
TAATGTCTAC ACTTTGCTTG CGATCATTCA TTTTAAAGCC AGACTTTTTA TAATCTTGTA 60 
25 CAAATGCTTG CGCTACATCC TTGTGTTGAT CAAGCAATTC CCCTCTCAGT ACTAGCACAC 120 
AGCAATACGC ATCAGGtATA ACGTCATCAC CATGTTTCAA AGTCTTACCT TTGCCTAACT 180 
TTTCACCCAG TGCACCGAAT GGTTCGGCTA CAGAATACCC TGTaATTCTG TGTTCACTCA 24 0 

30 

ATGCGGCTGG CATTTCTGCT GGCGACATTT CATGATAGCT AAAATGCCCC GGTTTAATCT 300 
TTAATTGTTT ACGTAATTCC TCAAGTAAAA GATAATGTGt TGAATAACgA TGTGGtATAC 360 
CAAAATGGkA ATCATCGCCA TTAtTATTAA ATTCaTTTAA GTGCATACCT TTTTGTCCCA 420 

35 

TAATGACATT GCCTTCATG 439 
(2) INFORMATION FOR SEQ ID NO: 3643: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

45 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3643: 
ATTTCTTATG AATTCAAGCT TATTTAAAAC TCTTTATTCA CTCGGTTTTG CTTGGTAAAA 60 

SO 

TCTATATTTT ACTTACTTAT CTAGTTTTCA ATGTACAAAT AATGGTGGAG ACTAGCGGGA 120 
TCGAACCGTG ACCTCCTGCG TGCAAAGCAG GCGCTCTCCC AGCTGAGCTA AGCCCCCAAA 180 



55 
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GCGTGCGCTC TAACCAGCTG AGCTATAGGC CCATTAATTT GAATGAACAA ACATTCAAAA 300 

CTGAATACAA TATGTCACGT TATTCCGCAT CTTCTGAAGA AGATGTTCCG AATATATCCT 360 

5 TAGAAAGGAG GTGATCCAGC CGCACCTTnC GATACGGTTA 400 



(2) INFORMATION FOR SEQ ID NO: 3644: 

(i) SEQUENCE CHARACTERISTICS: 
w (A) LENGTH: 399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

75 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3644: 
GCGAAACTGT ACGGAGCAAC GCCGCGTGAG TGATGAAGGT CTTCGGATCG TAAAACTCTG 60 

2Q TTATTAGGGA AGAACATATG TGTAAGTAAC TGTGCACATC TTGACGGTAC CTAATCAGAA 120 
AGCCACGGCT AACaCGTGCC AGCAGCCGCG GTAATACGTA GGTGGCAAGC GTTATCCGGA 180 
ATTATTGGGC GTAAAGCGCG CGTAGGnGTT TTTTAAGTCT GATGTGAAAG CCCACGGnTC 240 

25 AACCGTGGAG GGTCATTGGA AACTGGAAAA CTTGAGTGCA GAAGAGGAAA GTGGAATTCC 300 
ATGTGTAGCG GTGAAATGCG CAGAGATATG GAGGAACACC AGTGGCGAAG GCGACTTTCT 360 
GGTCTGTAAC TGACGCTGAT GTGCGAAACG TGGGGATCA 3 99 

30 

(2) INFORMATION FOR SEQ ID NO: 3645: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3645: 



TATTATACTT TACATTTCTC 


GTTTCGTCAG 


ATTCAAACGT 


TTTCACTTCG 


CCAAGCCATC 


60 


TTTCTTTGTG 


TTTGCTTTTA 


TTTTGACGTT 


TTAGACATAA 


AAAAAGAGAC 


CTTGCGGTCT 


120 


CAATGCGGCT 


CATCGCATCC 


ACTTTTTGCC 


TGGCAACGTT 


CTACTCTAGC 


GGAACGTAAG 


180 


TnCGACTACC 


ATCGACGCTA 


AGGAGCTTAA 


CTTCTGTGTT 


CGGCATGGGA ACAGGTGTGA 


240 


CCTCCTTGCT 


ATAGTCACCA 


GACATATGAA 


TGTAAATnAT 


ACATTCAAAA 


CTAGATAGTA 


300 


AGTAAAAGTG 


GATTTTGCTT 


CGCAAAACAT 


TTATTTTGGA 


TTAAGTCTTC 


GATCGGATTA 


360 


GTATTCGTCA 


GCTCCACATG 


TCACCATGGC 


TTCCACCTCG 






400 



55 



2624 



EP0 786 519 A2 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 758 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNBSS : double 

(D) TOPOLOGY: linear 



10 



15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3646: 

AGATAAGTAA GTAAAATATA GATTTTACCA AGCAAAACCG AGTGAATAAA GAGTTTTAAA 60 

TAAGCTTGAA TTCATAAATA ATCGCTAGTG TTCGAAAGAC ACGAnCAAGA TTAATAACGC 120 

GTTTAAATCT TTTTATAAAA GAACGTAACT TCATGTTAAC GTTTGACTTA TAAAAATGGT 180 

GGAAACATAG ATTAAGTTAT TAAGGGCGCA CGGTGGATGC CTTGGCACTA GAAGCCrATG 240 

AAGGACGTTA CTAACGACGA TATGCTTTGG GGAGCTGTAA GTAAGCTTTG ATCCAGAGAT 300 

20 TTCCGAATGG GGAAACCCAG CATGAGTTAT GTCATGTTAT CGATATGTGA ATACATAGCA 360 

TATCAGAAGG CACACCCGGA GAACTGAAAC ATCTTAGTAC CCGGAGAAGA GAAAGAAAAT 420 

TCGATTCCCT TAGTAGCGGC GAGCAnAACG GGAAGAGCCC AAACCAACAA GCTTGCTtGg 480 

GGGTnTGTaG GACACTCTAT ACGGATTACA AAGGACGACA TTAGACGAAT CATCTGGaAA 540 

GATGAATCAA AGAAGGTAAT AATCCTGTAG TCGAAAATGT TGTCTCTCTT GAGTGGATCC 6 00 

TGaGTACGAC GGAGCACGTG AAATTCCGTC GGAATCTGGG GAGGaCCATC TCCTAAGGCT 660 

AAATACTCTC TAGTGACCGA TAGTGGAACC aGTaCCGTGA GGGAAAGGTg AAAAGCACCC 720 

gGAAgGnAGT TGAAATaGAA ctGGAAACCG TGTGCTTA 758 
3$ (2) INFORMATION FOR SEQ ID NO: 3647: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
40 (D) TOPOLOGY: linear 



25 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3647: 



50 



ACAAACTCCG 


AATGCCAATT 


AATTTAACTT 


GGGAGTCAGA ACATGGGTGA 


TAAGGTCCGT 


60 


GTTCGAAAGG 


GAAACAGCCC 


AGACCACCAG 


CTAAGGTCCC AAAATATATG 


TTAAGTGGAA 


120 


AAGGATGTGG 


CGTTGCCCAG 


ACAACTAGGA 


TGTTGGCTTA GAAGCAGCCA 


TCATTTAAAG 


180 


AGTGCGTAAT 


AGCTCACTAG 


TCGAGTGACA 


CTGCGCCGAA AATGTACCGG 


GGCTAAACAT 


240 


ATTACCGAAG 


CTGTGGATTG 


TCCTTTGGnA 


TGGGTAAGGA GAGCGTTCTA AGGGCGTTGA 


300 
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AAGACGGGTG AGAATCCCGT CCACCGATTG ACTAAAGGTT 400 
(2) INFORMATION FOR SEQ ID NO: 3648: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 521 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

10 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3648: 

, 5 GTCATTGGAA ACTGGAAAAC TTGAGTGCAG AAGAGGAAAG TGGAATTCCA TGTGTAGCGG 60 

TGAAATGCGC AGAGATATGG AGGAACACCA GTGGnCGAAG GCGACTTTCT GGTCTGTAAC 120 

TGACGCTGAT GTGCGAAACG TGGGGATCAA ACAGGATTAG ATACCCTGGT AGTCCACGCC 180 

20 GTAAACGATG AGTGCTAAGT GTTAGGGGGT TTCCGCCCCT TAGTGCTGCA GCTAACGCAT 240 

TAAGCACTCC GCCTGGGGAG TACGACCGCA AnGTTGAAAC TCAAAGGAAT TGACGGGGAC 300 

CCGCACAAGC GgTGGaGCAT GTGGTTTAAT TCGAAGCAAC GCGAAGAACC TTACCAAATC 360 

25 

TTGACATCCT TTGACAACTC TAGAGATAGA GCcTTCCCCT TCGGGGGACA AAGTGACAAG 420 

TGGTGCATGG TGTCGTCAAC TCCTGTCGTT GAGATGTTGG GGTAAnTCCC CGCAAnGAGC 4 80 

GCACCCTTAA GCCTTAGTTT nCATCATTAA GTTGGGCACT C 521 

30 

(2) INFORMATION FOR SEQ ID NO: 3649: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
3S (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3649: 



50 



CCAAAGTTCA 


TCTTTTACGA 


ATGAGAAATA 


GGTGTTGCAT ATTCAATGGT 


CTCATCTTGT 


60 


TTATAAAAGC 


CACCATCTAA 


ATCACTAATC 


CATTGTGGTA AGTCTCCAAG 


TTCGTCTTCC 


120 


ATACGTGTTT 


TAACACGTTC 


GTATCCCATT 


GCATCCCATA ATTGGAATGG 


ACCAAGTTTC 


180 


CAGTTGAACC 


CCCAGACAAG 


CGCACGGTCT 


ATGTCTCGGA AATCATCGGT AGCTTTAGGT 


240 


ACATTGATAG 


CAGAGTAATA 


GAAATTATTA 


CGTAATGTCT CCCATAAAAA 


TAGTCCCGCT 


300 


TCGTCTTGcG 


CATTGAATAT GGTATCAAkG 


TTATGCACTA aGTCTTTATT 


AAATTCATTT 


360 


AAAATTGGTA ATTGTGGTTG 


CGATACAGGT 


ACATAATCTT 




400 



55 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3650: 





GCGATAATAA 


AAAATAATGG 


CGGAGGAAGA 


GGGATTCGAA 


CCCCCGCGGn 


CCGTTAAGGC 


60 




CCTGTCGGTT 


TTCAAGACCG 


ATCCCTTCAG 


CCGGACTTGG 


GTATTCCTCC 


ATTATTATAG 


120 


15 


GTAAATCGCT 


ATTAATTATA 


AAATTAAATG 


GCGGTCTCGA 


CGGGAATCGA ACCCGCGATC 


180 




TCCTGCGTGA 


CAGGCAGGCG 


TGTTAACCGC 


TACACTACGA 


GACCATTAGT 


AAAACGGAGG 


240 




AAGAGGGATT 


CGAACCCCCG 


CGAGCCGTTA 


AGCCCCTGTC 


GGTTTTCAAG 


ACCGATCCCT 


300 


20 


TCAGCCGGAC 


TTGGGTATTC 


CTCCAAAATT 


ATATGGACCT 


TGCAGGACTC 


GAACCTGCGA 


360 




CCGAACGGTT 


ATGGAGCCGT 


TAGCTCTAAn 


CAACTTGAGC 






400 



(2) INFORMATION FOR SEQ ID NO: 3651: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3651: 

TGGCGCTGTG CTTTAGTAAA ACTATGGTCA TGTTGCGCTA AATGCAACCA TGCATGGTAA 60 

35 

AAACTTTGCT CACGCTTCGG CATTGTCCAA CTCGATAGAA ATTGATCGAT ATAAAGTTTC 120 

GTCCATTTAA TCATTTGACG ATTCACTTGT TCGCTAAGTG GCTCACCTTG TTCATCTATT 180 

40 ATTGCATCAC TCATCGGACG TACATCATAG TGATGATATG ATTCAGCCAT ATCACGTTTT 240 

GATTTTTCTA ATAGTAGATC AGCAACAACA TCAACATTTG AATGATTCAT ATATGATGGC 300 

AGGTACGTCT TTTAATGTTT TAATGTTATC AATATAAAGA TGATGTAGTG TTGCGGGATA 360 

45 TGTAGTGAnG TTCAAGTAAC ATATCAGTAA CAAGTTGATT 400 



(2) INFORMATION FOR SEQ ID NO: 3652: 

(i) SEQUENCE CHARACTERISTICS: 
so (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(Xl) SEQUENCE DESCRIPTION: SEQ ID NO: 3652: 

CATTGTCCAA AGGACAATCC ACAGCTTCGG TAATATGTTT AGCCCCGGTA CATTTTCGGC 60 

5 GCAGTGTCAC TCGACTAGTG AGCTATTACG CACTCTTTAA ATGATGGCTG CTTCTAAGCC 120 

AACATCCTAG TTGTCTGGGC AACGCCACAT C CT T TT CCAC TTAACATATA TTTTGGGACC 180 

TTAGCTGGTG GTCTGGGCTG TTTCCCTTTC GAACACGGAC CTTATCACCC ATGTTCTGAC 240 

10 TCCCAAGTTA AATTAATTGG CATTCGGAGT TTGTCTGAAT TCGGTAACCC GAGAGGGGCC 300 

CCTCGTCCAA ACAGTGCTCT ACCTCCAATA ATCATCACTT GAGGGCTAGC CCTAAAGCTA 360 

ATTTCGGAGA GAACCAGCTA TCTCCAGGTT CGATGGAATT 400 



(2) INFORMATION FOR SEQ ID NO: 3653: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 . (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3653: 

GGTTCGGTCC TCCATTCAGT GTTACCTGAA CTTCAACCTG ACCAAGGGTA GATCACCTGG 60 
TTTCGGGTCT ACGACCAAAT ACTAAACGCC CTATTCAGAC TCGCTTTCGC TACGGCTCCA 120 
CATTTACTGC TTAACCTTGC ATCAAATCGT AACTCGnCGG TTCATTCTAC AAAAGGCACG 180 
CCATCACCCA TTAACGGGCT CTGACTACTT GTAAGCACAC GGTTTCAGGT TCTATTTCAC 240 
TCCCCTTCCG GGGTGCTTTT CACCTTTCCC TCACGGTACT GGTTCACTAT CGGTCACTAG 300 

35 

AGAGTATTTA GCCTTAGGAG ATGGTCCTCC CAGATTCCGA CGGAATTTCA CGTGCTCCGT 360 
CGTACTCAAG nATCCACTCA AGAGAGACAA CATTTTCGAC 400 
(2) INFORMATION FOR SEQ ID NO: 3654: 

40 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
45 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3654: 
AAAGGTCCTA AATATAATTT TACAACTAAT AAATAGTGGC GGTGGAGGGG ATCGAACCCC 60 
CGACCTCACG GGTATGAACC GTACGCTCTA GCCAGCTGAG CTACACCGCC TTATATAGTT 120 
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GCGCTCTCCC AGCTGAGCTA AGCCCCCATA ATAATTACAG TATATCGGGA AGACAGGATT 



240 



CGAACCTGCG ACCCCTTGGT CCCAAACCAA GTGCTCTACC AAGCTGAGCT ACTTCCCGTA 



300 



TAATTAACGC GCCCGATAGG AGTCGAACCC ATAACCTCTT GATCCGTAGT CAAACGnTCT 



360 



ATCCAATTGA GCTACGGGCG CATATGTTTT TATTGAAAAT 



400 



70 



75 



20 



25 



30 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3655: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3655: 

TATTGAAGCC TGAGTCAACA CGTACGCAAA TCGATCAAAT CATCGATGAA GCGAAACATA 60 

CAATTTTAAA TCTGTATGTG TGAATCCAAC ACATGTTAAA TATGCAGCAG AGCnnCTAGC 120 

TGATTCAGAG GTGCTCGTTT GTACGGTAAT AGGATTCCCA TTAGGTGCGT CGACAACTGC 180 

AACGAAAGCA TTTGAAACAG AAGATGCAAT TCAAAATGGT GCAGATGAAA TTGACATGGT 240 

CATCAACATC GGCGCATTAA AAGATGGACG TTTTGATGAT GTACAACAAG ACATTGAAGC 300 

AGTGGTTAAA GCTGCGAAAG GTCACACAGT AAAAGTGGAT TATTGAGACG GTATTGTTGG 360 

GACCATGACG AAATTGTAAA AGCGAGTGGA ATTAACCAAA 400 
(2) INFORMATION FOR SEQ ID NO: 3656: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 530 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3656: 



GATGAGTCGC 


TGnCTGATCT 


GAACGCTGTC 


TGAGnCCGAA 


CGCTACTGAA 


CTGAGTCGCT 


60 


GTCTGAGTCT 


GAATCGCTAT 


CTGAATCTGA 


GTCGCTATCT 


GAGTCTGAGT 


CGCTGTCTGA 


120 


GTCTGAGTCG 


CTGTCTGAGT 


CTGAATCGCT 


ATCTGAATCT 


GAGTCGCTGT 


CTGAGTCTGA 


180 


GTCGCTATCT 


GAGTCTGAGT 


CGCTGTCTGA 


ATCTGAGTCG 


CTGTCTGAAT 


CTGAATCGCT 


240 


GTCTGAGTCT 


GAATCGCTAT 


CTGAGTCTGA 


ATCGCTATCT 


GAGTCTGAAT 


CACTGTCTGA 


300 


GTCCGAGTCA 


CTGTCTGAAT 


CTGACTCACT 


ATCTGATTCT 


GAGTCGCTAT 


CTGATTCTGA 


360 
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ATCTGAACCT GAGTCGCTGT CTGAGCCTGA AGTCACTGGT CTGAATCCGA ATCCGGATCC 4 80 

GGGTCTGGGG CTTGGGTTCC GGTTCTGGGT CTGGGACTTG GGTTCTGGGA 530 

(2) INFORMATION FOR SEQ ID NO: 3657: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 400 base pairs 
(8) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



IS (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3657: 

GTTTTAACTA CGCAAGACAT CGAAGAAGCT GACGGTGTCA TAATTGCAGC TGATAAACAA 60 
GTTGATCTGT CCCGATTTGT TGGTAAACGG TTGATTAATG AAAATGTTCG CGAAGGGATT 120 

20 

CATAATCCGA GAGGTCTAAT TCAACGTATC ATTAATCAAG ATGCGCCTAT TTATCAATCT 180 
GAAACAAATT ATCATTCGAA AGATCGCGGT AAGTCTAAAA ATGGTATTCA AATGGTGTAT 240 
CAACATTTAA TGAACGGTGT ATCGTTTATG GTTCCTTTTA TCGTAGTTGG TGGACTCCTT 3 00 

25 

ATCGCCATCG CGCTGGACTC TAGGCGGTGA ACGACATCAA AAGGATTAGT CATCCCAGAT 360 
GGATTCATTT TGGGAAATCC ATTGGAAAAC ATTGGGTAGT 400 
(2) INFORMATION FOR SEQ ID NO: 3658: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 668 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
35 (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: I 
40 GAAGAAGTTT ATGAAACGGT TATGAATAAG 

GATATTGATA ACATTATTGG GGTGTTTCAT 
AAAGAAAATC AAATTACAAA CTATTCAGCT 

45 

GCTGAATGGG TATTACGTAA GATGACTATT 
GAATTTGGTG GTACTGAAGC GATAGTGTCA 
ATGGaAATTG AAGATGAGAT GGaTAAAAAG 

50 

CmATTTCAAC AACGGAAAAA TCGCmACGTA 
ATAAGAATCG ACTTACTCAA ATGTTAAGTA 

55 



JEQ ID NO: 3658: 

CCATACACTA GATATCCAGT GTACGAGGGA 60 

TCTAAATATC TGTTGGCTTG GAGTAATAAA 120 

AAGCCATTAT TTGTGAATGA ACACAATAAA 180 

TCTAGAAAAC ATTTAGCAAT TGTGTTGGAC 240 

CATGAAGACT TAATTGAAGA ATTATTAGGT 300 

GAAAAAGAAA AACTTTCTCA ACAGCAAATT 360 

TCTATATAAG GnGCGAACAG CTATGTGGTA 420 

TTGAATATCC AATTATACAA GCAGGTATGG 480 
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TAGGCGCGGT TACTTTAATA CGCAGCAATT GGAAGATGAA ATAGATTATG GTACGCCAAT 600 

TAACGTCAAA TTCTTTTGGC GTAAATGTCT TTGGTACCAA GTCAACAATC ATATACCAGT 660 

AGTCAAAT 668 



(2) INFORMATION FOR SEQ ID NO: 3659: 

(i) SEQUENCE CHARACTERISTICS: 
io (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3659: 



AAAAGAATGG TAAGTTGAAT AAAGTATTGA AATCAATTGC CAATATCTTT ATACCGTTGA 60 

TTCCTGnATT TATTGGAGCT GGATTAATTG GTGGTATTGC AGCAGTACTG AGTAACTTAA 120 

TGGTGGCAGG CTATATTTCA GGTGCTTGGA TTACGCAACT TATAACAGTA TTTAATGTCA 180 

TTAAAGACGG TATGTTAGCA TACTTAGCTA TTTTCACTGG TATTAATGCG GCTAAAGAAT 240 

TTGGTGCGAC ACCAGGACTT GGTGGCGTGA TTGGTGGTAC AACGTTATTA ACGGGTATTG 300 

CTGGTAAAAA TATTTTAATG AATGTCTTCA CTGGAGAACC ATTGCAACCT GGACAAnGTG 360 

GGATTATTGG CGTTATTTTG CCGTTTGGAA TTTAAGTAAT 400 



30 

(2) INFORMATION FOR SEQ ID NO: 3660: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
<B) TYPE: nucleic acid 
35 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3660: 



CTGAGCTAAT GGCTCTTCCA 


TGGTGCCGGC 


CAGAGGACTT 


GAACCCCCAA CCTACTGATT 


60 


ACAAGTCAGT TGCTCTACCA ATTGAGCTAG 


GCCGGCAATA 


TGTAAGAATA AATGGTGGAG 


120 


AATGACGGGT TCGAACCGCC 


GACCCTCTGC 


TTGTAAGGCA 


GATGCTCTCC CAGCTGAGCT 


180 


AATTCTCCGA TTTAAAACTG 


CCTGGCAACG 


TTCTACTCTA 


GCGGAACGTA AGTTCGGACT 


240 


ACCATCGACG CTAAGGAGCT 


TAACTTCTGT 


GTTCGGCATG 


GGAACAGGTG TGACCTCCTT 


300 


GCTATAGTCA CCAGACATAT 


GAATGTAATT 


TATACATTCA 


AAACTAGATA GTAAGTAAAA 


360 


GTGATTTTGn TTTCGCAAAA 


CATTTATTTT 


GGATTAAGTC 




400 
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10 



15 



20 



{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3661: 

TGATGTTTGA TTAGCTCATA AATACTAAAT AATGTTTGTA ACTTATAGTT ACGTTTTTTG 60 

GAATTAACGT TGACATATTG TCATTCAGTT TTCAATGTTC ATTTTTCTTA CCGACAAGAA 120 

TTAATTATAC ATTTTATTAA CATTTAAGTC AATAACTTTT TTTATCTTGT CCATTTTATT 180 

TTTTAACCAA AATTTGATTA AAAAACTGCC TGGCAACGTT CTACTCTAGC GGAACGTAAG 24 0 

TTCGACTACC ATCGACGCTA AGGAGCTTAA CTTCTGTGTT CGGCATGGGA ACAGGTGTGA 300 

CCTCCTTGCT ATAGTCACCA GACATATGAA TGTAATTTAT ACATTCAAAA CTAGATAGTA 360 

AGTAAAAGTG ATTTTGCnTC GCAAACATTT ATTTTGATTA 400 
(2) INFORMATION FOR SEQ ID NO: 3662: 

25 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 742 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3662: 

CGCTCAACGT CTGCCTTCGT AATGGCTTTT GTAGAAATTC TAACTAAATA ATTTCGAATG 60 

CTATCATTGA TTGTTTCAAC AGCTTGATGC TTTTGTTCAA GCTTTTTGAT CAATTTTTTA 120 

TCGTCTTTTG TAATTTCGCG AATGTCTTCA AACATTGATA AGACAATCTG ACCCACATTT 180 

TGTAATTCTT TTTGAGTTTC TTGTAATGCA ACACCAGGTG CGTGATAAAC AAGATCTTTG 240 

TTTAAGTGCT GAGGTTTATA GTCATCAGCA ATATCTTTAC CTGGGACAAG CTTTGTAACA 300 

ATCCATGCTA AACCTGCTAC AAATGGTAAT TGAATCAAAG TATTTGTTAT GTTGAAGATA 360 

45 CCATGTGATA CTGCAATCGT CATCGCTGGT TTTAAGTGCC ATAAATCTTG TAACAAACTA 420 

ATCAAATGAA TCACAACTGG CAAGAAAATT GTGAAGATAA TTACCCCGAT TAAGTTAAAG 480 

ATGACGTGTA CAAGCGCCGC ACGTTTTGCA GCGATTGAGC CGGCTAAACT AGCTAAGATA 540 

50 GCTGTAATCG TGGTACCAAT GTTATCGCCT AG t AACACAG GGaTkGCTGC GTTTAAGCTA 600 

ATTAAATCTT GTTGATAAAA TTCTTGTAAA ATACCAATCG TCGCACTTGA ACTTTGAACT 660 
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AG CATT AAAT TGGCTTnAAA TC 742 
(2) INFORMATION FOR SEQ ID NO: 3663: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3663: 

ATGAATTCAA GCTTATTTAA AACTCTTTAT TCACTCGGTT TTGCTTGGTA AAATCTATAT 60 

TTTACTTACT TATCTAGTTT TCAATGTACA ATTTCTTTTT AGTCAAGCGC TCGCATACTG 120 

CTTTATTTTC AAAAAATCAA ATGCTCATTT ACAAAAGTAA ACTCCGCTTT AATTTTTCTT 180 

AATGCATTGT CTAACAACCG CTTTCTTTAA AAAGAATAGA TTGTCAAGCG CTCGCATAAG 240 

CAATATCACT TTAACCAAAA AATATTTGAA TGTTAAATAA ACATTCAnAA CTGAATACAA 300 

TATGTCACGT nATTCCGCAT CTTCTGAAGA AGATGTTCCG AATATATCCT TAGAAAGGAG 360 

25 GTGATCCAGC CGCACCTTCC GATACGGGCT ACCTnGTnAC 400 
(2) INFORMATION FOR SEQ ID NO: 3664: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 636 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3664: 

AACTAATAGT TCACTTTTAC TTTTTTCTTT TTCATTATTA TCCATTATTT TTTCACCGCC 60 

AAAACGAATT TCATGATGTT AATTTAAATG TTCTATGACA AAATTAAGCA ACGATGTTtT 120 

ATATTTATTT CCAACTATGT CTAGATTAAA TTTCTAAAAA TAkACATCAT TTAAAAGGAG 180 

CTTGGGACAT AAATCAATGT CCTAGGGTCT ATAATATTAT AkTGCTAGTA GTTGACTGAA 240 

45 TGAAAATGCG CTTGCAACAA GCTTTTTTCA ACTCTAGTCA GGGGCCCCAA CACAGAGAAT 300 

TTCGAAAAGA AATTCTACAG GCAATGCGAG TTGGGGTGTG GGCCCCAACA CAGAGAATTT 360 

CGAAAAGAAA TTCTACAGGC AATGCGAGTT GGGGTGTGGG CCCCAACACA GAGAATTTCG 420 

50 

AAAAGAAATt CTACAGGCAA TGCGAGTTGG GGTGTGGGCC CCAACATAGA GAAATGGaTT 480 

CCCAaTTTCT ACAGACAATG CAAGTTGGCG GGGCCCCAAC ACAGAAGCTG ACGAAAAGTC 540 

55 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



5 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3667: 
CCAACAAATC TGTCTGTCGC ATCGCCTTTG TCGTTCCAAA TAAATATGTA CAAACGAATC 60 
10 CACCAGCATA CGCnCCAAGT AATCCTGCAA TATAACCTAA ATACATATTA TCTGAGATTA 120 

ATGGTAATAG TGACACACCA CTTGGGCCTA TTGCTTTGGC ACCAATATGT CCAATTCCAC 180 
CTATTACAGC GCCACCAATA CCACCACCAA TACAAGCAGT TAAGAAAGGT CGACCTAATG 24 0 

75 

GCAAAGTCAC ACCATAGATT AATGGTTCTC CGATACCTAG GGAAACCAAC TGGCAATGCA 300 
CCTTTTAAAG TATTACGTAA TGTTGTGTTG CGGTTTACAT CTTACCCAAA GTGCTAATGC 360 
GGGCACCTAC TTGGTCCCAG CACCAGCCAT CGCTGCAATT 400 

20 

(2) INFORMATION FOR SEQ ID NO: 3668: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
25 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3668: 

ACTAAGATGT TTCAGTTCTC CGGGTGTGCC TTCTGATATG CTATGTATTC ACATATCGAT 60 

AACATGACAT AACTCATGAC TGGGTTTCCC CATTCGGAAA TCTCTGGATC AAAGCTTACT 120 

35 

TACAGCTCCC CAAAGCATAT CGTCGTTAGT AACGTCCTTC ATCGGCTTCT AGTGCCAAGG 180 

CATCCACCGT GCGCCCTTAA TAACTTAATC TATGTTTCCA TCCTACAGGA AACGCGTTAT 240 

40 TAATCTTGTG AGTGTTCTTT CGAACACTAG CGATTATTTC TTATGAATTC AAGCTTATTT 300 

AAAACTCTTT ATTCACTCGG TTTTGCTTGG TAAAATCTAT ATTTTACTTA CTTATCTAGT 3 60 

TTTCAATGTA CAATTTCTTT TTAGTCAAGC GCTCGCATAA 400 

45 (2) INFORMATION FOR SEQ ID NO: 3669: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
50 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3669: 
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10 



GAGCGCTACT TACTGGnAGG CGCTGGTGGG ATACTACCCT AGCTGTGTTG GCTTTCTAAC 120 

CCGCACCACT TATCGTGGTG GGAGACAGTG TCAGGCGGGC AGTTTGACTG GGGCGGTCGC 180 

CTCCTAAAAG GTAACGGAGG CGCTCAAAGG TTCCCTCAGA ATGGTTGGAA ATCATTCATA 240 

GAGTGTAAAG GCATAAGGGA GCTTGACTGC GAGACCTACA AGTCGAGCAn GGTCGAAAGA 300 

CGGACTTAGT GATCCGGTGG TTCCGCATGG AAGGGCCATC GCTCAACGGA TAAAAGCTAC 360 

CCCGGGGGAT AACAGGCTTA TCTCCCCCAA GAGTTCACAT 400 
(2) INFORMATION FOR SEQ ID NO: 3670: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

20 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3670: 

ATACTTTACA TTTCTCGTTT CGTCAGATTC AAACGTTTTC ACTTCGCCAA GCCATCTTTC 60 

TTTGTGTTTG CTTTTATTTT GACGTTTTAG ACATAAAAAA AGAGACCTTG CGGTCTCAAT 120 

GCGGCTCATC GCATCCACTT TTTGCCTGGC AACGTTCTAC TCTAGCGGAA CGTAAGTTCG 180 

ACTACCATCG ACGCTAAGGA GCTTAACTTC TGTGTTCGGC ATGGGAACAG GTGTGACCTC 240 

CTTGCTATAG TCACCAGACA TATGAATGTA AATTATACAT TCAAAACTAG ATAGTAAGTA 300 

AAAGTGATTT TGCTTCGCAA AACATTTATT TTGATTAAGT CTTCCGATCG ATTAGTATTC 360 

3$ CGTCAGCTCC ACATGTCACC ATGCTTCCAC CTCCGAACCT 400 

(2) INFORMATION FOR SEQ ID NO: 3671: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



25 



30 



45 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3671: 
CACCCGAAGA TATTGCTCAG ACAAAGTCAT CATATACAGG AAAGTATTTA AAAGAAGTAC 60 
SO TTGAACGAGA TAAACAAAAT ACTGAAGATA AATAAGATTA AAAGAAGTGA AGGATGTTAT 120 
AAATTTATCC TTCGCTTCTT TTTATTAATT TAGTAATGAA TAGTAGAAAG AAAAGATGCG 180 
TAAAAAGAAT TATGTTAAGA TAGGGTCAAT CTAGAGTAGT TAAACATAAA TCGAACTGGG 24 0 

55 
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TTAGCCACAG CTATTGTGTA CTTAAAAATA GGAATGCATG AGTGCACCnA nAGGnAGAAT 360 
ACTAATTTCC AAAGAAAAAG TATTCCTTAT GTTGGGGCCC 400 
(2) INFORMATION FOR SEQ ID NO: 3672: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 461 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



1S (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3672: 

TGGACCTGTA AAAGGAGACT CGATTGTAGA AAAAGAAGAG ATTCCATTCG AGAAAGAACG 60 

TAAATTTAAT cCTGATTTAG CmCCaGGGAC aGAAAAAGTA mCmAGaGAAG GACaAAAAGG 120 

20 TGAGAAGACA ATaACGACAC CAACACTAAA AAATCCATTA ACTGGAGTAA TTATTAGTAA 180 

AGGTGAACCA AAAGAAGAAA TCACAAAAGA TCCGATTAAT GAATTAACAG AATACGGACC 240 

AGAAACGATA ACACCAGGTC ATCGAGACGA ATTTGATCCG AAGTTACCAA CAGGAGAGAA 300 

25 

AGAAGAAGTT CCAGGTAAAC CAGGAATTAA GAATCCAGAA ACAGGAGACG TaGTTAGACC 360 

ACCGGTCGAT AGCGTAACAA AATATGGACC TGTAAAAGGA GACTCGATTG TAGAAAAAGA 420 

AGAGATTCCA TTCAAAACGT AAATTTAATC CGGATTTAGC A 461 

30 

(2) INFORMATION FOR SEQ ID NO: 3673: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 
35 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3673: 



50 



CTTATGAATT CAAGCTTATT 


TAAAACTCTT 


TATTCACTCG 


GTTTTGCTTG 


GTAAAATCTA 


60 


TATTTTACTT ACTTATCTAG 


TTTTCAATGT 


ACAAATAATG 


GTGGAGACTA 


GCGGGATCGA 


120 


ACCGCTGACC TCCTGCGTGC 


AAAGCAGGCG 


CTCTCCCAGC 


TGAGCTAAGC 


CCCCAAAnAG 


180 


GTATTAAATT AATGGGGGGC 


CTAAGTGGAC 


TCGAACCACC 


GACCTCACGC 


TTATCAGGCG 


240 


TGCGCTCTAA CCAGCTGAGC 


TATAGGCCCA 


TTAATTTGAA 


TGAACAAACA 


TTCAAAACTG 


300 


AATACAATAT GTCACGTTAT 


TCCGCATCTT 


CnGAAGAAGA 


TGTTCCGAAT ATATCCTTAG 


360 


AAAGGAGGTG ATCCAGCCGC 


ACCTTCCGAn 


ACGGCTACCT 






400 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3674: 

10 

ACATGAAGAC TTAATTGAAG AATTATTAGG TATGGAAATT GAAGATGAGA TGGATAAAAA 60 
GGAAAAAGAA AAACTTTCTC AACAGCAAAT TCAATTTCAA CAACGGAAAA ATCGCAACGT 120 

15 ATCTATATAA GGAGCGAACA GCTATGTGGG AATAAGAATC GACTTACTCA AATGTTAAGT 180 

ATTGAATATC CAATTATACA AGCAGGTATG GCAGGAAGTA CGACACCGAA ATTAGTTGCA . 240 

TCAGTAAGTA AACAGTGGTG GGTTAGGCAC AATAGGCGCG GTTACTTTAA TACGCGCCAA 300 

20 TTGGAnGATG GAnATnGATT ATGTACGCCA TTAACGTCAA ATTCTTTTGG CGTAAATGTC 360 

TTTGTACCAA GTCAACAATC ATATACCAGT AGTCCAAATT 400 
(2) INFORMATION FOR SEQ ID NO: 3675: 

25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3675: 

35 AGCTAGGCCG GCAATATGTA AGAATAAATG GTGGAGAATG ACGGGTTCGA ACCGCCGACC 60 

CTCTGCTTGT AAGGCAGATG CTCTCCCAGC TGAGCTAATT CTCCGATTTA AAACTGCCTG 120 

GCAACGTTCT ACTCTAGCGG AACGTAAGTT CGACTACCAT CGACGCTAAG GAGCTTAACT 180 

40 TCTGTGTTCG GCATGGGAAC AGGTGTGACC TCCTTGCTAT AGTCACCAGA CATATGAATG 240 

TAATTTATAC ATTCAAAACT AGATAGTAAG TAAAAGTGAT TTTGCTTCGC AAAACATTTA 300 

TTTTGATTAA GTCCTCGTCG TTAGTATTCG TCAGCTCCAC ATGTCACCAT GCTTCCACCT 360 

45 

CGGACCTATT AACCTCATCA ACCTTGAGGG nTCTTATAAA 400 
(2) INFORMATION FOR SEQ ID NO: 3676: 

so (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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10 



15 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3676: 

TGGACAATGG TAGGAGAGCG TTCTAAGGGC GTTGAAGCAT GATCGTAAGG ACATGTGGAG 60 

CGCTTAGAAG TGAGAATGCC GGTGTGAGTA GCGAAAGACG GGTGAGAATC CCGTCCACCG 120 

ATTGACTAAG TTTCCAGAGG AAGGCTCGTC CGCTCTGGGT TAGTCGGGTC CTAAGCTGAG 180 

GCCGACAGCG TAGGCGATGG ATAACAGTTG ATATTCCTGT ACCACCTATA ATCGTTTTAA 240 

TCGATGGGGG GACGCATAGG ATAnGCGAAn GTGCGATTGG ATTGCACGTC TAAGCAGTAA 300 

GGCTGAGTAT TAGGCAAATC CGGTACTCGT TAAGGCTGAG CTGTGATnGG GAGAAGACAT 360 

TGAGTCTTCG AGTCGTTGAT TTCACACTGC CGAGAAAAGC 400 
(2) INFORMATION FOR SEQ ID NO: 3677: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 
20 (B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



25 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3677: 

AAAGCGCCAC ATGGTGCCAA GTCTGGAGTT AATCCAGCAA TTGCTTGTTT TAAGCTATTA 60 

TATTTTTCTT CTACTTTTGT TTTTTCTGCG GCAATTTGTT GGTCAGTCGC ATCACCATTG 120 

TTAATAACAT TTTGTGCATT TGTTGATTCT GTTTGACCCG CACGTTTAGC ATTTTCATAT 180 

GCTTGGATTG ATGATTGTGT CATACCATCA GTAGTTACTG ATTTATTGAT TTCTTCATCA 240 

35 AGTTTCGTCT TAGCAGTTTT TAAAGCACTA TTATCAGCTA AAGGTACTAA TTGGATTAAT 300 

TGCTTGCGTT AATCGCTCAT TGACACGATT TACATTTGTT AACGCAGATT GCACTTCTTG 360 

TACTGTTCTT AATGGGCTTT TGGAATAATA GCATTAGCGC 400 
40 (2) INFORMATION FOR SEQ ID NO: 3678: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 648 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3678: 

50 

ACAGTCAATT GnTCTACCAA TTGAGCTAGG CCGGTTAAGA AATGGTTCCA GGACAGAGTC 60 
GAATGCCGAC ACATGGAGCT TCAATCCATT GCTCTAACCA ACTGAGCTAC TGAACCATAA 120 

55 
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AGGCGTGTTA ACCGCTACAC TACGAGACCT ATAAAATATT GCGGGAGGCG GATTTGAACC 240 

ACCGTACTTC GGGTTATGAG CCCGACGAGC TACCGAACTG CTCCATCCCG CGATAATAAA 300 

AAATAATGGC GGAGGAAGAG GGATTCGAAC CCCCGCGGCC CGTTAAGGCC tGTCGGTTTT 360 

CAAGACCGAT CCCTTCAGCC GGACTTGGGT ATTCCTCCAT TATTATAGGT AAATCGCTAT 420 

TAATTATAAA ATTAAATGGC GGTCTCGACG GGAATCGAAC CCGCGATCTC tGCGTGACAG 480 

GCAGGCGTGT TAAyCGCTAC ACTACGAGAC CATTAGTAAA ACGGAGGAAG AGGGATTCGA 54 0 

ACCCCCGCGA GCCGTTAAGC CCCTGTCGGT TTTCAAGACC GATCCCTTCA GCCGGGACTT 600 

75 GGGGTATTCC TCCAAAATTA TATGGGACCT TGCAGGACTC GAACCTGC 648 
(2) INFORMATION FOR SEQ ID NO: 3679: 



10 



20 



25 



30 



40 



50 



55 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



. (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3679: 

CTGATCCCGT TGTGCTTCAC ACCCGATAGA TAGGGATTTA CAGATAAATT CAGGTCTCTT 60 

CCACGTCATA TTTGGACCCA TCGAAAATTC GGGTTCTCAA ATCATCGAAC ATAACAAAAG 120 

AAGCTAAGCA ACATGTAGGC CGTTGTCACT TAACTTCTTG TTTTTCCGAT GACAGCTTCT 180 

ATTTAGAGAA TGTCATGATT ATTTTATATT CACTTCAATG TTATCAATAT TAGTGCCATC 240 

35 TATGACATCT GCCATGCGAT TTTCTTGTAA TTTTTTGTGC AATTCAAACG TGTACTTTCC 300 

ACCGTTTTTC ATTTTAATAA CAATTTTACC TGAACCAACG TTACCGTACA GATTATTTTT 360 

TTCAATAAGT TGTTTTCTCA ATTTAAAATC AAGTTCTTTC 400 
(2) INFORMATION FOR SEQ ID NO: 3680: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 
45 (C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3680: 
TCAATG CGGC TCATCGCATT CATTTCTTGT CTAGCAACGT TCTACTCTAG CGGAAnTAAG 60 
TTAGCTACCA TCCTCGCTAA GAACCTTTCT TGACTTGTGA CAATCGCTTG CTTCTTTCCT 120 
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TCGTCAGATT CAAACGTTTT CACTTCGCCA AGCCATTTTT CTTTGTGTTT ACTTTTTATT 



240 



TTGACGTTTT AGACATAAAA AAAGAGACCT CACGGTCTCA ACTTGCCTGG CAACGTTCTA 



300 



CTCTAGCGGA AGTAAGTTGG CTACCATCGT CGCTAAAGAC CTTTCTTGAC TTGTGACAAT 



360 



CGCTTGGCTT CTnTCCTCTC CTTCGGnTCT CGGCTTACTC 



400 



70 



15 



20 



25 



30 



35 



40 
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(2) INFORMATION FOR SEQ ID NO: 3681: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3681: 

TCTTTCCTCT CCTTCGGCTC TCGCTTACTC ATTTAGCTCT ACTAAACTCG TTGCGCTCTT 60 

TTCTCGTTTC GTCAGATTCA AACGTTTTCA CTTCGCCAAG CCATTTTTCT TTGTGTTTAC 120 

TTTTTATTTT GACGTTTTAG ACATAAAAAA AGAGACCTCA CGGTCTCAAC TTGCCTGGCA 180 

ACGTTCTACT CTAGCGGAAC GTAAGTTGGC TACCATCGTC GCTAAAGACC TTTCTTGACT 240 

TGTGACAATC GCTTGCTTCT TTCCTCTCCT TCGGCTCTCG CTTACTCATT TAGCTCTACT 300 

AAACTCGTTG CGCTCTTTTC TCGTTTCGTC AGATTCAAAC GTTTTCACTT CGCCAAGCCA 360 

TTTTTCTTTG TGGTTTACTT TTTATTTTGA CGGTTTAGGC 4 00 
(2) INFORMATION FOR SEQ ID NO: 3682: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 414 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3682: 

TTGAACATGT TGAATCTAAT GAAATTCTTG TTCGTCGTCT AGTTGAAGAG AACGGCGTTG 60 

AGCATGAAGG TGAATTAGAT CGCTATCCAT TAGCTAAATT TAAACGTTCA AACTCAGGTA 120 

CATGTTACAA CCAACGTCCA ATCGTTGCAG TTGGAGATGT TGTTGAGTAT AACGAGATTT 180 

TAGCAGATGG ACCATCTATG GAATTAGGAG AAATGGCATT AGGTAGAAAC GTATAGTTGG 24 0 

TTTCATGACT TGGGACGGTT ACAACTATGA GGATGCCGTT ATCATGAGTG AAAGACTTGT 300 

GAAAGATGAC GTGTATACTT CTATTCATAT TGAAGAGTAT GAATCAGAAG CACGTGATAC 360 
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(2) INFORMATION FOR SEQ ID NO: 3683: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 4 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
<D) TOPOLOGY: linear 

10 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3683: 



TTGGAATTTC TCCGCTACCC TCAGTTCATC CGCTCACTTT TCAACGTAAG TCGGTTCGGT 60 

CCTCCATTCA GTGTTACCTG AACTTCAACC TGACCAAGGG TAGATCACCT GGTTTCGGGT 120 

CTACGACCAA ATACTAAACG CCCTATTCAG ACTCGCTTTC GCTACGGCTC CACATTTACT 180 

GCTTAACCTT GCATCAAATC GTAACTCGCC GGTTCATTCT ACAAAAGGCA CGCCATCACC 240 

CATTAACGGG CTCTGACTAC TTGTAAGCAC ACGGTTTCAG GTTCTATTTC ACTCCCCTTC 300 

CGGGGTGCTT TTCACCTTTC CCTCACGGTA CTGGGTTCAC TATCGGTCAC TAnGAGAGTA 360 

TTTAAGCCTT AnGAGATGGT CCTCCCAGAT TCCCGACGGG 400 



(2) INFORMATION FOR SEQ ID NO: 3684: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 528 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



35 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3684: 

GATnTATGAT GAAAAACTAT CTGACTGCTG TTTCACTTTT TATAAGACTT CTGAATGTCT 60 

TCACTTATAC TTCTAGTCAC AGATTnAAAT AATCAAAAGT GCACATTATT AAAATATCAA 120 

40 TTTCACACTC AATGCGGCTC ATCGCATTCA TTTCTTGTCT AGCAACGTTC TACTCTAGCG 180 

GAACGTAAGT TAGCTACCAT CCTCGCTAAG AACCTTTcTT GACTTgTGAC AATCGCTTGC 240 

TTCTTTCCTC TCCTTCGGCT CTCGCTTACT CATTTAGCTC TACTAAACTC GTTGCGCTCT 300 

45 

TTTCTCGTTT CGTCAGATTC AAACGTTTTC ACTTCGCCAA GCCATTTTTC TTTGTGTTTA 360 

CTTTTTATTT TGACGTTTTA GACATAAAAA AAGAGACCTC ACGGTCTCAA CTTGCCTGGG 420 

CAACGTTCTA CTCTAGCGGA ACGTAAGTTG GCTACCATCG TCGCTAAAGA CCTTTCTTGA 480 

so 

CTTGTGACAA TCGCTTGCTT CTnTCCTCTC CTTCGGCTCT CGGTTACT 528 
(2) INFORMATION FOR SEQ ID NO: 3685: 
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(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

5 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3685: 



10 


AAATTATGGT 


CGATTGCGAA 


TGATTTAAGA 


GGGAnCATGG 


ATGCGAGTGA ATTCCGTAAT 


60 




TACATTTTAG 


GCTTGATTTT 


CTATCGCTTC 


TTATCTGAAA 


AAGCCGAACA AGAATATGCA 


120 




GATGCCTTGT 


CAGGTGAAGA 


CATCACGTAT 


CAAGAAGCAT 


GGGCAGATGA AGAATATCGT 


180 


15 


GAAGACTTAA 


AAGCAGAATT 


AATTGATCAA 


GTCGGTTACT 


TCATTGAGCC ACAAGATTTA 


240 




TTCAGTGCGA 


TGATTCGTGA 


AATTGAAACG 


CAAGATTTCG 


ATATAGAGCA TCTAGCGACG 


300 


20 


GCGATTCGCA 


AAGTTGAAAC 


ATCTACATTA 


GGTGAnGAAA 


GTGAAAATGn CTTTATCGGG 


360 


CTGTTCAGCG 


ATATGGATTT 


GAGTTCAACG 


CGGCTAGGTA 




400 



(2) INFORMATION FOR SEQ ID NO: 3686: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH : 403 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

30 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3686: 



35 



TTAAATTATT 


GGTCTATCGG 


TTCTTGGGGT 


GGCCATGGTA 


TCTGTTCACT 


CTTCGGTGGT 


60 


GCAGTTGCGA 


CAACTATGGG 


TTGGAGATGG 


ATTTTCATCT 


TCTCAATTAT 


CGTTGCCGTA 


120 


CTTTCAATGT 


TACTCATCAA 


AGGGACGCCT 


GAAACGAAAT 


CAGAAATTAC 


CAATACACAT 


180 


AAATTTGACG 


TTGCAGGGCT 


AATTGTTCTA 


GTAGTTATGT 


TGCTAAGTTT 


AAACGTTGTC 


240 


ATTACTAAAG 


GTGCAGCACT 


TGGTTACACA 


TCATTATGGT 


TCTTTGGTTT 


GATTGCAATC 


300 


GTAATTGTAG 


CATTCTTTAT 


TTTCTTAAAT 


GTTGAGAAAA 


AAGTAGATAA 


TCCACTTATT 


360 


GATTTTAAAT 


TATTgAAAAT 


AAACCATATA 


CAGGTGCAAC 


GGT 




403 



45 

(2) INFORMATION FOR SEQ ID NO: 3687: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 449 base pairs 
so (B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



55 
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TATGAGCCCG ACGAGCTACC GAACTGCTCC ATCCCGCGAT AATAAAAAAT AATGGCGGAG 
GAAGAGGGAT TCGAACCCCC GCGGCCCGTT AAGGnCCTGT CGGTTTTCAA GACCGATCCC 
TTCAGCCGGA CTTGGGTATT CCTCCATTAT TATAGGTAAA TCGCTATTAA TTATAAAATT 
AAATGGCGGT CTCGACGGGA ATCGAACCCG CGATCTCCTG CGTGACAGGC AGGCGTGTTA 
ACCGCTACAC TACGAGACCA TTAGTAAAAC GGAGGAAGAG GGATTCGAAC CCCCGCGAGC 
CGTTAAGCCC CTGTCGGTTT TCAAGACCGA TCCCTTCAGC CGGACTTGGG TATTCCTCCA 
AAATTATATG GACCTTGCAG GACTCGAACC TGCGACCGAA CGGTATGAGC CGTAGCnCTA 
ACCACTGGGC TAAAGTCCTA ATATAATTT 
(2) INFORMATION FOR SEQ ID NO: 3688: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3688: 
AAAACGTCGT AATATGCAAA TTGAAGGTGC CAAGGTTGTT ATTCAAGGTT TCnATAATGC 
CGGAAGTTTC TTAGCTAAAT TCTTATATGA TTTAGGTGCA AAAATTGTAG GTATCTCTGA 
TGCTTACGGT GCATTACACG ATCCAAATGG CTTAGATATA GATTATTTAT TAGACCGTCG 
AGATAGTTTT GGTACGGTAA CAAATTTATT TGAAGAAACA ATCTCAAATA AAGAATTGTT 
TGAATTAGAT TGTGACATTT TAGTACCAGC GGCTATTTCA AACCAAATTA CAGAAGACAA 
TGCACATGAT ATTAAAGCTA GTATCGTTGT TGAAGCTGCT AATGGACCTA CAACACCAGA 
AGCAACACGT ATTTTAACTG AACGTGGTAT ATTATTAGTT 
(2) INFORMATION FOR SEQ ID NO: 3689: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) topology: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3689: 
CACGCTTATC AGGCGTGCGC TCTAACCAGC TGAGCTATAG GCCCATTAAT TTGAATGAAC 
AAACATTCAA AACTGAATAC AATATGTCAC GTTATTCCGC ATCTTCTGAA GAAGATGTTC 
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CGACTTCACC CCAATCATTT GTCCCACCTT CGACGGCTAG CTCCTAAAAG GTTACTCCAC 240 

CCCCTTCGGG TGTTACAAAC TCTCGTGGTG TGACGGGCGG TGTGTACAAG ACCCGGGAAC 300 

GTATTCACCG TAGCATGCTG ATCTACGATT ACTAGCGATT CCAGCTTCAT GTAGTCGAGT 360 

TGCAGACTAC AATCCGAACT GAGAACnACT TTATGGGGAA 400 
(2) INFORMATION FOR SEQ ID NO: 3690: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 553 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3690: 

20 GCnGCGTTTT AGGCCCATTC GGTTACCCCC nTTCCATAAA TGGTGCCCGG CCAGAGGACT 60 

TGAACCCCCC AACTTACTGA TTACAAGTCA GTTGCTCTAC CAATTGAGCT AGGCCGGCTA 120 

AGAAATGGTT CAGGACAGAG TCGAACTGCC GACACATGGA GCTTCAATCC ATTGCTCTAC 180 

25 CAACTGAGCT ACTGAACCAT AATAAAAATG TAATGATGGC GGTCTCGACG GGAATCGAAC 240 

CCGCGATCTC tGCGTGACAG GCAGGCGTGT TAACCGCTAC ACTACGAGAC CTATAAAATA 300 

TTGCGGGAGG CGGATTTGAA CCACCGaCtT CGGGTTATGA GCCCGACGAG CTACCGAACT 360 

GCTCCATCCC GCGATAATAA AAAATAATGG CGGAGGAAGA GGGATTCGAA CCCCCGCGGC 420 

CCGTTAAGGC CCTGTCGGTT TTCAAGACCG ATCCCTTCAG CCGGACTTGG GTATTCCTCC 4 80 

ATTATTATAG GTAnATCGCT ATTAATTATA AnATTAAAAT GGCGGTCTCG ACGGGAATCG 54 0 

AACCCGCGGA TCT 553 
(2) INFORMATION FOR SEQ ID NO: 3691: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3691: 

TCAATGCGGC TCATCGCATC CATTTTTTGC CTGGCAACGT TCTACTCTAG CGGAACGTAA 60 

GTTGGCTACC ATCGACGCTA AGAACCTTTC TTGACTTGTG ACAATCGCTT GCTTCTTTCC 120 

TCTTCTTCGG CTCTCGCTTA CTCATTTAGC TCTACTAAAC TCGTTGCGCT CTTTTCTCGT 180 
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TTTGACGTTT TAGACATAAA AAAAAGAGAC CTTGCGGTCT CAATGCGGCT CATCGCATCC 300 

ATTTTTTGCC TGGCAACGTT CTACTCTAGC GGAACGTAAG TTCGGACTAC CATCGACGCT 360 

5 AAGGGAGCTT AACTTTCTGT GTTCGGGCAT GGGGAACAGG . 400 

(2) INFORMATION FOR SEQ ID NO: 3692: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 410 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3692: 



TCGAATACTG TCATGAAGTA ATTTCTCTAT TCTACGACCA GAAAATACAG ATTGAGTATA 60 

20 TGCATATAAG ATGTTTTTAA CATCATTTTT GGATGATAGG ATGTTGCACC ACGATGATGT 120 

CTGAATTCAT CGAATTCCTA TCAGGTATCG TTTCAACAAT TTCATTAACA TATCGCGAAA 180 

TATCATTTTG AGAATTCTAA CGAnTTTCCT ATTGGTAGTG TAAGTTGGGG TCATGTTATA 240 

25 ATTTTTATAC ATAAGGCACC TCTTTAATTT AGTTTAGTAG TATTTATTAA ATTATACGAG 300 

GGACCCAACA CAGAAAATTC ATTTTATTGa ATTTTACATT TATGTGmCAA GTTGGGaAAA 360 

ATGTCTTATT TTTTCAAAGT ATTTAAAAGT AAAaTTACAT GTTAATACGT 410 



(2) INFORMATION FOR SEQ ID NO: 3693: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 425 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3693: 

ACTTCATATA ATTTATGAAA TAAACCTGTC AATTTTGGAT TGATTATGCT TTGTGATTCT 60 

TTTTATTTCT GCGTAATAAC GCTAAACCTA AAATGCTAAA TAATCCGCCG AACAACATGC 120 

45 CGTTGTTTGT TGATTCTTCT CCACCTGTTT CAGTAGTTCA GATTTCTTAG ATTGTGCTTT 180 

TTTAGTTGGT ACCACTGcTT TAACCTTTTC ATTGATTTCA ATAACAGGTG TTACTACTTT 240 

ACCTTGTTCC ACTGGTTTAG AAGGTTTTTT AGGTTCTTCT TTAGCAGGTG GTaTTGGTTT 300 

SO 

ACCAGGTTCA GTTGGTACCT CTGGCGTTGG CGGTGTTGGT GTTTCCGGCT CGCTTGGTAC 360 

TTCTGGTGTC GGTGGTGTTG GGTGTTTnCC GGCTTCGCTT GGTACTTCTG GGTGTTCGGT 420 
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